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130 ^^-^^^ 

Ala Leu Met Glu Asn Glu Gly Asn 

145 150 

<210>330 

<211>122 

<212>PRT 

<213>Chlamydia pneumoniae 
<400>330 

Met Glu lie lie His lie Gly Thr Asp lie lie Glu lie Ser Arg lie 

1 5 . 10 15 

Arg Glu Ala lie Ala Thr His Gly Asn Arg Leu Leu Asn Arg lie Phe 

20 25 30 

Thr Glu Ala Glu Gin Lys Tyr Cys Leu Glu Lys Thr Asp Pro lie Pro 

35 40 45 

Ser Phe Ala Gly Arg Phe Ala Gly Lys Glu Ala Val Ala Lys Ala Leu 

50 55 60 

Gly Thr Gly He Gly Ser Val Val Ala Trp Lys Asp He Glu Val Phe 
65 70 75 80 

Lys Val Ser His Gly Pro Glu Val Leu Leu Pro Ser His Val Tyr Ala 

85 90 95 

Lys He Gly He Ser Lys Val He Leu Ser He Ser His Cys Lys Glu 

100 105 110 

Tyr Ala Thr Ala Thr Ala He Ala Leu Ala 
115 120 

<210>331 
<211>311 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>331 

Met He His Ser Arg Leu He He He Gly Ser Gly Pro Ser Gly Tyr 

15 10 15 

Thr Ala Ala He Tyr Ala Ser Arg Ala Leu Leu His Pro Leu Leu Phe 

20 25 30 

Glu Gly Phe Phe Ser Gly He Ser Gly Gly Gin Leu Met Thr Thr Thr 

35 40 45 

Glu Val Glu Asn Phe Pro Gly Phe Pro Glu Gly He Leu Gly Pro Lys 

50 55 60 

Leu Met Asn Asn Met Lys Glu Gin Ala Val Arg Phe Gly Thr Lys Thr 
65 70 75 80 

Leu Ala Gin Asp He He Ser Val Asp Phe Ser Val Arg Pro Phe He 

85 90 95 

Leu Lys Ser Lys Glu Glu Thr Tyr Ser Cys Asp Ala Cys He He Ala 

100 105 110 

Thr Gly Ala Ser Ala Lys Arg Leu Glu He Pro Gly Ala Gly Asn Asp 

115 120 125 

Glu Phe Trp Gin Lys Gly Val Thr Ala Cys Ala Val Cys Asp Gly Ala 

130 135 140 

Ser Pro He Phe Lys Asn Lys Asp Leu Tyr Val He Gly Gly Gly Asp 
145 150 155 160 

Ser Ala Leu Glu Glu Ala Leu Tyr Leu Thr Arg Tyr Gly Ser His Val 

165 170 175 

Tyr Val Val His Arg Arg Asp Lys Leu Arg Ala Ser Lys Ala Met Glu 

180 185 190 

Ala Arg Ala Gin Asn Asn Glu Lys He Thr Phe Leu Trp Asn Ser Glu 

195 200 205 

He Val Lys He Ser Gly Asp Ser He Val Arg Ser Val Asp He Lys 

210 215 . 220 

Asn Val Gin Thr Gin Glu He Thr Thr Arg Glu Ala Ala Gly Val Phe 
225 230 235 240 

Phe Ala He Gly His Lys Pro Asn Thr Asp Phe Leu Gly Gly Gin Leu 

245 250 255 

Thr Leu Asp Glu Ser Gly Tyr He Val Thr Glu Lys Gly Thr Ser Lys 

260 265 270 

Thr Ser Val Pro Gly Val Phe Ala Ala Gly Asp Val Gin Asp Lys Tyr 
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275 ^j^ft 

Tyr Arg Gin Ala V^^^hr Ser Ala Gly Gly Gly Cys iHKla Ala Leu 

290 295 300 

Asp Ala Glu Arg Phe Leu Gly 
305 310 
<210>332 
<211>580 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>332 

Met Pro Lys Gin Ala Glu Tyr Thr Trp Gly Ser Lys Lys lie Leu Asp 

15 10 15 

Asn lie Glu Cys Leu Thr Glu Asp Val Ala Glu Phe Lys Asp Leu Leu 

20 25 30 

Tyr Thr Ala His Arg lie Thr Ser Ser Glu Glu Glu Ser Asp Asn Glu 

35 40 45 

lie Gin Pro Gly Ala lie Leu Lys Gly Thr Val Val Asp lie Asn Lys 

50 55 60 

Asp Phe Val Val Val Asp Val Gly Leu Lys Ser Glu Gly Val lie Pro 
65 70 75 80 

Met Ser Glu Phe lie Asp Ser Ser Glu Gly Leu Val Leu Gly Ala Glu 

85 90 95 

Val Glu Val Tyr Leu Asp Gin Ala Glu Asp Glu Glu Gly Lys Val Val 

100 105 110 

Leu Ser Arg Glu Lys Ala Thr Arg Gin Arg Gin Trp Glu Tyr lie Leu 

115 120 125 

Ala His Cys Glu Glu Gly Ser lie Val Lys Gly Gin lie Thr Arg Lys 

130 135 140 

Val Lys Gly Gly Leu lie Val Asp lie Gly Met Glu Ala Phe Leu Pro 
145 150 155 160 

Gly Ser Gin He Asp Asn Lys Lys He Lys Asn Leu Asp Asp Tyr Val 

165 170 175 

Gly Lys Val Cys Glu Phe Lys He Leu Lys He Asn Val Glu Arg Arg 

180 185 190 

Asn He Val Val Ser Arg Arg Glu Leu Leu Glu Ala Glu Arg He Ser 

195 200 205 

Lys Lys Ala Glu Leu He Glu Gin He Ser He Gly Glu Tyr Arg Lys 

210 215 220 

Gly Val Val Lys Asn He Thr Asp Phe Gly Val Phe Leu Asp Leu Asp 
225 230 235 240 

Gly He Asp Gly Leu Leu His He Thr Asp Met Thr Trp Lys Arg He 

245 250 255 

Arg His Pro Ser Glu Met Val Glu Leu Asn Gin Glu Leu Glu Val He 

260 265 270 

He Leu Ser Val Asp Lys Glu Lys Gly Arg Val Ala Leu Gly Leu Lys 

275 280 285 

Gin Lys Glu His Asn Pro Trp Glu Asp He Glu Lys Lys Tyr Pro Pro 

290 295 300 

Gly Lys Arg Val Leu Gly Lys He Val Lys Leu Leu Pro Tyr Gly Ala 
305 310 315 320 

Phe He Glu He Glu Glu Gly He Glu Gly Leu He His He Ser Glu 

325 330 335 

Met Ser Trp Val Lys Asn He Val Asp Pro Ser Glu Val Val Asn Lys 

340 345 350 

Gly Asp Glu Val Glu Ala He Val Leu Ser He Gin Lys Asp Glu Gly 

355 360 365 

Lys He Ser Leu Gly Leu Lys Gin Thr Glu Arg Asn Pro Trp Asp Asn 

370 375 380 

He Glu Glu Lys Tyr Pro He Gly Leu His Val Asn Ala Glu He Lys 
385 390 395 400 

Asn Leu Thr Asn Tyr Gly Ala Phe Val Glu Leu Glu Pro Gly He Glu 

405 410 415 

Gly Leu He His He Ser Asp Met Ser Trp He Lys Lys Val Ser His 
420 425 430 
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Pro Ser Glu Leu Phe Lys Gly Asn Ser Vai Giu Aia lie Leu 

435 440 445 

Ser Val Asp Lys Glu Ser Lys Lys He Thr Leu Gly Val Lys Gin Leu 

450 455 460 

Ser Ser Asn Pro Trp Asn Glu He Glu Ala Met Phe Pro Ala Gly Thr 
465 470 475 480 

Val He Ser Gly Val Val Thr Lys lie Thr Ala Phe Gly Ala Phe Val 

485 490 495 

Glu Leu Gin Asn Gly He Glu Gly Leu He His Val Ser Glu Leu Ser 

500 505 510 

Asp Lys Pro Phe Ala Lys He Glu Asp He He Ser He Gly Glu Asn 

515 520 525 

Val Ser Ala Lys Val He Lys Leu Asp Pro Asp His Lys Lys Val Ser 

530 535 540 

Leu Ser Val Lys Glu Tyr Leu Ala Asp Asn Ala Tyr Asp Gin Asp Ser 
545 550 555 560 

Arg Thr Glu Leu Asp Phe Lys Asp Ser Gin Gly Pro Lys Glu Arg Lys 
565 570 575 

Lys Lys Gly Lys 
580 

<210>333 
<211>225 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>333 

Met Asn Lys Asn Leu Val Ala He Phe Asp Tyr Met Glu Lys Glu Lys 

15 10 15 

Gly He Gin Arg Ser Thr He He Gly Ala He Glu Ser Ala Leu Lys 

20 25 30 

He Ala Ala Lys Lys Thr Leu Arg Asp Asp Ala Asn He Ser Val Asn 

35 40 45 

He Asn Ser Arg Thr Gly Asp He Glu Val Phe Cys Glu Lys Glu He 

50 55 60 

Val Glu He Cys Gin Asn Pro Ser Lys Glu He Pro Leu Asp Lys Ala 
65 70 75 80 

Arg Glu Tyr Asp Pro Asp Cys Gin He Gly Gin Tyr Met Asp Val Pro 

85 90 95 

Phe Val Ser Asp Asn Phe Gly Arg He Ala Ala His Ala Ala Arg Gin 

100 105 110 

He He Gly Gin Lys Leu Arg His Ala Glu Arg Asp Val He Tyr Glu 

115 120 125 

Glu Tyr Arg His Arg Val Asn Glu Thr Leu Ser Gly Val Val Lys Arg 

130 135 140 

Phe Ala Lys Gly Ser Asn Leu He He Asp Leu Gly Lys Val Glu Ala 
145 150 155 160 

He Leu Pro Thr Arg Phe Tyr Pro Lys Thr Glu Lys His Lys He Gly 

165 170 175 

Asp Lys He Tyr Ala Leu Leu Tyr Glu Val Gin Glu Ser Glu Asn Gly 

180 185 190 

Gly Ala Glu Val He Leu Ser Arg Ser His Ala Glu Phe Val Lys Gin 

195 200 205 

Leu Phe He Ser Arg Ser Pro Arg Thr Arg Arg Arg Phe Cys Gly Asp 
210 215 220 

Cys 
225 

<210>334 
<211>174 
<212>PRT 

<213>ChlaTnydia pneumoniae 
<400>334 

Lys He Ser Phe Arg Glu Leu Asn Asp Glu Lys He Asp He Val Asn 

15 10 15 

Tyr Ser Pro Val Ser Thr Glu Leu Leu Gin Asn Leu Leu Tyr Pro He 
20 25 30 
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Arg 
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95 


Leu 


Ala 
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Asp 
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Ser 


Pro 


His 


Leu 


Asp 
105 
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Pro 


Leu 


Glu 


Met 
110 


Glu 


Gly 


lie 


Ser 
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115 


Leu 


Val 


He 


Gin 


Asn 
120 


Leu 


Glu 


His 


Ala 


Gly 
125 


Tyr 


Asp 


Thr 


He 


Arg 
130 


Arg 


Val 


Leu 


Leu 


Ala 
135 


Ser 


Ala 
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Asp 


Leu 
140 
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Ser 
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Pro 


Gly 


He 


Ser 
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Ser 
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150 
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<210>335 



<211>761 



<212>PRT 

<213>Chlamydia pneumoniae 
<400>335 



Leu 


Leu 


He 


Arg 


Ser 


Leu 


Ser 


Lys 


Ser 


Ala 


Asn 


Met 


Glu 


Lys 


Val 


Lys 


1 








5 










10 










15 




Leu 


Thr 


Lys 


Asn 


Leu 


Lys 


Leu 


Lys 


He 


Lys 


Asn 


Ala 


Gin 


Leu 


Thr 


Lys 








20 










25 










30 






Ala 


Ala 


Gly 


Leu 


Asp 


Lys 


Leu 


Lys 


Gin 


Lys 


Leu 


Ala 


Gin 


Ala 


Gly 


Ser 






35 










40 










45 








Ser 


Glu 


Ala 


Lys 


Ser 


Ser 


Ser 


Glu 


Lys 


Pro 


Ser 


Ala 


Lys 


Glu 


Lys 


Ser 




50 










55 










60 










Val 


Lys 


Val 


Ala 


Leu 


Ala 


Ala 


Thr 


Ser 


Thr 


Pro 


Thr 


Ala 


Ser 


Ala 


Glu 


65 










70 










75 










80 


Gin 


Ala 


Ser 


Pro 


Glu 


Ser 


Thr 


Ser 


Arg 


Arg 


He 


Arg 


Ala 


Lys 


Asn 


Arg 










85 










90 










95 




Ser 


Ser 


Phe 


Ser 


Ser 


Ser 


Glu 


Glu 


Glu 


Ser 


Ser 


Ala 


His 


He 


Pro 


Val 








100 










105 










110 






Asp 


Thr 


Ser 


Glu 


Pro 


Ala 


Pro 


Val 


Ser 


He 


Ala 


Asp 


Pro 


Glu 


Pro 


Glu 






115 










120 










125 








Leu 


Glu 


Val 


Val 


Asp 


Glu 


Val 


Cys 


Asp 


Glu 


Ser 


Pro 


Glu 


Val 


His 


Pro 




130 










135 










140 










Val 


Ala 


Glu 


Val 


Leu 


Pro 


Glu 


Gin 


Pro 


Val 


Leu 


Pro 


Glu 


Thr 


Pro 


Pro 


145 










150 










155 










160 


Gin 


Glu 


Lys 


Glu 


Leu 


Glu 


Pro 


Lys 


Pro 


Val 


Lys 


Pro 


Ala 


Glu 


Pro 


Lys 










165 










170 










175 




Ser 


Val 


Val 


Met 


He 


Lys 


Ser 


Lys 


Phe 


Gly 


Pro 


Thr 


Gly 


Lys 


His 


He 








180 










185 










190 






Asn 


His 


Leu 


Leu 


Ala 


Lys 


Thr 


Phe 


Lys 


Ala 


Pro 


Ala 


Lys 


Glu 


Glu 


Lys 






195 










200 










205 








Val 


Val 


Ala 


Gly 


Ser 


Lys 


Ser 


Thr 


Lys 


Pro 


Val 


Ala 


Ser 


Asp 


Lys 


Thr 




210 










215 










220 










Gly 


Lys 


Pro 


Gly 


Thr 


Ser 


Glu 


Gly 


Gly 


Glu 


Gin 


Asn 


Asn 


Arg 


Glu 


Lys 


225 










230 










235 










240 


Gin 


Phe 


Asn 


Pro 


Ala 


Asn 


Arg 


Ser 


Pro 


Ala 


Ser 


Gly 


Pro 


Lys 


Arg 


Asp 










245 










250 










255 




Ala 


Gly 


Lys 


Lys 


Asn 


Leu 


Thr 


Asp 


Phe 


Arg 


Asp 


Arg 


Ser 


Lys 


Lys 


Ser 








260 










265 










270 






Asp 


Glu 


Ser 


Leu 


Lys 


Ala 


Phe 


Thr 


Gly 


Arg 


Asp 


Arg 


Tyr 


Gly 


Leu 


Asn 






275 










280 










285 








Glu 


Gly Gly Glu 


Glu 


Asp 


Arg 


Trp 


Arg 


Lys 


Lys 


Arg 


Val 


Tyr 


Lys 


Pro 




290 
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"325 330 ^V'^'^^ 

Lys Ala Ser Glu Val Gin Lys Leu Phe lie His Gly J^^Thr Tyr 

340 345 350 

Val Val Asn Asp lie Leu Asp Ser Glu Thr Ala Val Gin Phe He Gly 

355 360 365 

Leu Glu Phe Gly Cys Thr lie Asp He Asp Tyr Ser Glu Gin Asp Lys 

370 375 380 

Leu Cys Leu Ser Asn Asp Thr Val Arg Asp Glu He Gin Ser Thr Asp 
385 390 395 400 

Pro Ser Lys Leu Val He Arg Ser Pro He Val Ala Phe Met Gly His 

405 410 415 

Val Asp His Gly Lys Thr Thr Leu He Asp Ser Leu Arg Lys Ser Asn 

420 425 430 

Val Ala Ala Thr Glu Ala Gly Ala He Thr Gin His Met Gly Ala Phe 

435 440 445 

Cys Cys Ser Thr Pro Val Gly Asp He Thr He Leu Asp Thr Pro Gly 

450 455 460 

His Glu Ala Phe Ser Ala Met Arg Ala Arg Gly Ala Glu Val Cys Asp 
465 470 475 480 

He Val Val Leu Val Val Ala Gly Asp Glu Gly He Lys Xaa Gin Thr 

485 490 495 

Leu Glu Ala He Glu His Ala Lys Ala Ala Asp He Ala He Val Val 

500 505 510 

Ala He Asn Lys Cys Asp Lys Pro Asn Phe Asn Ser Glu Thr He Tyr 

515 520 525 

Arg Gin Leu Ser Glu He Asn Leu Leu Pro Glu Ala Trp Gly Gly Ser 

530 535 540 

Thr Val Thr Val Asn Thr Ser Ala Lys Thr Gly Glu Gly Leu Ser Glu 
545 , 550 555 560 

Leu Leu Glu Met Leu Ala Leu Gin Ala Glu Val Leu Glu Leu Lys Ala 

565 570 575 

Asp Pro Ser Ala Arg Ala Arg Gly Leu Val He Glu Ser Glu Leu His 

580 585 590 

Lys Gly Leu Gly Pro Val Ala Thr Val Leu He Gin Asn Gly Ser Leu 

595 600 605 

Lys Leu Gly Glu Ala Leu Val Phe Asn Asp Cys Tyr Gly Lys Val Lys 

610 615 620 

Thr Met His Asn Glu His Asn Glu Leu Met Lys Glu Ala Gly Pro Ser 
625 630 635 640 

He Pro Val Leu He Thr Gly Leu Ser Asp He Pro Lys Ala Gly Asp 

645 650 655 

Pro Phe Phe Val Val Lys Asn Glu Lys Thr Ala Arg Asp He He Glu 

660 665 670 

Ala Arg Ser Ala Gly Gin Gin Arg Phe Ala Leu Gin Gin Lys Lys Arg 

675 680 685 

Pro Asn Phe Asp Ser Met Leu Gin Asn Lys Lys Thr Leu Lys Leu Met 

690 695 700 

He Lys Ala Asp Val Gin Gly Ser He Glu Ala Leu Val Ser Ser He 
705 710 715 720 

Ser Lys He Lys Ser Glu Lys Val Asp Val Glu He Leu Thr Asn Ser 

725 730 735 

Val Gly Glu He Ser Glu Ser Asp He Arg Leu Leu Pro Pro Leu Lys 

740 745 750 

Gin Phe Ser Ser Val Ser He Gin Glu 
755 760 

<210>336 
<211>170 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>336 

Asn Phe Asn Lys Gin Cys Arg Arg Asn Phe Arg He Arg His Ser Phe 

15 10 15 

Thr Ala Ala Ser Lys Ala Val Leu He Gly Phe His Thr Gly He Glu 
20 25 30 
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Ser His Ala Glu F^^^^eu lie Lys Ser Leu Giy Val A^^^al Glu Leu 

35 40 
Phe Thr Val lie Tyr His Ala lie Asp Ala lie Lys Glu lie Met Thr 

50 55 60 

Ser Leu Leu Asp Pro lie Ala Glu Glu Lys Asp Glu Gly Ser Ala Glu 
65 70 75 80 

lie Lys Glu lie Phe Arg Ser Ser Gin Val Gly Ser lie Tyr Gly Cys 

85 90 95 

He Val Thr Glu Gly He Met Thr Arg Asn His Lys Val Arg Val Leu 

100 105 110 

Arg Asn Lys Glu He Leu Trp Lys Gly Thr Leu Ser Ser Leu Lys Arg 

115 120 125 

Val Lys Glu Asp Val Lys Glu Val Arg Lys Gly Leu Glu Cys Gly He 

130 135 140 

Leu Leu Glu Gly Tyr Gin Gin Ala Gin He Gly Asp Val Leu Gin Cys 
145 150 155 160 

Tyr Glu Val He Tyr His Pro Gin Lys Leu 
165 170 

<210>337 
<211>141 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>337 

Val Met Ser Tyr Asn Val Met Lys Leu Ser He He His Lys Asn Tyr 

15 10 15 

Asn Leu Lys Tyr Cys Met Thr Glu Asn Arg Arg He Lys Arg Val Asn 

20 25 30 

Ala Leu Leu Gin Glu Ala He Ala Lys Val He Leu Lys Asp Val Lys 

35 40 45 

His Pro Lys He Ser Asn Leu Trp He Thr Val Thr Arg Val Ser Leu 

50 55 60 

Ser Lys Asp Leu His Ser Ala Arg Val Tyr Val Ser Val Met Pro His 
65 70 75 80 

Glu Asn Thr Lys Glu Glu Ala Leu Glu Ala Leu Lys Val Ser Ala Gly 

85 90 95 

Phe He Ala His Arg Ala Ser Lys Asn Val Val Leu Lys Tyr Phe Pro 

100 105 110 

Glu Leu His Phe Tyr Leu Asp Asp He Phe Ser Pro Gin Asp Tyr He 

115 120 125 

Glu Asn Leu Leu Trp Gin He Gin Glu Lys Glu Lys Ser 

130 135 140 

<210>338 
<211>243 
<212>PRT 

<2 13 >ChlaTnydia pneumoniae 
<400>338 

Leu Asn Thr He Lys Asp Met Thr Met Asp Leu Ala Val Glu Leu Lys 

15 10 15 

Glu Gly He Leu Leu Val Asp Lys Pro Gin Gly Arg Thr Ser Phe Ser 

20 25 30 

Leu He Arg Ala Leu Thr Lys Leu He Gly Val Lys Lys He Gly His 

35 40 45 

Ala Gly Thr Leu Asp Pro Phe Ala Thr Gly Val Met Val Met Leu He 

50 55 60 

Gly Arg Lys Phe Thr Arg Leu Ser Asp He Leu Leu Phe Glu Asp Lys 
65 70 75 80 

Glu Tyr Glu Ala He Ala His Leu Gly Thr Thr Thr Asp Ser Tyr Asp 

85 90 95 

Cys Asp Gly Lys Val Val Gly Arg Ser Lys Lys He Pro Ser Leu Glu 

100 105 110 

Glu Val Leu Ser Ala Ala Glu Tyr Phe Gin Gly Glu He Gin Gin Leu 

115 120 125 

Pro Pro Met Phe Ser Ala Lys Lys Val Gin Gly Lys Lys Leu Tyr Glu 
130 135 140 
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<210>339 
<211>308 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>339 

Met Pro Met Glu He Ala Tyr Ser Leu Thr Ser Ser Phe Ser Val Asp 

15 10 15 

Ser Val Thr Val Gly Phe Phe Asp Gly Cys His Leu Gly His Ser Asn 

20 25 30 

Leu Leu Ser He. Leu Thr Ser Tyr Ser Gly Ser Ser Gly Val He Thr 

35 40 45 

Phe Asp Ser His Pro Gin Thr Val Leu Ser Leu Asn His Thr Lys Leu 

50 55 60 

He Asn Thr Lys Glu Glu Arg Leu Gin Leu Leu Gin Thr Phe Pro He 
65 7,0 75 80 

Asp Trp Leu Gly Val Leu Thr Phe Asp Leu Asn Phe Ala Asn Gin Ser 

85 90 95 

Ala Glu Glu Phe Leu Thr Leu Leu His Arg Asn Leu Lys Cys Lys Arg 

100 105 110 

Leu He Leu Gly Tyr Asp Ser Cys He Gly Lys Glu Gin Gin Ser Asn 

115 120 125 

Thr Glu Ala Leu Asp Thr He Gly Lys Pro Leu Gly He Glu Val He 

130 135 140 

Lys He Pro Pro Tyr Arg Met Asp Asn He Val Val Ser Ser Lys Ala 
145 150 155 160 

He Arg Gin Phe Leu Ser Ala Gly Asn Leu Glu Cys Ala His Arg Phe 

165 170 175 

Leu Gly His Pro Tyr Ala He Ser Gly Lys He Thr Glu Gly Ser Gly 

180 185 190 

He Gly Gly Ser Leu Gly Phe Ala Thr He Asn Leu Pro Arg Glu Glu 

195 200 205 

Ser Leu He Pro Leu Gly Val Tyr Ala Cys Glu He Arg Tyr Asp Ser 

210 215 220 

Thr Thr Cys Gin Gly Val Met Asn Leu Gly Thr Ala Pro Thr Phe Gly 
225 230 235 240 

Arg Glu Ser Leu Tyr Ala Glu Ala His He Phe Ser Phe Ala Glu Asn 

245 250 255 

Leu Tyr Gly Lys Glu Val Ser He He Pro Arg Lys Phe Leu Arg Glu 

260 265 270 

Glu Lys Lys Phe Gin Ser Lys Glu Thr Leu He Arg Ala He Glu Lys 

275 280 285 

Asp He Leu Asp Ala Gin Asp Trp Phe Ala Lys Gly Ser Phe Asn Tyr 

290 295 300 

Glu Gly Thr Ala 
305 

<210>340 
<211>198 
<212>PRT 

<213>Chlainydia pneumoniae 
<400>340 
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<210>341 
<211>180 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>341 
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175 

Met Gin Lys His Pr^Rn Thr Asn Cys Thr Val Thr VaJ^Su His Ser 

180 185 190 

Gin Ser Glu Asn Leu Pro Glu lie Leu Lys Thr Ala Asp lie lie lie 

195 200 205 

Ala Ala Leu Gly Ala Pro Leu Phe lie Lys Glu Thr Met Val Ala Pro 

210 215 220 

His Ala Val lie Val Asp Val Gly Thr Thr Arg Val Pro Ala Asp Asn 
225 230 235 240 

Ala Lys Gly Tyr Thr Leu Leu Gly Asp Val Asp Phe Asn Asn Val Val 

245 250 255 

Thr Lys Cys Ala Glu Ser Leu Gin Phe Leu Glu Ala Leu Val Pro 
260 265 270 

<210>354 
<211>300 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>354 

Arg Arg Trp Ser His Asp Cys Arg Tyr Ala His Glu Gin Tyr Met Ala 

15 10 15 

Met Leu Pro Lys Phe Phe Leu Val Leu Leu Cys Leu Gly Leu Cys Ser 

20 25 30 

Cys Ser Gin Lys Thr Thr Thr lie Glu Gly Glu Gin Met Thr lie Phe 

35 40 45 

Tyr Arg lie Val Leu Gly Thr Ser Leu Ser Ala Lys Glu Lys Ala Ser 

50 55 60 

Leu Ser Gin Gin lie Asp Arg Cys Phe His Lys lie Asp Ser lie Tyr 
65 70 75 80 

Asn Asn Trp Asn Pro Tyr Ser Glu Leu Ser lie lie Asn Arg Ala Pro 

85 90 95 

Ala Asp Val Pro lie Thr Leu Ser Val Glu Leu Ser Glu Phe Leu Asp 

100 105 110 

Gin Val Asp Thr Leu Tyr Lys Leu Ser Glu Gly Arg Phe Asp Pro Thr 

115 120 125 

Val Gly Pro Leu Lys Thr Leu Trp Leu Leu His Leu Lys Ser Gin Thr 

130 135 140 

Leu Pro Pro Lys Asp Val Trp Glu Gin His Tyr Lys Asp Met Gly Trp 
145 150 155 160 

Gin His Leu Glu Phe Gin Ser Asn Thr Lys Thr Leu lie Lys Lys Asn 

165 170 175 

Pro His Val Gin lie Asp Leu Cys Gly Val Val Lys Gly Tyr Ala Val 

180 185 190 

Asp Cys Leu Asn Glu lie Cys Asn Thr Phe Cys Pro Asn Asn Tyr Val 

195 200 205 

Glu Trp Gly Gly Glu lie Lys Thr Ser Gly His His Pro Ser Gly Arg 

210 215 220 

Pro Trp Arg lie Phe Ser Glu Ala Ala Gly Thr lie Leu Asp lie Asp 
225 230 235 240 

Asp Met Ala lie Ala Thr Ser Gly Asn His lie Gin Lys Trp Cys Val 

245 250 255 

Glu Gly Lys lie Tyr Thr His lie Leu Asp Thr Arg Thr Gly Lys Pro 

260 265 270 

Leu Glu Leu Ser Ser Tyr Pro lie Gin Ser Val Ser Val Val His Pro 

275 280 285 

Thr Ala His Thr Pro Thr Leu Leu Pro Gin Ser Ser 
290 295 300 

<210>355 
<211>165 
<212>PRT 

<213 >ChlaTnydia pneumoniae 
<400>355 

Leu Leu Tyr Trp Phe Leu Ser Pro lie Met Gly Glu Asp Leu Met Ala 

15 10 15 

Gin Lys Glu lie Val Ser Asn Arg Lys Ala Leu Arg Asn Tyr Glu Val 
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<210>356 
<211>135 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>356 
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130 135 
<210>357 
<211>303 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>357 
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135 

l^BRa Thr lie Phe Leu Asp Gin As^i^s 



130 

Ser Asp Glu Gly GlTHRla Thr lie Phe Leu Asp Gin Asf^^s lie Ala 
145 150 155 160 

Val Glu Cys Asp Asn Thr Leu Leu lie Thr Lys Leu Leu Ser Gly Glu 

165 170 175 

Phe Pro Asp Phe Ser Pro Val lie Ser Thr Glu Ser Asn Val Lys Leu 

180 185 190 

Asp Leu His Arg Glu Glu Leu lie Thr Leu Leu Lys Gin Val Ala Leu 

195 200 205 

Phe Thr Asn Glu Ser Ser His Ser Val Lys Phe Ser Phe Leu Pro Gly 

210 215 220 

Glu Leu Thr Leu Thr Ala Asn Cys Thr Lys Val Gly Glu Gly Lys Val 
225 230 235 240 

Ser Met Ala Val Asn Tyr Ser Gly Glu Leu Leu Glu lie Ala Phe Asn 

245 250 255 

Pro Phe Phe Phe Leu Asp lie Leu Lys His Ser Lys Asp Glu Leu Val 

260 265 270 

Ser Leu Gly lie Ser Asp Ser Tyr Asn Pro Gly lie lie Thr Asp Ser 

275 280 285 

Ala Ser Gly Leu Phe Val lie Met Pro Met Arg Leu His Asp Asp 

290 295 300 

<210>358 
<211>218 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>358 

Pro Leu Tyr Pro Leu Leu lie Val Leu Ser Ser Arg Ser Ser Ala Glu 

15 10 15 

Lys Cys Ser Leu Lys Lys Gin Ala Asn Leu Asn Arg Gly Leu Trp Asp 

20 25 30 

Glu Gin Leu Val Lys His Gly Thr Tyr Leu Ser lie Gin Arg Phe Leu 

35 40 45 

Cys Ser Gin Lys Leu Ser Asp Leu Ser Lys Glu Leu Trp Ser Asn Asn 

50 55 60 

Leu Lys Glu Gin Leu Ala Leu Lys Phe Lys Ser Ser Leu lie Lys Asn 
65 70 75 80 

Ser Asp lie Ser Glu Thr Ala Val Ala Glu Glu Phe His Lys Gin Leu 

85 90 95 

Ser lie Ser Leu Pro Arg Asp Leu Glu Trp Gly Ser Thr Ser Val Gly 

100 105 110 

Pro His Arg Glu Asp Phe Leu Leu Thr Met Asn Gin Met Pro Val Ser 

115 120 125 

Gin Phe Ser Ser Glu Gly Gin Lys His Ser Leu Leu Ala lie Leu Arg 

130 135 140 

Leu Ala Glu Cys Leu Tyr Leu Lys Gin Ser His His Val Ser Pro Leu 
145 150 155 160 

Val Cys Leu Asp Asp lie His Ala Gly Leu Asp Asn Glu Arg Val Gly 

165 170 175 

Gin Leu Leu Asp Pro Ala Pro Thr Leu Gly Gin Thr Leu lie Thr Ser 

180 185 190 

Thr His Met His Gly Glu Leu Pro Lys Thr Ser Leu Val Leu Ser lie 

195 200 205 

Glu Asn Ala Gin Val Ser Glu Gin lie lie 

210 215 
<210>359 
<211>127 
<212>PRT 

<213>ChlaTT\ydia pneumoniae 
<400>359 

His Met Lys Lys Phe Leu Leu Thr lie Leu Phe Leu Ala Val Gly Asn 

15 10 15 

Pro Leu Phe Ser Glu Thr Ser Val lie Gin Thr Leu Pro Ser Gly lie 

20 25 30 

Gly Gly Leu Lys Glu Thr Ser Lys Gin Lys Glu Ser Val Val Cys Val 
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His Ala Phe Leu Arg S^^Tyr Thr Ser Leu Lys Pro lie A^^^rg Val 

50 55 60 

Leu Glu Lys Glu His Tyr Asp Val Phe He Trp Asn Tyr Glu Thr Arg 
65 70 75 80 

Lys Phe Thr Leu Glu Lys His Ala Glu His Leu Asn Arg Leu Leu Lys 

85 90 95 

Lys He Ala Glu Leu Lys Pro Gly Val Pro He Asn Phe Val Thr His 

100 105 110 

Ser He Gly Gly Val He Val Arg Ala Leu Ala Glu Lys Asn Ser 
115 120 125 

<210>360 
<211>244 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>360 

Leu He Leu Leu Glu Glu Ser Leu Phe Val Arg Leu Leu Lys Lys He 

15 10 15 

Ala Glu Leu Lys Pro Gly Val Pro He Asn Phe Val Thr His Ser He 

20 25 30 

Gly Gly Val He Val Arg Val Ala Leu Ala His Pro Asp Cys Pro Glu 

35 40 45 

Glu Ala Lys Lys Gly Lys Ala He Leu Met Ala Pro Pro Asn Ala Gly 

50 55 60 

Ser Thr Leu Ala Arg Arg Tyr Arg Cys Val Lys Phe Val Gin Phe Val 
65 70 75 80 

Phe Gly Gly Lys Leu Gly Arg Gin Leu Leu Thr Tyr Cys Pro Thr Lys 

85 90 95 

Met Leu Asn Val Gly Lys Leu Pro Ser Ser Leu Asp Val Leu He Leu 

100 105 110 

Ser Gly Asn Arg His Ser Lys Phe Leu Pro Phe Arg Leu Pro Tyr Glu 

115 120 125 

Asn Asp Gly Lys Val Cys Thr He Glu Thr Lys Leu Asp Thr Pro His 

130 135 140 

Lys Ala Tyr Val He His Thr Ser His Thr Tyr He He Thr Asn Arg 
145 150 155 160 

Lys Ser Leu Tyr Leu Met Lys Glu Phe Leu Lys Glu Gly Asn Thr Thr 

165 170 175 

Pro He He Glu His Val Pro Glu Ala Ala Leu Glu Gin Thr Val Met 

180 185 190 

Glu Asp Lys Gin Lys Asn Ser Arg Leu Lys Pro Tyr Pro Asn Gin Asp 

195 200 205 

He Tyr Val He His Cys Phe Gly Ser Arg Pro Tyr Asn Leu Tyr Gly 

210 215 220 

Phe Pro Lys Lys Trp Ser Leu Asn Gin Lys Asn Glu He Asn Pro Glu 
225 230 235 240 

Lys Leu Glu Lys 

<210>361 
<211>621 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>361 

Met Thr He He Tyr Phe He Leu Ala Ala Leu Ala Leu Gly He Leu 

15 10 15 

Val Leu He His Glu Leu Gly His Leu Val Val Ala Lys Ala Val Gly 

20 25 30 

Met Ala Val Glu Ser Phe Ser He Gly Phe Gly Pro Ala Leu Phe Lys 

35 40 45 

Lys Arg He Gly Gly He Glu Tyr Arg He Gly Cys He Pro Phe Gly 

50 55 60 

Gly Tyr Val Arg He Arg Gly Met Glu Arg Thr Lys Glu Lys Gly Glu 
65 70 75 80 

Lys Gly Lys He Asp Ser Val Tyr Asp He Pro Gin Gly Phe Phe Ser 
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595 

lie Phe Leu Thr Phe 
610 




600 

Asp Leu Phe Arg Phe 
615 



605 
Phe Gly 
620 



<210>362 
<211>340 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>362 

Ser Lys Val lie Phe Gin Gin Leu Gin Glu Phe Ala Pro Leu Ala Ala 

15 10 15 

Ala Val Tyr Asn Glu Glu Val Tyr Asn Glu Ala Cys Gin Arg Phe Pro 

20 25 30 

His Met Gin Phe Phe Leu Gly Gin Glu Gly Leu Thr Gin Leu Cys lie 

35 40 45 

Met Asp Thr Val Thr Thr Val Val Ala Ala Ser Ser Gly lie Glu Ala 

50 55 60 

Leu Pro Ala lie Leu Glu Ser Met Lys Lys Gly Lys Ala Leu Ala Leu 
65 70 75 80 

Ala Asn Lys Glu lie Leu Val Cys Ala Gly Glu Leu Val Ser Lys Thr 

85 90 95 

Ala Lys Glu Asn Gly He Lys Val Leu Pro He Asp Ser Glu His Asn 

100 105 110 

Ala Leu Tyr Gin Cys Leu Glu Gly Arg Thr He Glu Gly He Lys Lys 

115 120 125 

Leu He Leu Thr Ala Ser Gly Gly Pro Leu Leu Asn Lys Ser Leu Glu 

130 135 140 

Glu Leu Ser Cys Val Thr Lys Gin Asp Val Leu Asn His Pro He Trp 
145 150 155 160 

Asn Met Gly Ser Lys Val Thr Val Asp Se,r Ser Thr Leu Val Asn Lys 

165 170 175 

Gly Leu Glu He He Glu Ala Tyr Trp Leu Phe Gly Leu Glu Asn Val 

ISO 185 190 

Glu He Leu Ala Val He His Pro Gin Ser Leu He His Gly Met Val 

195 200 205 

Glu Phe Leu Asp Gly Ser Val He Ser He Met Asn Pro Pro Asp Met 

210 215 220 

Leu Phe Pro He Gin Tyr Ala Leu Thr Ala Pro Glu Arg Phe Ala Ser 
225 230 235 240 

Pro Arg Asp Gly Met Asp Phe Ser Lys Lys Gin Thr Leu Glu Phe Phe 

245 250 255 

Pro Val Asp Glu Glu Arg Phe Pro Ser He Arg Leu Ala Gin Gin Val 

260 265 270 

Leu Glu Lys Gin Gly Ser Ser Gly Ser Phe Phe Asn Ala Ala Asn Glu 

275 280 285 

Val Leu Val Arg Arg Phe Leu Cys Glu Glu He Ser Trp Cys Asp He 

290 295 300 

Leu Arg Lys Leu Thr Thr Leu Met Glu Cys His Lys Val Tyr Ala Cys 
305 310 315 320 

His Ser Leu Glu Asp He Leu Glu Val Asp Gly Glu Ala Arg Ala Leu 
325 330 335 

Ala Gin Glu He 



<210>363 
<211>329 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>363 

Lys Lys Gly Ser Leu Met Ala Leu Gly Pro Ser Pro Tyr Tyr Gly Val 

15 10 15 

Ser Phe Phe Gin Phe Phe Ser Val Phe Phe Ser Arg Leu Phe Ser Gly 

20 25 30 

Ser Leu Phe Thr Gly Ser Leu Tyr He Asp Asp He Gin He He Val 

35 40 45 

Phe Leu Ala He Ser Cys Ser Gly Ala Phe Ala Gly Thr Phe Leu Val 



340 



577 
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<210>364 
<211>391 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>364 

Trp Arg Asn Met Phe Ser His Cys Lys Leu Leu Phe Phe Gly Leu Cys 

15 10 15 

Cys Leu Gly Val Leu Leu Arg Tyr Leu Val Met Gly He He Val Phe 

20 25 30 

Leu Gly Lys Val Cys Lys Leu His Lys Asp Ser Ala Leu Cys Phe Val 

35 40 45 

Leu Val Val Phe Phe Ala He Gly Val He Leu Ala Ser Tyr Val Lys 

50 55 60 

Glu Ser Ser Pro Thr Leu Tyr Asn Arg He Asn Ala Tyr Leu Tyr Gly 
65 70 75 80 

Gin Ala Ala Thr Leu Gly Phe Leu Glu Ala Thr Leu Ala Ala He Val 

85 90 95 

Phe Cys Ala Ser Leu Phe Ala Leu Trp Trp Trp Tyr Arg Gin He Val 

100 105 110 

Val Thr Thr Phe Asp Lys Asp Phe Ala Val Thr Cys Gly Leu Lys Thr 

115 120 125 

Val Leu Tyr Glu Ala Leu Ser Leu He ^ Phe He Ser Leu Val He Val 

130 135 140 

Ser Gly Val Arg Ser Val Gly He Val Leu He Ser Ala Met Phe Val 
145 150 155 160 

Ala Pro Ser Leu Gly Ala Arg Gin Leu Ser Asp Arg Leu Ser Thr He 

165 170 175 

Leu He Leu Ser Ala Phe Phe Gly Gly He Ser Gly Ala Leu Gly Ser 



325 
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190 
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<210>365 
<211>113 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>365 
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<210>366 
<211>259 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>366 
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<210>367 
<211>336 
<212>PRT 

<2 13 >Chlamydia pneumoniae 
<400>367 

Trp lie Leu Lys Asn Ala Ser Arg Glu Met Asp Ala Lys Met Gly Tyr 

15 10 15 

He Phe Lys Val Met Arg Trp lie Phe Cys Phe Val Ala Cys Gly He 

20 25 30 

Thr Phe Gly Cys Thr Asn Ser Gly Phe Gin Asn Ala Asn Ser Arg Pro 

35 40 45 

Cys He Leu Ser Met Asn Arg Met He His Asp Cys Val Glu Arg Val 

50 55 60 

Val Gly Asn Arg Leu Ala Thr Ala Val Leu He Lys Gly Ser Leu Asp 
65 70 75 80 

Pro His Ala Tyr Glu Met Val Lys Gly Asp Lys Asp Lys He Ala Gly 

85 90 95 

Ser Ala Val He Phe Cys Asn Gly Leu Gly Leu Glu His Thr Leu Ser 

100 105 110 

Leu Arg Lys His Leu Glu Asn Asn Pro Asn Ser Val Lys Leu Gly Glu 

115 120 125 

Arg Leu He Ala Arg Gly Ala Phe Val Pro Leu Glu Glu Asp Gly He 

130 135 140 

Cys Asp Pro His He Trp Met Asp Leu Ser He Trp Lys Glu Ala Val 
145 150 155 160 

He Glu He Thr Glu Val Leu He Glu Lys Phe Pro Glu Trp Ser Ala 

165 170 175 

Glu Phe Lys Ala Asn Ser Glu Glu Leu Val Cys Glu Met Ser He Leu 

180 185 190 

Asp Ser Trp Ala Lys Gin Cys Leu Ser Thr He Pro Glu Asn Leu Arg 

195 200 205 

Tyr Leu Val Ser Gly His Asn Ala Phe Ser Tyr Phe Thr Arg Arg Tyr 

210 215 220 

Leu Ala Thr Pro Glu Glu Val Ala Ser Gly Ala Trp Arg Ser Arg Cys 
225 230 235 240 

He Ser Pro Glu Gly Leu Ser Pro Glu Ala Gin He Ser Val Arg Asp 

245 250 255 

He Met Ala Val Val Asp Tyr He Asn Glu His Asp Val Ser Val Val 

260 265 270 

Phe Pro Glu Asp Thr Leu Asn Gin Asp Ala Leu Lys Lys He Val Ser 

275 280 285 

Ser Leu Lys Lys Ser His Leu Val Arg Leu Ala Gin Lys Pro Leu Tyr 

580 
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290 



t295 300 
Asn Tyr Phe Ser Thr Phe Lys H^^A 



Ser Asp Asn Val Asp Asn Tyr Phe Ser Thr Phe Lys HW^Asn Val 

305 310 315 320 

Cys Leu lie Thr Glu Glu Leu Gly Gly Val Ala Leu Glu Cys Gin Arg 
325 330 335 

<210>368 
<211>172 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>368 

Lys Val Gly Phe Met Ala Val Glu Gin Ser His lie Lys Glu Glu lie 

15 10 15 

Glu Lys Leu lie Gly Lys Ala He Lys Arg Val Cys Gly Asn Lys Glu 

20 25 30 

Asn Asp Leu Cys Arg Tyr Leu Pro Gly Pro Ser Gly Gly Tyr Met His 

35 40 45 

His Phe Thr Leu Lys Lys Met Lys Ser Ala Ala Pro Glu Gin Leu Leu 

50 55 60 

Lys Met Leu Lys Thr Phe He Leu Glu Ser Glu Thr Pro Arg Thr He 
65 70 75 80 

Asn Pro Lys Pro Arg Ala Pro Arg Gly Ser Lys Lys Arg Arg Asp Phe 

85 90 95 

He Asn Phe Thr Lys Thr Asp He Glu Arg Val Leu Glu Leu Ala Arg 

100 105 110 

Gin Val Gly Asp Lys Asp Leu Leu Ala Arg Phe Ser Pro Lys Lys Pro 

115 120 125 

Leu Thr Ser Leu Lys Arg Glu Leu He Arg Ser He Arg Asn Gly He 

130 135 140 

Val Ser Val Glu Leu Trp Asn Ala Tyr Val Glu Ala Val Lys Ala Val 
145 150 155 160 

Ser Ser Pro Asn Leu Glu Val Thr Ser Pro Phe Val 
165 170 

<210>369 
<2H>524 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>369 

Lys He Lys Val Phe Gin Arg Val Asn Met Thr Lys Thr Glu Glu Lys 

15 10 15 

Pro Phe Gly Lys Leu Arg Ser Phe Leu Trp Pro He His Thr His Glu 

20 25 30 

Leu Lys Lys Val Leu Pro Met Phe Leu Met Phe Phe Cys He Thr Phe 

35 40 45 

Asn Tyr Thr Val Leu Arg Asp Thr Lys Asp Thr Leu He Val Gly Ala 

50 55 60 

Pro Gly Ser Gly Ala Glu Ala He Pro Phe He Lys Phe Trp Leu Val 
65 70 75 80 

Val Pro Cys Ala He He Phe Met Leu He Tyr Ala Lys Leu Ser Asn 

85 90 95 

He Leu Ser Lys Gin Ala Leu Phe Tyr Ala Val Gly Thr Pro Phe Leu 

100 105 110 

He Phe Phe Ala Leu Phe Pro Thr Val He Tyr Pro Leu Arg Asp Val 

115 120 125 

Leu His Pro Thr Glu Phe Ala Asp Arg Leu Gin Ala He Leu Pro Pro 

130 135 140 

Gly Leu Leu Gly Leu Val Ala He Leu Arg Asn Trp Thr Phe Ala Ala 
145 150 155 160 

Phe Tyr Val Leu Ala Glu Leu Trp Gly Ser Val Met Leu Ser Leu Met 

165 170 175 

Phe Trp Gly Phe Ala Asn Glu He Thr Lys He His Glu Ala Lys Arg 

180 • 185 190 

Phe Tyr Ala Leu Phe Gly He Gly Ala Asn He Ser Leu Leu Ala Ser 

195 200 205 

Gly Arg Ala He Val Trp Ala Ser Lys Leu Arg Ala Ser Val Ser Glu 

581 
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215 220 
T^^Gly lie Ser Leu Arg Leu Leu M^^^3 



210 

Gly Val Asp Pro T^^Gly lie Ser Leu Arg Leu Leu M^^kla Met Thr 
225 230 235 240 

lie Val Ser Gly Leu Val Leu Met Ala Ser Tyr Trp Trp He Asn Lys 

245 250 255 

Asn Val Leu Thr Asp Pro Arg Phe Tyr Asn Pro Glu Glu Met Gin Lys 

260 265 270 

Gly Lys Lys Gly Ala Lys Pro Lys Met Asn Met Lys Asp Ser Phe Leu 

275 280 285 

Tyr Leu Ala Arg Ser Pro Tyr He Leu Leu Leu Ala Leu Leu Val He 

290 295 300 

Ala Tyr Gly He Cys He Asn Leu He Glu Val Thr Trp Lys Ser Gin 
305 310 315 320 

Leu Lys Leu Gin Tyr Pro Asn Met Asn Asp Tyr Ser Glu Phe Met Gly 

325 330 335 

Asn Phe Ser Phe Trp Thr Gly Val Val Ser Val Leu He Met Leu Phe 

340 345 350 

Val Gly Gly Asn Val He Arg Lys Phe Gly Trp Leu Thr Gly Ala Leu 

355 360 365 

Val Thr Pro Val Met Val Leu Leu Thr Gly He Val Phe Phe Ala Leu 

370 375 380 

Val He Phe Arg Asn Gin Ala Ser Gly Leu Val Ala Met Phe Gly Thr 
385 390 395 400 

Thr Pro Leu Met Leu Ala Val Val Val Gly Ala He Gin Asn He Leu 

405 410 415 

Ser Lys Ser Thr Lys Tyr Ala Leu Phe Asp Ser Thr Lys Glu Met Ala 

420 425 430 

Tyr He Pro Leu Asp Gin Glu Gin Lys Val Lys Gly Lys Ala Ala He 

435 440 445 

Asp Val Val Ala Ala Arg Phe Gly Lys Ser Gly Gly Ala Leu He Gin 

450 455 460 

Gin Gly Leu Leu Val He Cys Gly Ser He Gly Ala Met Thr Pro Tyr 
465 470 475 480 

Leu Ala Val He Leu Leu Phe He He Ala He Trp Leu Val Ser Ala 

485 490 495 

Thr Lys Leu Asn Lys Leu Phe Leu Ala Gin Ser Ala Leu Lys Glu Gin 

500 505 510 

Glu Val Ala Gin Glu Asp Ser Ala Pro Ala Ser Ser 
515 520 

<210>370 
<211>448 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>370 

Leu Pro Phe His Glu Phe Val Arg Phe Phe Gin Ser Lys Lys Val He 

15 10 15 

He Thr Val Arg His Ser Gly Cys Thr Met Lys Cys Ser Pro Leu Thr 

20 25 30 

Leu Val Pro His He Phe Leu Lys Asn Asp Cys Glu Cys His Arg Ser 

35 40 45 

Cys Ser Leu Lys He Arg Thr He Ala Arg Leu He Leu Gly Leu Val 

50 55 60 

Leu Ala Leu Val Ser Ala Leu Ser Phe Val Phe Leu Ala Ala Pro He 
65 70 75 80 

Ser Tyr Ala He Gly Gly Thr Leu Ala Leu Ala Ala He Val He Leu 

85 90 95 

He He Thr Leu Val Val Ala Leu Leu Ala Lys Ser Lys Val Leu Pro 

100 105 110 

He Pro Asn Glu Leu Gin Lys He He Tyr Asn Arg Tyr Pro Lys Glu 

115 120 125 

Val Phe Tyr Phe Val Lys Thr His Ser Leu Thr Val Asn Glu Leu Lys 

130 135 140 

He Phe He Asn Cys Trp Lys Ser Gly Thr Asp Leu Pro Pro Asn Leu 
145 150 155 160 
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180 ^^90 

Lys lie Gly Gly S^^^eu Glu Glu Asp Leu Ser Asp T^^^le Lys Pro 

195 200 205 

Glu Met Leu Pro Thr Tyr Trp Leu lie Pro Leu Asp Phe Arg Pro Thr 

210 215 220 

Asn Ser Ser lie Leu Asn Leu His Thr Leu Val Leu Ala Arg Val Leu 
225 230 235 240 

Thr Arg Asp Val Phe Gin His Leu Lys Tyr Ala Ala Leu Asn Gly Glu 

245 250 255 

Trp Asn Leu Asn His Ser Asp Leu Asn Thr Met Lys Gin Gin Leu Phe 

260 265 270 

Ala Lys Tyr His Ala Ala Tyr Gin Ser Tyr Lys His Leu Ser Gin Pro 

275 280 285 

Ser Leu Gin Glu Asp Glu Phe Tyr Asn Leu Leu Leu Cys lie Phe Lys 

290 295 300 

His Arg Tyr Ser Trp Lys Gin Met Ser Leu lie Lys Thr Val Pro Ala 
305 310 315 320 

Asp Leu Trp Glu Asn Leu Cys Cys Leu Thr Leu Asp His Thr Gly Arg 

325 330 335 

Pro Gin Asp Met Glu Phe Ala Ser Leu lie Gly Thr Leu Tyr Thr Gin 

340 345 350 

Gly Leu lie His Lys Glu Ser Glu His Phe Phe Leu His 
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Pro 


Ala 


Leu 


His 


He 


Gly 


His 


Trp 


lie 


vjiy 


lie 


Cys 


pne 


Leu 


Lys 


Arg 




50 










55 










60 










Leu 


Ala 


Ala 


Leu 


Gly 


He 


Thr 


Pro 


lie 


A.ia 


Leu 


V ai 


vjfiy 


(jiy 


Ala 


1 nr 


65 










70 










75 










80 


Gly 


Met 


Val 


Gly 


Asp 


Pro 


Ser 


Gly 


Lys 


Gin 


Ser 


Glu 


Arg 


Ser 


Leu 


Leu 










85 










90 










95 




Gin 


Thr 


Ser 


Glu 


Val 


Phe 


Asp 


Asn 


Ser 


vjin 


Lys 


lie 


mr 


A 1 ■= 

Ala 


Cys 


Leu 








100 










105 










110 






Gin 


Arg 


Tyr 


Leu 


Pro 


Gly 


Val 


Thr 


Leu 


val 


Asn 


Asn 


A n ^ 
Ala 


Asp 


Trp 


Leu 






115 










120 










125 








Gin 


Glu 


He 


Ser 


Leu 


He 


Asp 


Phe 


Leu 


Arg 


Asp 


X xe 


Vjxy 


Lys 


ril s 


fne 




130 










135 










140 










Arg 


Leu 


Gly 


Gin 


Met 


Leu 


Val 


Lys 


Asp 


Thr 


He 


Lys 


Gin 


Arg 


Val 


His 


14 5 










150 










155 










160 


Ser 


Asp 


Glu 


Gly 


He 


Ser 


Tyr 


Thr 


Glu 


Phe 


Ser 


Tyr 


Leu 


He 


Leu 


Gin 










165 










170 










175 




Ser 


Tyr 


Asp 


Phe 


Tyr 


His 


Leu 


Phe 


Lys 


Asn 


Tyr 


Gly 


Thr 


He 


Leu 


Gin 








180 










185 










190 






Cys 


Gly Gly 


Ser 


Asp 


Gin 


Trp 


Gly Asn 


He 


Thr 


Ser 


Gly 


He 


Asp 


Phe 






195 










200 










205 








He 


Arg Arg 


Lys 


Gly 


Leu 


Gly 


Gin 


Ala 


Tyr 


Gly 


Leu 


Thr 


Tyr 


Pro 


Leu 
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210 ^B215 220 

Leu Thr Asn Ala Gin Lys Lys He Gly Lys Thr Glu ^^^Gly Thr 

225 230 235 240 

Val Trp Leu Asp Ser Asp Leu Thr Ser Pro Phe Glu Leu Tyr Gin Tyr 

245 250 255 

Leu Leu Arg Leu Pro Asp Asp Thr He Pro Lys He Ala Arg Thr Leu 

260 265 270 

Thr Leu Leu Ser Asn Glu Glu He Gin Asp He Asp Arg Arg Val Gin 

275 280 285 

Thr Asp Pro Val Ala Val Lys Glu Phe Val Ala Gin Asp He Leu Ser 

290 295 300 

Ala He His Gly Asp Leu Gly Leu Glu Glu Ala Leu Ser Val Thr Arg 
305 310 315 320 

Ser Met His Pro Gly Asn Leu Ser Ser Leu Ser Glu Lys Asp Phe His 

325 330 335 

Glu Leu Phe Ala Gly Gly Met Gly Ala Ser Leu Asp Lys Ser Glu Val 

340 345 350 

Leu Gly Lys Arg Trp Leu Asp Leu Phe Leu Val Leu Gly Leu Cys Lys 

355 360 365 

Ser Lys Gly Glu He Arg Arg Leu He Glu Gin Lys Gly Val Tyr He 

370 375 380 

Asn Asn Val Pro He Ala Asn Glu His Ser Val Cys Glu Glu Gin Asp 
385 390 395 400 

He Cys Tyr Gly His Tyr Val Leu Leu Ala Gin Gly Lys Lys Arg Lys 

405 410 415 

Leu Val Leu Tyr Leu Asn 
420 

<210>378 
<211>103 
<212>PRT 

<213>ChlaTnydia pneumoniae 
<400>378 

Val Ala Met Ser Thr Ser Pro He Gly Val Pro Ser Met Leu Asn Ala 

15 10 15 

Ala Thr Ser Leu Asn Ala Thr Thr Ser Lys Ala Pro Leu Pro Thr Ser 

20 25 30 

Thr Leu Ala Glu Arg He Lys Glu Trp Leu Pro Arg He Leu Leu Leu 

35 40 45 

He Val Gly Ala He Phe Thr He Ala Gly Cys He Val Met Ala Leu 

50 55 60 

Thr Lys Gin He Leu Tyr Gly Leu Leu Cys Val Val Gly Gly Leu Leu 
65 70 75 80 

Leu Ala Leu Gly Leu Leu Leu Lys Pro Glu Asn Cys He Tyr Arg Asn 

85 90 95 

Ala Glu Ser Leu Arg Glu Ala 
100 

<210>379 
<211>291 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>379 

Leu Asp Lys Lys Lys Phe Val Lys Thr Gin Gin Thr Gin Asn He He 

1 5 10 15 

Glu Val Trp Asn Phe Tyr Trp Glu Thr Gin Glu He Glu Tyr Arg Asp 

20 25 30 

Ser Leu He Glu Phe Tyr Leu Pro Leu Val Lys Ser Val Val His Arg 

35 40 45 

Leu He Ser Gly Met Pro Ser His Val Lys Thr Glu Asp Leu Tyr Ala 

50 55 60 

Ser Gly Val Glu Gly Leu Val Arg Ala Val Glu Arg Tyr Asn Pro Glu 
65 70 75 80 

Arg Ser Arg Arg Phe Glu Gly Tyr Ala Val Phe Leu He Lys Ala Ala 

85 90 95 

He He Asp Asp Leu Arg Lys Gin Asp Trp Val Pro Arg Ser Val His 
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100 ^^10 

Gin Lys Ala Asn L^^Rieu Ser Gly Ala Met Asp Ser Le^^rg Gin Ser 

115. 120 125 

Leu Gly Lys Glu Pro Thr Asp Leu Glu Leu Cys Glu Tyr Leu Asn lie 

130 135 140 

Ser Gin Gin Glu Leu Ser Gly Trp Phe Val Ser Ala Arg Pro Ala Leu 
145 150 155 160 

lie Val Ser Leu Asn Glu Glu Trp Pro Ser Gin Ser Asp Glu Gly Ala 

165 170 175 

Gly Met Ala Leu Glu Glu Arg lie Pro Asp Glu Arg Ala Glu Thr Gly 

180 185 190 

Tyr Asp Val Val Asp Lys Gin Glu Phe Ser Leu Cys Leu Ala Asn Ala 

195 200 205 

lie Gin Glu Leu Glu Glu Lys Glu Arg Lys Val Met Ala Leu Tyr Tyr 

210 215 220 

Tyr Glu Glu Leu Val Leu Lys Glu lie Gly Lys Val Leu Gly Val Ser 
225 230 235 240 

Glu Ser Arg Val Ser Gin lie His Ser Lys Ala Leu Leu Lys Leu Arg 

245 250 255 

Ala Asp Ser Leu His Phe Asp Lys Tyr Ser Ser Gin Val Leu Arg Ala 

260 265 270 

Val Leu Glu Leu Gly Glu Ala Leu Leu Arg His Arg Val lie Arg Lys 

275 280 285 

Glu Phe Val 

290 
<210>380 
<211>544 
<212>PRT 

<2 13 >Chlamydia pneumoniae 
<400>380 

Phe Cys lie Val Phe Thr Asn Gly Leu Leu Gly Leu Tyr Leu Lys Phe 

15 10 15 

Lys Gin Phe Ser Glu Val Phe Pro Pro Phe Phe Leu Tyr Leu Cys Leu 

20 25 30 

Leu Arg Leu Gly Leu Asn Leu Ala Ser Thr Arg Trp lie Val Ser Ser 

35 40 45 

Gly Thr Ala Ser Ser Leu lie Val Ser Leu Gly Ser Phe Phe Ser Leu 

50 55 60 

Gly Ser Leu Trp Ala Ala Thr Phe Ala Cys Leu Leu Leu Phe Phe Val 
65 70 75 80 

Asn Phe Leu Met Val Ser Lys Gly Ser Glu Arg lie Ala Glu Val Arg 

85 90 95 

Ser Arg Phe Phe Leu Glu Ala Leu Pro Ala Lys Gin Met Ala Leu Asp 

100 105 110 

Ser Asp Leu Val Ser Gly Arg Ala Ser Tyr Lys Ala Val Lys Lys Gin 

115 120 125 

Lys Asn Ala Leu lie Glu Glu Gly Asp Phe Phe Ser Ala Met Glu Gly 

130 135 140 

Val Phe Arg Phe Val Lys Gly Asp Ala lie lie Ser Cys lie Leu Leu 
145 150 155 160 

Leu Val Asn Val Val Ser Val Thr Cys Leu Tyr Tyr Thr Ser Gly Tyr 

165 170 175 

Ala Leu Glu Gin Met Trp Phe Thr Val Leu Gly Asp Ala Leu Val Ser 

180 185 190 

Gin Val Pro Ala Leu Leu Thr Ser Cys Ala Ala Ala Thr Leu lie Ser 

195 200 205 

Lys lie Asp Lys Glu Glu Ser Leu Leu, Asn Tyr Leu Phe Glu Tyr Tyr 

210 215 220 

Lys Gin Leu Arg Gin His Phe Arg Val Val Ser Leu Leu lie Phe Ser 
225 230 235 240 

Leu Cys Cys lie Pro Ser Ser Pro Lys Phe Pro lie Val Leu Leu Ala 

245 250 255 

Ser Leu Leu Trp Leu Ala Tyr Arg Lys Glu Glu Pro Ala Ser Glu Asp 
260 265 270 
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Ser 


Cys 


lie 


Glu 


Arg 


Ala 


Phe 


Ser 


Tyr 


Val 


Glu 


Gly 


Al a 


Cys 


Pro 


Lys 






275 








280 










285 




Glu 


Glu 


Glu 


Gin 
290 


Glu 


Ser 


Gin 


Phe 


Tyr 
295 


Gin 


Val 


Tyr 


Arg 


Ala 
3 0 0 


Ala 


Ser 


Val 


Phe 


Glu 


Asp 


Leu 


Gly 


Val 


Arg 


Leu 


Pro 


Val 


Leu 


Thr 


Ser 


Leu 


Arg 


305 








310 










315 










T O A 

J z U 


lie 


Glu 


Glu 


Arg 


Pro 


Trp 


Leu 


Arg 


Val 


Phe 


Gly 


Gin 


Asn 


Val 


Tyr 


Leu 








325 










330 










3 3 5 




Asp 


Glu 


Met 


Thr 


Pro 


Glu 


Ala 


Val 


Leu 


Pro 


Phe 


Leu 


Arg 


Asn 


He 


Ala 






340 










345 










350 






His 


Glu 


Ala 
355 


Leu 


Asn 


Ala 


Glu 


Val 
360 


Val 


Gin 


Lys 


Tyr 


Leu 
365 


Glu 


Glu 


Ser 


Glu 


Arg 
370 


Val 


Phe 


Gly 


He 


Ala 
375 


Val 


Glu 


Asp 


He 


Val 
380 


Pro 


Lys 


Lys 


He 


Ser 


Leu 


Ser 


Ser 


Leu 


Val 


Val 


Leu 


Ser 


Arg 


Leu 


Leu 


Val 


Arg 


Glu 


Arg 


385 










390 










395 










4 0 0 


Val 


Ser 


Leu 


Lys 


Leu 
405 


Xaa 


Pro 


Lys 


He 


Leu 
4 10 


Glu 


Ala 


Va 1 


Al a 


Va i 
4 15 


Tyr 


Gin 


Asn 


Ser 


Gly 
420 


Asp 


Ser 


Leu 


Glu 


He 
425 


Leu 


Ala 


Glu 


Lys 


Val 
430 


Arg 


Lys 


Ser 


Leu 


Gly 
435 


Tyr 


Trp 


He 


Gly 


Arg 
440 


Ser 


Leu 


Trp 


Asp 


Gin 
44 5 


Lys 


Gin 


Thr 


Leu 


Glu 
450 


Val 


He 


Thr 


He 


Asp 
4 55 


Phe 


His 


Val 


Glu 


Glu 
4 60 


Leu 


He 


Asn 


Ser 


Ser 


Tyr 


Ser 


Lys 


Ser 


Asn 


Pro 


Val 


Met 


Gin 


Glu 


Asn 


Val 


He 


Arg 


Arg 


465 






470 










4 7 5 










A Q Cl 


Val 


Asp 


Ser 


Leu 


Leu 


Glu 


Arg 


Ser 


Val 


Phe 


Lys 


Asp 


Phe 


Arg 


Ala 


He 








485 










490 










495 




Val 


Thr 


Ser 


Cys 
500 


Glu 


Thr 


Arg 


Phe 


Glu 
505 


Met 


Lys 


Lys 


Met 


Leu 
510 


Asp 


Pro 


His 


Phe 


Pro 
515 


Asp 


Leu 


Leu 


Val 


Leu 
520 


Ser 


His 


Asp 


Glu 


Leu 
525 


Pro 


Lys 


Glu 


lie 


Pro 
530 


lie 


Ser 


Phe 


Leu 


Gly 
535 


He 


Val 


Ser 


Asp 


Glu 
540 


Val 


Leu 


Val 


Pro 



<210>381 

<211>91 

<212>PRT 

<2 13 >Chlamyclia pneumoniae 
<400>381 



Met 


Ala 


Lys 


Leu 


Val 


He 


Thr 


Ser 


Asp 


Asp 


Glu 


Gin 


Gin 


Glu 


Phe 


Glu 


1 






5 










10 










15 




Leu 


Glu 


Asp 


Asn 


Ser 


Glu 


He 


Ala 


Glu 


Pro 


Cys 


Glu 


Ser 


Met 


Gly 


He 






20 










25 










30 






Pro 


Phe 


Ala 


Cys 


Thr 


Glu 


Gly 


Val 


Cys 


Gly 


Thr 


Cys 


Val 


He 


Glu 


Val 






35 








40 










45 








Leu 


Glu 
50 


Gly 


Arg 


Glu 


Asn 


Leu 
55 


Ser 


Glu 


Phe 


Thr 


Glu 
60 


Pro 


Glu 


Tyr 


Asp 


Phe 


Leu 


Gly 


Glu 


Pro 


Glu 


Asp 


Ser 


Asn 


Glu 


Arg 


Leu 


Ala 


Cys 


Gin 


Cys 


65 








70 










75 










80 


Arg 


He 


Lys 


Gly 


Gly 
85 


Cys 


Val 


Lys 


Val 


Thr 
90 


Phe 













<210>382 
<211>191 
<212>PRT 

<2 13 >Chlamydia pneumoniae 
<400>382 

Phe Lys Gly Thr Gin Val Asn Ser Leu He Met Ala Thr He Ser Pro 

15 10 15 

He Ser Leu Thr Val Asp His Pro Leu Val Asp Thr Lys Lys Lys Ser 

20 25 30 

Cys Ser Asn Phe Asp Lys He Gin Ser Arg He Leu Leu He Thr Ala 

35 40 45 

He Phe Ala Val Leu Val Thr He Gly Thr Leu Leu He Gly Leu Leu 
50 55 60 
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Leu Asn He Pro Val He Tyr Phe Leu Thr Gly He Ser Phe He Ala 
65- 70 75 80 

Val Val Leu Ser Asn Phe He Leu Tyr Lys Arg Ala Thr Thr Leu Leu 

85 50 95 

Lys Pro Arg Ala Cys Gly Lys His Lys Giu He Lys Pro Lys Arg Val 

100 105 HO 

Ser Thr Asn Leu Gin Tyr Ser Ser He Ser He Ala He Asn Arg Ser 

115 120 125 

Lys Glu Asn Trp Glu His Gin Pro Lys Asp Leu Gin Asn Leu Pro Ala 

130 135 140 

Pro Ser Ala Leu Leu Thr Aso Asn Pro Tyr Glu He Trp Lys Ala Lys 
145 150 155 160 

His Ser Leu Phe Ser Leu Val Ser Leu Leu Pro Gly Gly Asn Pro Lys 

165 170 175 

Thr Ser Leu Lys Phe Lys Leu Pro Lys He Tyr Glu Arg Leu Cys 
180 185 190 

<210>383 
<211>158 
<212>PRT 

<2 13 ^Chlamydia pneumoniae 
<400>383 

Leu Lys Lvs Pro Arg Lys Mec Arg Leu Tyr Pro Pro Tyr Val Asp Thr 

1 ' 5 10 15 

Thr Pro Ser Pro Lys Ser Leu Leu Asn Glu Ala He Gin Glu Thr Arg 

20 ' 25 30 

Val Glu He Asn Thr Glu Leu Pro Ala Gly Asp Ser Gly Glu Arg Leu 

35 40 45 

Tyr Trp Gin Pro Asp Phe Arg Gly Arg Val Phe Leu Pro Gin He Pro 

50 55 60 

Thr Thr Pro Glu Ala He Tyr Gin Tyr Tyr Tyr Ala Leu Tyr Val Thr 
65 70 75 80 

Tyr He Gin Thr Ala He Asn Thr Asn Thr Gin He He Gin He Pro 

85 90 95 

Leu Tyr Ser Leu Arg Glu His Leu Tyr Ser Arg Glu Leu Pro Pro Gin 

100 105 110 

Ser Arg Met Gin Gin Ser Leu Ala Met He Thr Ala Val Lys Tyr Met 

115 120 125 

Ala Glu Leu His Pro Glu Tyr Pro Leu Thr He Ala Cys Val Glu Arg 

130 135 140 

Ser Leu Ala Gin Leu Pro Gin Glu Ser He Glu Asp Leu Ser 
145 150 155 

<210>384 
<211>155 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>384 

Met Gly Tyr Leu Pro Val Ser Ala Thr Asp Val Leu Phe Glu Ser Pro 

15 10 15 

Ala Ala Pro Leu He Asn Ser Ala Asn Thr Gin Asn Gin Lys Leu He 

20 25 30 

Glu Leu Lys Gly Lys Gin Gin Ala Glu Ser Ser Pro Arg Thr He Thr 

35 40 45 

Ser Val He Leu Glu Val Leu Leu Val He Gly Cys Cys Leu He Val 

50 55 60 

Leu Ser Leu Leu Ala He Arg Pro Ala Leu Gin Phe Thr Leu Glu Thr 
65 70 ^ 75 80 

Gly His Pro Ala Ala He Ala Val Leu Ala Val Ser Gly Thr He Leu 

85 90 95 

Leu Val Ala Val He He Leu Phe Cys Phe Leu Ala Ala Val Pro Phe 

100 105 110 

Ala Ala Lys Lys Thr Tyr Lys Tyr Val Lys Thr Val Asp Asp Tyr Ala 

115 ' ' 120 125 

Ser Trp His Ser His Gin Gin Thr Pro Thr Leu Gly Thr He Phe Ser 
130 135 140 
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.Gly lie Val Tyr Al^^^ Ser Gin Ala Gin Leu 

145 155 

<210>385 

<211>253 

<212>PRT 

<213>Chlamydia pneumoniae 
<400>385 

Ser Phe Pro Leu Asn Arg Tyr Phe Met Thr Lys Thr Thr Ser lie Pro 

15 10 15 

Asp Val His Glu Asn Gin Ser His Leu Ser Val Asp Glu Arg Leu lie 

20 25 30 

Ser Glu Ser Pro Val Leu Thr Lys Lys Glu Val lie Ala Lys lie lie 

35 40 45 

Lys Leu Thr Ala Leu lie Leu Ala Leu Ala lie Ala Val Gly Thr Ala 

50 55 60 

Val Val Ala Gly Val Leu Gly Met Pro Leu Met Ala lie Ala Thr Gly 
65 70 75 80 

Ala Ala Leu Leu Ala Ala Val Val Leu Ser Cys Leu Leu Leu Arg Arg 

85 90 95 

Arg Glu Pro Ser Lys Pro Thr Glu Glu Leu Leu Gly Pro Gin Lys His 

100 105 110 

Val Pro Lys Asp lie Ala Ala Gin Val Gin Pro Ser Val Pro Leu Asp 

115 120 125 

Tyr Gin Lys Leu Leu Arg Asn Glu Trp Thr Leu Val Asn Thr Leu Ser 

130 135 140 

Glu lie Asn lie Ser Trp Thr Leu Gin Asp Pro Asn Gin Arg Tyr Tyr 
145 150 155 160 

Val Trp Glu His Gin Gly Ala Pro lie Thr Leu Val Ala Thr Thr Gly 

165 170 175 

Asp lie Ala Lys Pro Arg Leu Lys Thr Ser Gly Arg Val Met lie Val 

180 185 190 

Asn Ala Ala Asn Ser Asn Met Gin Ser Gly Gly Ala Gly Thr Asn Ala 

195 200 205 

Ala Leu Ser Ala Ala Thr His Pro Thr Cys Trp Asn Asn Thr Arg Thr 

210 215 220 

Ser Gly Gly Lys lie Asn Thr Gly Lys Gly Leu Ser Val Gly Glu Cys 
225 230 235 240 

Arg Ser Ala Pro Trp lie Asn Arg Asp Trp Thr Asn Lys 
245 250 

<210>386 
<211>114 
<212>PRT 

<2 13 >Chlamydia pneumoniae 
<400>386 

Thr Leu Ala Lys Asp Tyr Leu Trp Val Asn Ala Ala Gin His Pro Gly 

15 10 15 

Ser lie Glu Thr Gly Arg lie Asn Asp Thr Asn Pro Gly Glu Ala His 

20 25 30 

Phe Leu Ala Gin Leu Leu Gly Pro Lys Tyr Glu Gly Glu Leu Lys Ala 

35 40 45 

His Pro Glu Lys Leu Ser Asn Val lie Lys Lys Ala Tyr Leu Asn Cys 

50 55 60 

Phe Asp Glu Ala Leu Asn Asn Gin Ala Thr Val Val Gin Val Pro Leu 
65 70 75 80 

lie Ser Ser Ser lie Tyr Ser Pro Gly Gly Lys Leu Glu Leu Glu Pro 

85 90 95 

Val Asn Gin Thr Lys Pro Asn Ser Ser Ala Tyr Lys Leu Tyr His lie 
100 105 110 

Arg Thr 

<210>387 
<211>406 
<212>PRT 

<213>ChlaTnydia pneumoniae 
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^^Ser Asn Pro Leu Pro Ser Tyr ^^^A 



<400>387 

Asn lie Met Thr JS^Ser Asn Pro Leu Pro Ser Tyr 'f^^Asp Ala Ser 

15 10 15 

Leu Tyr Arg Thr Pro Ala Lys His Ser Tyr Pro lie Arg Leu Pro Leu 

20 25 30 

Asn Arg Thr Asp Arg lie Glu Lys lie Leu Lys lie Val Thr Leu Thr 

35 40 45 

Leu Ala Leu Ala Cys Ala Leu Gly Phe Ser lie Ala Ala Gly lie Leu 

50 55 60 

Ala Met Pro lie Phe Ser Ala Val Val Val lie Thr Leu Ala lie Ala 
65 70 75 80 

Ala Val Ser Leu Tyr Ser Leu Leu Lys Lys Pro Lys Leu Tyr Glu lie 

85 90 95 

Leu Pro Gin lie Glu Pro Glu Ser Glu Gin Ser Ser Leu Ser Pro Ser 

100 105 110 

Pro Gin Pro Pro Glu Gin Gin Asp Leu Pro Leu Gin lie Asp Pro Leu 

115 120 125 

Pro Asp Pro Glu Ser Leu Pro Glu Val Ser Leu Ala Asp Leu Thr Thr 

130 135 140 

Pro Pro Glu Glu Leu Thr Ala lie Thr Val Thr Pro Gly Tyr Glu Ala 
145 150 155 160 

Leu Leu Glu Gin Asn Trp Asp Leu Leu Pro Ser Leu Ala Ala Val Asp 

165 170 175 

Pro Ser Phe Thr Thr Glu Thr Pro Gin Gin Pro Cys Phe lie Trp Lys 

180 185 190 

Leu Lys Asp Ser Lys Leu lie Phe lie Ser Thr Ser Gly Asp lie Ala 

195 200 205 

Val Pro Arg lie Lys Thr Gin Gly Arg Val Met lie Val Asn Ala Ala 

210 215 220 

Asn Glu Asn lie Ser Arg Glu Gly Gly Gly Thr Asn Lys Ala Leu Ser 
225 230 235 240 

Leu Ala Thr Ser Leu Gin Cys Trp Asn Ala Ser Arg Leu Pro Arg Ala 

245 250 255 

His Ser Arg Ser Gly Ser Gin Leu Gin Pro Gly Glu Cys Arg Ser Ala 

260 265 270 

Lys Trp Glu Asn Ser Asp His Thr Ser Asn Asp His Val Pro Gly Lys 

275 280 285 

Ala His Phe Leu Ala Gin Leu Leu Gly Pro Glu Ala Ala Lys Cys Asn 

290 295 300 

Asn Asp Pro Lys Gin Ala Phe Glu Val Ser Lys Lys Ala Phe His Asn 
305 310 315 320 

Leu Phe Gin Glu Ala Glu lie lie Gly Val Asp Val lie Gin Leu Pro 

325 330 335 

Leu lie Gly Cys Asn Leu Phe Ala Pro Ser Arg Leu Leu Asn Leu Gly 

340 345 350 

Lys Thr Arg Ala Glu Trp lie Glu Ala lie Lys Leu Ala Leu lie Thr 

355 360 365 

Ser Leu Gin Asp Phe Gly Trp Glu Gin Asp Asn Gin Glu Glu Gin Lys 

370 375 380 

lie lie lie Leu Thr Asp Lys Asp Gin Pro Pro lie lie Pro Pro Arg 
385 390 395 400 

Phe Asp Leu Thr Thr Pro 
405 

<210>388 
<211>386 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>388 

Lys Arg lie Phe Phe Lys Leu Phe Val Phe Tyr Leu Lys Ser Phe Met 

1 5 10 15 

Ser Thr Thr Glu Pro Asn Leu Thr Asn Val Asn Leu Thr Met Leu lie 

20 25 30 

Ser Ser Glu Ser Met Pro Thr Gin Leu Ala Ser His Lys Leu Lys Gly 
35 40 45 
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Leu Asp Leu Val Ala Phe lie Leu lie lie Gly He Ala Val Ser Ser 

50 55 60 

Gly Thr Ala Ala He He Leu Glv He Pro Leu Leu Phe He Leu Thr 
65 70 75 80 

Ala Leu Ala Val Leu Ala Phe Ser He Leu Leu Tyr Phe Leu Leu Arg 

85 90 95 

Giu Pro Lys Ser Pro He Ser Val Thr His Gin Pro Thr Pro He He 

100 105 110 

Lys Asp Thr Asp Leu Pro Pro Val Pro Pro Leu Ala Leu Thr Pro Val 

lis 120 125 

Pro Thr Glu Ala Val Leu Glu Glu Pro Pro Leu Pro Ser Pro Arg Thr 

130 135 140 

His Gin Thr Leu Leu Gin Glu Asn Trp Asp Arg He Pro Asp Leu Gin 
145 150 155 160 

Ala Asn Thr Asp Met Pro Phe He Ala Ala Asp Asn Gin Thr Gly Tyr 

165 170 175 

Ala Trp His Leu Lys Asn Ser Asn Leu Thr Leu He Ser Thr Leu Gly 

180 185 190 

Pro He Glu Lys Pro Arg Tyr Lys Thr Gin Gly He Val Met He Val 

195 200 205 

Asn Ala Ala Thr Pro Asn Met Ala Asn Asn Val Lys Gly Thr Ser Leu 

210 215 220 

Ala Leu Ala Lys Ala Thr Ser Val Arg Cys Trp Glu Asn Ser Lys Lys 
225 230 235 240 

Ser Pro Asp Pro Leu Arg Ser Lys Gin Pro Leu Gin Leu Gly Glu Cys 

245 250 255 

Arg Ser Ala Lys Trp Glu Asn Leu Asn Gly Thr Thr Asn Ala Gly Lys 

260 265 270 

Ala Gly Leu Pro Gin Phe Leu Gly Gin Leu Leu Gly Pro Lys Ala Ser 

275 280 285 

Asp Tyr Asn Tyr Asn Pro Asn Asp Ala Phe Thr Phe Cys Arg Gin Ala 

290 295 300 

Tyr Leu Asn Cvs Leu Asn Glu Ala Lys Arg Arg Lys Thr Thr Val Val 
305 ' 310 315 320 

Gin Leu Pro Leu Leu Ser Ser His Phe Pro Gly Ser Pro Lys Asp Glu 

325 330 335 

Glu Thr Thr Ser Leu Arg Leu Gin Trp He Asp Gly Val Lys Leu Ala 

340 345 350 

Leu He Asp Ala Leu Gin Thr Phe Gly Ser Glu Ala Glu Asn Gin Asn 

355 360 365 

Gin Pro Trp Val He He Leu Thr Thr Leu Ala Arg His Pro Leu He 

370 375 380 

Thr Pro 
385 

<210>389 
<211>621 
<212>PRT 

<2 13 >Chlamydia pneumoniae 
<400>389 

Asn Ser Glu He Phe Glu He Phe Met Thr Leu He Thr Pro Ala He 

15 10 15 

Asn Ser Ser Arg Arg Lys Thr His Thr Val Arg He Gly Asn Leu Tyr 

20 25 30 

He Gly Ser Asp His Ser He Lys Thr Gin Ser Met Thr Thr Thr Leu 

35 40 45 

Thr Thr Asp He Asp Ser Thr Val Glu Gin He Tyr Ala Leu Ala Glu 

50 55 60 

His Asn Cys Asp He Val Arg Val Thr Val Gin Gly He Lys Glu Ala 
65 70, 75 80 

Gin Ala Cys Glu Lys He Lys Glu Arg Leu He Ala Leu Gly Leu Asn 

85 90 95 

He Pro Leu Val Ala Asp He His Phe Phe Pro Gin Ala Ala Met Leu 

100 105 110 

Val Ala Asp Phe Ala Asp Lys Val Arg He Asn Pro Gly Asn Tyr He 
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115 




^1 




Asp 


Lys 


Arg 


Asn 




^ne 




130 










Tyr 


Ala 


Gin 


Ser 


Leu 


Leu 


145 










150 


Glu 


Lys 


Cys 


Lys 


Arg 


Leu 










165 




Gly 


Ser 


Leu 


Ser 


Glu 


Arg 








180 






Gly 


Met 


Val 


Ala 


Ser 


Ala 






195 








Asn 


Tyr 


Arg 


Asp 


Val 


Val 




210 










Met 


va J. 


TtVi -w- 

Tnr 


Ala 


Tyr 


Arg 


225 










230 


Trp 


Leu 


Tyr 


Pro 


Leu 


His 










245 




Asp 


Gly 


lie 


lie 


Lys 


Ser 
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<211>251 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>390 

Val Asp Ser Met Thr Leu Ser Phe His Thr His Pro Leu Asn Tyr Trp 

1 • 5 10 15 

Thr Phe Glu Glu Phe Asp Gly Leu Pro lie Arg His Gly Val Phe Ser 

20 25 30 

Lys Gin Lys Asp Ala Glu Gly Thr Val Phe Ala Ala Lys Asn Pro Glu 

35 40 45 

lie Ala Ser Ala Leu Gin Ser Pro Lys Tyr Cys Asp Leu His Gin Arg 

50 55 60 

His Gly Thr Ser Val Arg Cys Val Thr Pro Thr Ser Pro Thr Tyr Gin 
65 70 75 80 

Pro Ala Asp Gly Leu Cys Thr Gin Ser Pro Leu Leu Ser Leu His lie 

85 90 95 

Arg His Ser Asp Cys Gin Ala Ala lie Phe Tyr Asp Arg Glu His His 

100 105 110 

Ala lie Ala Asn Val His Ser Gly Trp Arg Gly Leu Leu Gly Asn lie 

115 120 125 

Tyr Ala Val Thr Val Gly Thr Met Lys Lys Leu Phe His Thr Lys Pro 

130 135 140 

Gin Asp Leu Phe Val Ala lie Gly Pro Ser lie Gly Pro Asp Tyr Ala 
145 150 155 160 

lie Tyr Pro Asp Tyr Ala Thr Leu Phe Pro Arg Ser Phe Leu Pro Phe 

165 170 175 

Met Asn Pro Lys Asn His Phe Asp Leu Arg Ala lie Ala Arg Lys Gin 

180 185 190 

Leu Thr Asn Leu Gly lie Ser Lys Asp Arg lie Phe lie Ser Asp Leu 

195 200 205 

Cys Thr Tyr Thr Glu His Asp Ala Phe Phe Ser Ser Arg Tyr Leu Ala 

210 215 220 

His His Pro Asp Pro Asn Leu Thr Gly Gin His Ser Lys Asn Arg Asn 
225 230 235 240 

Asn Val Thr Ala Val Leu Leu Leu Pro Arg Asp 
245 250 

<210>391 
<211>168 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>391 

Arg Leu Ser Met Lys Leu Gly Ala Ser Thr Asn His Lys Val His Glu 

15 10 15 

Pro Val Lys Pro Lys Lys Ala Lys Leu Ala Glu lie Glu Ala Xaa Lys 

20 25 30 

Thr Gin Ala Thr Glu Gly Thr Leu Arg Ser Lys Ser Leu Ala Leu Gin 

35 40 45 

lie Ala Arg Ala Val Leu Tyr lie Leu Phe Ala Ala Leu Met Leu Ala 

50 55 60 

Ala Gly lie Thr Phe Val Thr Phe Glu Ala Leu Gly Phe Pro Leu lie 
65 70 75 80 

Gin Ala Tyr Ser lie Ala Gly He lie Thr Leu Val Gly Leu Ala He 

85 90 95 

Gly Leu Val Leu Leu He Leu Ser Leu Leu Pro Lys Glu Asp Glu Glu 

100 105 110 

Ala Asp Ala Leu Ser Arg Asn Ala Leu Leu Pro Leu Thr He He Val 

115 120 , 125 

He Glu Gin Gin Pro He Thr Pro Lys Pro Glu He Pro Tyr Ser Tyr 

130 135 140 

Leu Thr Lys Leu Ala Leu Leu Thr Ser Leu Phe Leu Thr Leu Arg Arg 
145 150 155 160 

Ser Ser Ser Gin Arg Lys Thr His 
165 

<210>392 

597 



9NSCX3C!D: <WO 9927105A2_L> 



wo 99/27105 



PCT/IB98/01890 



<211>205 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>392 



Phe 


Lys 


Val 


Val 


Thr 


Ala 


Lys 


Ala 


1 








5 








His 


Gly 


Ala 


Arg 


Val 


Pro 


Ser 


Leu 








20 










His 


Trp 


Lys 


Gly 


Asp 


Lys 


Glu 


Val 






35 










40 


Asp 


Leu 


Leu 


Gly 


Glu 


Glu 


Gin 


Trp 




50 










55 




Ser 


Arg 


Lys 


Lys 


Ala 


Gly 


Gin 


Trp 


65 










70 






Gly 


Val 


Ser 


Ser 


Thr 


Leu 


Val 


Leu 










85 








Asp 


Lys 


Asp 


Val 


Gin 


Asp 


lie 


Leu 








100 










Ser 


Leu 


Ser 


Glu 


Lys 


Asp 


Ser 


Lys 






115 










120 


Asp 


Leu 


Leu 


Glu 


Asn 


Gly 


Phe 


Thr 




130 










135 




Ala 


Phe 


Thr 


Pro 


Leu 


Asp 


His 


Thr 


145 










150 






Asn 


Val 


Tyr 


Leu 


Pro 


Gly 


Lys 


Leu 










165 








Val 


Gin 


Ala 


Asn 


Val 


Ser 


Ala 


Asp 








180 










Gin 


Asp 


Glu 


Cys 


Asn 


Pro 


Phe 


His 






195 










200 



<210>393 
<211>147 
<212>PRT 
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<212>PRT 

<213>Chlamydia pneumoniae 
<400>394 
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Glu Asn Gin Giy Leu Leu Glu lie Glu Ser Asp Lys Val Asn Gin Leu 

35 40 45 

lie Tyr Ala Pro Val Ser Gly Arg He Phe Trp Glu Val Ser Glu Gly 

50 55 60 

Asp Val Val Pro Val Gly Gly Val Val Gly Lys lie Glu Pro Ala Gly 
65 70 75 80 

Glu Gly Glu Glu Leu Gly Asp Ser Gin Ser Lys Glu Thr He Glu Ala 

85 90 95 

Glu He He Cys Phe Pro Gin Ser Gly Val Arg Gin Ser Pro Pro Glu 

100 105 110 

Asn Lys Thr Phe He Pro Leu Arg Asp Gin Met Asp Gin Gly Ser Gin 

115 120 125 

Gly Leu Ser Ala Gly Asp Arg Gly Glu Thr Arg Glu Arg Met Thr Ser 

130 135 140 

He Arg Lys Thr He Ser Arg Arg Leu Leu Ser Ala Leu His Glu Ser 
145 150 155 160 

Ala Met Leu Thr Thr Phe Asn Glu Val Tyr Met Thr Pro Leu Phe His 

165 170 175 

Leu Arg Lys Glu Lys Gin Glu Glu Phe Leu Ser Arg Tyr Gly Val Lys 

180 185 190 

Leu Gly Phe Met Ser Phe Phe Val Lys Ala Val Leu Glu Ala Leu Lys 

195 200 205 

Ala Tyr Pro Arg Val Asn Ala Tyr He Asp Gly Glu Glu He Val Thr 

210 215 220 

Val Thr He Met Thr Phe Leu Leu Leu 
225 230 
<210>395 
<211>915 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>395 

He Val Phe He Glu Phe Asn Tyr Phe Met Asp Ser Glu Phe Val Gly 

15 10 15 

Gin Val Tyr Ser Ser Asp Met Asp Trp He Glu Ser Met Tyr Gin Arg 

20 25 30 

Phe Met Asn His Glu Thr Leu Asp Pro Ser Trp Lys Tyr Phe Phe Glu 

35 40 45 

Gly Tyr Gin Leu Gly Gin Ala Ala Ser Pro Ser Glu Ala Ser Thr Lys 

50 55 60 

He Ser Gly Asn Glu Thr He Ala Met Leu Gin Glu Gin Lys Ser Gin 
65 70 75 80 

Phe Leu Cys Thr He Tyr Arg Tyr Tyr Gly Tyr Leu Gin Ser Gin He 

85 90 95 

Ser Thr Leu Ala Pro Thr Thr Asp Ser Arg Phe He Gin Glu Lys He 

100 105 110 

Ala Lys He Asp Leu Asp Glu Gin Val Pro Ser Ala Gly Leu Leu Pro 

115 120 125 

Lys Ala Gin Val Ser Val Arg Glu Leu He Glu Ala Leu Lys Lys Cys 

130 135 140 

Tyr Cys Gly Ser Leu Thr Leu Glu Thr Leu Thr Cys Thr Pro Glu Leu 
145 150 155 160 

Gin Glu Phe Val Trp Asn Leu Met Glu Lys Arg Gin Val Glu Arg Phe 

165 170 175 

Ala Glu Gin Leu Leu Arg Ser Tyr Lys Asp Leu Cys Lys Ala Thr Phe 

180 185 190 

Phe Glu Glu Phe Leu Gin He Lys Phe Thr Gly Gin Lys Arg Phe Ser 
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Leu Glu Gly Gly Glu Thr Leu Val Pro Met Leu Glu His Leu Val His 

210 215 220 

Tyr Gly Ser Ala Leu Gly He Ser Asn Tyr Val Leu Gly Met Ala His 
225 230 235 240 

Arg Gly Arg Leu Asn Val Leu Thr Asn Val Leu Gly Lys Pro Tyr Arg 

245 250 255 

Tyr Val Phe Met Glu Phe Glu Asp Asp Pro Ala Ala Arg Gly Leu Glu 
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Ser He Leu Val Leu Cys Ser Gly Lys lie Tyr Tyr Asp Tyr Ala Glu 

805 810 815 

Met Leu Pro Gin Asp Arg Arg Lys Asp Phe Ser Cys Leu Arg He Glu 

820 825 830 

Ser Leu Tyr Pro Leu Ala Leu Glu Asp Leu Val Ser Leu He Asp Lys 

835 840 845 

Tyr Ser His Leu Lys His Phe Val Trp Leu Gin Glu Glu Ser Lys Asn 

850 855 860 

Met Gly Ala Tyr Asp Tyr Met Phe Met Ala Leu Gin Asp He Leu Pro 
865 870 875 880 

Glu Lys Leu Leu Tyr He Gly Arg Pro Arg Ser Ser Ser Thr Ala Ser 

885 890 895 

Gly Ser Ala Lys Ser Val Val Lys Ser Trp Ser Arg Val Trp Lys Pro 
900 905 910 

Ser Phe Leu 
915 

<210>396 
<211>394 
<212>PRT 

<2 13 >Chlamydia pneumoniae 
<400>396 

Met Lys Thr Leu Ser Ala He Ala He Ala Gly Asp Ala Val Val Ser 

15 10 15 

Leu He Pro Met Leu Met Asn Gly Lys Ala Pro Leu Ala Leu Tyr He 

20 25 30 

His He Pro Phe Cys Thr Lys Lys Cys Arg Tyr Cys Ser Phe Tyr Thr 

35 40 45 

He Pro Tyr Lys Ser Glu Ser Val Ser Leu Tyr Cys Asn Ala Val He 

50 55 60 

Gin Glu Gly Leu Arg Lys Leu Ala Pro He Gin Glu Thr His Phe He 
65 70 75 80 

Glu Thr Val Phe Phe Glv Gly Glv Thr Pro Ser Leu Val Ser Pro Leu 

85 ' 90 - 95 

Asp Leu Lys Arg He Leu Lys Glu Leu Ala Pro His Ala Arg Glu He 

100 105 110 

Thr Leu Glu Ala Asn Pro Glu Asn Leu Thr Val Ser Tyr Leu Arg Gin 

115 120 125 

Leu Gin Glu Thr Pro He Asn Arg He Ser Val Gly Val Gin Thr Phe 

130 135 140 

Asp Asp Ser He Leu Gin Leu Leu Gly Arg Thr His Ser Ser Ser Ala 
145 150 155 160 

Ala He Thr Ala Leu Gin Glu Cys Gin Asn His Gly Phe Ser Asn Leu 

165 170 175 

Ser He Asp Leu He Tyr Gly Leu Pro Thr Gin Ser Leu Glu He Phe 

ISO 185 190 

Leu Ser Asp Leu His Gin Ala Leu Thr Leu Pro He Thr His He Ser 

195 200 205 

Leu Tyr Asn Leu Thr He Asp Pro His Thr Ser Phe Tyr Lys His Arg 

210 21*5 220 

Lys He Leu Val Pro Thr He Ala Gin Glu Glu He Leu Ala Glu Met 
225 230 235 240 

Ser Leu Leu Ala Glu Asn Leu Leu Leu Ser Gin Gly Phe Gin Arg Tyr 

245 250 255 

Glu Leu Ala Ser Tyr Ala Lys Pro Asp Tyr Pro Ala Lys His Asn Leu 

260 " 265 270 

Tyr Tyr Trp Thr Asp Arg Pro Phe Leu Gly Leu Gly Val Ser Ala Ser 

275 280 285 

Gin Tyr Leu His Gly Glu Arg Ser Lys Asn Tyr Ser His He Ser His 

290 295 300 

Tyr Leu Arg Ala Val Arg Lys Asn Leu Pro Thr Gin Glu Thr Ser Glu 
305 310 315 320 
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lie Leu Pro Lys Lys Glu 
325 

Arg Leu Leu Glu Gly Ala 
340 

Ser Met Leu Thr Gin Asp 
355 

Gly Gin Cys Leu Ala Leu 
370 

He Ala Glu Glu He Met 
385 390 
<210>397 
<211>600 
<212>PRT 
<2 13 >Chlamydia pneumoniae 
<400>397 
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360 
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345 
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385 390 395 400 

Leu Phe Thr Asn Tyr Pro Gin Ser Arg Glu Arg Phe Arg Thr Ala Arg 

405 410 415 

He Val Ala Gin Ser Leu Tvr Leu Pro Ser He Leu Val Leu Val Phe 

420 425 430 

Asp Cys Gly Asn Val Leu Arg Lys Leu Trp Met Pro Gin Glu He Leu 

435 440 445 

Arg Ala He Phe He Ser Ala Ser Thr He Ser Gly Ser He Val Phe 

450 455 460 

Val Glu Cys Thr Arg Trp Mec Gly Arg Gly Leu Arg His Arg Val Gin 
465 470 475 480 

Gin Phe Val Gin Gin Arg Val He Gly Ser Gly Leu Pro Val Gly Thr 

485 490 495 

Val Arg Ala Ser Tyr Arg Asp Arg Ala Gly Phe He He Gly Phe Leu 

500 505 510 

Gin Thr Val His Gly Gly Leu Tyr Leu Pro Val Ser He Met Val Leu 

515 520 525 

Asn Gin He Ala He Gin Val Pro Arg He Leu Val Arg Pro Asn Asn 

530 535 540 

Thr Ala Val Tyr Asp Leu His Asn Lvs Ser Ala Glu Glu Asn Trp Ser 
545 550 555 560 

Ser Gly Asp Val Leu Ala Vai Gly Gin Thr Leu Asn Phe He Leu Cys 

565 570 575 

Ala Phe Val Leu Phe Val Asn Leu Trp Phe Phe Val Lys Ser Val Leu 

580 585 590 

Arg His Ser Arg Arg Arg Arg Arg 
595 600 

<210>398 
<211>115 
<212>PRT 

<2 13 >Chlaniydia pneumoniae 
<400>398 

Arg Val Arg Thr Ser Glu Ser Gly Gly Ser Gly Ser Ser Ser Pro Pro 

15 10 15 

Gin Arg Gin Thr Asn Ser Tyr Thr Ser Glu Ala Thr Glu Ala Asp Glu 

20 25 30 

Glu Leu Leu Gly Pro Pro Ala Met Lys Thr Glu He Ser Ser Ala Glu 

35 40 45 

Asp Ala Thr Val Asp Thr Ser Arg Glu Gly Gly Asp He Val He Leu 

50 35 60 

Gly He Trp He Ser Ala Gly He Gly Phe Gly Asp Arg Gly Ser Val 
65 70 75 80 

Ser Ser Ser Ser Val Gly Gly Glu Asp Arg Asp Ser Val Gly Ala Val 

85 90 95 

He Asn Ala Leu Asn Leu Phe Gly Lys Asp Tyr Lys He Ser He Asp 
100 105 110 

Asn Thr Gin 
115 

<210>399 
<211>239 
<212>PRT 

<213 ^Chlamydia pneumoniae 
<400>399 

Pro Val Thr Leu Tyr Leu Leu Pro Asn Thr Leu Gly Thr Arg Ala Val 

15 10 15 

Glu Thr Leu Pro Ser Val He Gly Glu Leu Val His Arg Leu Asp Gly 

20 25 30 

Leu He val Glu Ser Asp Arg Gly Gly Arg Ala Phe Leu Ser Leu Trp 

35 .40 . 

Lys He Pro Glu Val His Lys Phe Pro Leu Ala He Leu Ser Lys His 

50 55 60 

Ala Arg Leu Pro Lys Ala Tro Asp Phe Tyr Leu Glu Pro He Val Lys 
65 70 75 80 

His Gly Glu Asn Trp Gly Leu He Ser Asp Ala Gly Leu Pro Cys He 
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^J^^^er Leu Val Arg Arg Ala Arq Al^^e 



95 

Ala Asp Pro Gly Ai^^^er Leu Val Arg Arg Ala Arg Al'^^eu Gly lie 

100 105 110 

Pro Val Gin Ala Phe Ser Gly Pro Cys Ser lie Thr Leu Ala Leu Met 

115 120 125 

Leu Ser Gly Leu Pro Ser Gin Ser Phe Thr Phe Leu Gly Tyr Leu Pro 

130 135 140 

Gin Ser Pro Lys Glu Arg Val Lys Ser lie Lys Lys Ala Ala Thr Ser 
145 150 155 160 

Lys Glu Val Ser Thr Ser Val Cys lie Glu Thr Pro Tyr Arg Asn Val 

165 170 175 

Tyr Thr Phe Glu Ser Leu Leu Asp Thr Leu Pro Ser Tyr Ala Glu Leu 

180 185 190 

Cys Val Ala Ser Asp Leu Ser Gly Pro Ser Glu Leu Val Leu Thr Arg 

195 200 205 

Gin Val Gin Ser Trp Arg Thr Thr Glu Asp Leu Gly Ser Val Lys Gin 

210 215 220 

Ser lie Thr Lys Val Pro Thr lie Phe Leu Phe His lie Pro Asn 
225 230 235 

<210>400 
<211>98 
<212>PRT 

<2 13 >Chlamydia pneumoniae 
<400>400 

Gly Val Ser lie His Thr Glu Val Asp Thr Ser Leu Glu Val Ala Ala 

15 10 15 

Phe Phe lie Asp Phe Thr Arg Ser Leu Gly Leu Cys Gly Arg Tyr Pro 

20 25 30 

Lys Asn Val Lys Leu Trp Glu Gly Lys Pro Glu Ser Met Ser Ala Asn 

35 40 45 

Val lie Glu Gin Gly Pro Glu Lys Ala Cys Thr Gly lie Pro Lys Ala 

50 55 60 

Arg Ala Arg Arg Thr Lys Leu Ala Pro Gly Ser Ala lie Gin Gly Arg 
65 70 75 80 

Pro Ala Ser Glu lie Ser Pro Gin Phe Ser Pro Cys Phe Thr lie Gly 
85 90 95 

Ser Arg 



<210>401 
<211>321 



<212>PRT 

<213>Chlamydia pneumoniae 
<400>401 
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<210>402 
<211>182 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>402 
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<210>403 
<211>197 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>403 

Arg Gin Pro Xaa Ala Val Arg Thr Arg Leu Leu Glu Pro Cys Phe Leu 

1 5 10 15 

Val Ala Val Glu Glu Gin Thr Arg Leu Gin Leu Asp Val Cys Leu Trp 

20 25 30 

Phe Xaa Trp His Ala Lys Ala Gin Ala Ala Ala Phe Leu Gly Glu Pro 

35 40 45 

Leu Ala Thr Val Val Phe Leu Ala Thr Gly Phe Leu Ala Thr Val Leu 

50 55 60 

Arg Thr Ala Leu Leu Ala Val Val Phe Phe Ala Thr Val Phe Phe Thr 
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325 330 335 



Gin 

<210>412 
<211>190 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>412 
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20 
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25 
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35 
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40 
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Ser 


Ser 
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45 
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Leu 
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50 


Leu 
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55 


Lys 


Val 
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60 
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85 
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Pro 
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Ser 
90 
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Ala 


Arg 
95 
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Phe 
100 


Arg 


He 


Pro 


Arg 


Asn 
105 


Val 


Leu 


Thr 


Met 


Cys 
110 


He 


Gly 


Lys 


Ser 


Thr 
115 


Tyr 


Ala 


Arg 


Cys 


Gly 
120 


He 


He 


Val 


Asn 


Val 
125 


Thr 


Pro 


Phe 


Glu 


Pro 
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Glu 
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Glu 
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He 
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145 
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Glu 


Ser 


Ser 
165 


Thr 


Thr 


Cys 


Glu 


Val 
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Ser 
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Asp 


Arg 
175 
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Gly 


He 
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Cys 
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190 







<210>413 
<211>165 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>413 

Lys Phe Leu Thr Leu Arg His Cys Gin Arg Lys Phe Thr Leu Met Lys 

1 5 , 10 15 

Gly Leu Pro Arg Ser Tyr Ser Leu Ser Leu Val Arg Pro Ala Arg Phe 

20 25 30 

Leu Met Gin Thr Glu Lys Glu Ser He Lys Ser Asn Lys Ala Ser Pro 

35 40 45 

Tyr Leu Val Ser Lys Val Ser Val Arg Lys Lys Asn Trp Gly Phe Arg 

50 55 60 

Leu Leu Glu Glu Val Met He Lys Ser Trp Trp Val He Phe Ser He 

611 
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65 70 75 80 

Leu lie Gly Gly Phe Val Tvr Asp Arg Ala He Gin Glu Leu Arg Thr 

85 90 95 

Glu Glu Leu Arg Leu Gin Ser Lys Val Ser Ser Leu Cys Gin Asp He 

100 105 110 

Leu Ser Ala Gin Glu Lys Gin Arg Gin Leu Gin Leu His Leu Gin His 

115 120 125 

Trp Gin Asp Ser Ala Ala He Glu Ala Ala Leu He Gin Arg Leu Gly 

130 135 140 

Leu He Pro Lys Gly Tyr Lys Lys Leu Cys Val Ser Pro Lys Gin Gin 
145 150 155 160 

Ser Glu Asn Lys Asp 
165 

<210>414 
<211>414 
<212>PRT 

<2 1 3 >Chlamydia pneumoniae 
<400>414 

Lys Glu Thr Met He Pro Thr Met Leu Met Phe Phe He He Cys Phe 

15 10 15 

Thr Leu Cys Ser Gly Phe He Ser Leu Ser Gin He Ala Leu Phe Ser 

20 25 30 

Leu Pro Thr Ser Leu He Ser His Tyr Lys Arg Ser Lys Ser Lys Lys 

35 40 45 

Gin Gin Arg Val Ala Thr Leu Leu Leu His Pro His His Leu Leu He 

50 55 60 

Thr Leu He Phe Cys Asp He Gly Leu Asn He Ala He Gin Asn Cys 
65 70 75 80 

Phe Ala He Leu Phe Gly Asp Ala Ala Ser Trp Trp Phe Thr Val Gly 

85 90 95 

Leu Pro Leu Ala He Thr Leu He Leu Gly Glu He Leu Pro Lys Ala 

100 105 110 

Val Ala Leu Pro Phe Asn Thr Gin He Ala Ser Ser Val Ala Pro Leu 

115 120 125 

He Leu Cys Val Thr Lys He Phe Lys Pro Leu Leu His Trp Gly He 

130 135 140 

Val Gly He Asn Tyr Val Val Gin Trp He Leu Ser Lys Gin Gin He 
145 150 155 160 

Asp He He Gin Pro Gin Glu Leu Lys Glu Val Leu Gin Ser Cys Lys 

165 170 175 

Asp Phe Gly Val Val Asn Gin Glu Glu Ser Arg Leu Leu Tyr Gly Tyr 

ISO 185 190 

Leu Ser Leu Ser Asp Cys Ser Val Lys Glu Arg Met Gin Pro Arg Gin 

195 200 205 

Asp He Leu Phe Tyr Asp He Gin Thr Pro Leu Glu Asn Leu Tyr Leu 

210 215 220 

Leu Phe Ser Lys Gin His Cys Ser Arg Val Pro He Cys Asn Asp Asn 
225 230 235 240 

Leu Gin Asn Leu Leu Gly He Cys Thr Ala Arg Ser Leu Leu Leu His 

245 250 255 

Asp Lys Pro Leu Gin Ser Ser Asp Asp Leu Leu Pro Leu Leu Lys Lys 

260 265 270 

Pro Tyr Tyr Met Pro Glu Thr He Ser Ala Lys Met Ala Leu Cys Gin 

275 280 285 

Met Ala Ala Glu Asp Glu Thr Leu Gly Met He He Asp Glu Tyr Gly 

290 295 300 

Ser He Glu Gly Leu He Thr Gin Glu Asp Leu Phe Glu He Val Ala 
305 310 315 320 

Gly Glu He Val Asp Gin Arg Asp Asn Lys He Leu Tyr Thr Thr Ser 

325 330 335 

Gly Ala Asp Val He He Ala Ser Gly Thr Leu Glu Leu Arg Glu Phe 

340 345 350 

Ser Glu He Phe Asp He Asn Leu Pro Thr Asn Asn Asn He Ala Thr 
355 360 365 

612 
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He Gly Gly Trp Leu He Glu Gin He Gly Thr lie Pro Thr Thr Gly 

370 375 380 

Met Lys Leu Ser Trp Asn Asn Leu Leu Phe Gin Val Leu Asp Ala Ala 
385 " 390 395 400 

Pro Asn Arg He Arg Arg Val Tyr He Arg Lys Leu Tyr Asp 
405 410 

<210>415 
<211>404 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>415 

Met Thr Asn Ser Ala Leu Phe Trp He Gly Val Asn He He Cys He 

15 10 15 

Val Leu Gin Gly Phe Tyr Ser Met Met Glu Met Ala Cys Val Ser Phe 

20 25 30 

Asn Arg Val Arg Leu Gin Tyr Tyr Leu Thr Lys Asp His Lys Lys Ala 

35 40 45 

Arg Tyr He Asn Phe Leu He Arg Arg Pro Tyr Arg Leu Phe Gly Thr 

50 55 60 

val Met Leu Gly Val Asn He Ala Leu Gin Val Gly Ser Glu Ser Ser 
65 70 75 80 

Arg Asn Cys Tyr Arg Ala Leu Gly He Thr Pro Asp Tyr Ala Pro Phe 

85 90 95 

Thr Gin He Phe He Val Val He Phe Ala Glu Leu Leu Pro Leu Thr 

100 105 HO 

He Ser Arg Lys He Pro Glu Lys Leu Ala Leu Trp Gly Ala Pro He 

115 120 125 

Leu Tyr Tyr Ser His Tyr He Phe Tyr Pro Leu He Gin Leu He Gly 

130 ' 135 140 

Ser Leu Thr Glu Gly Leu Tvr Tyr Leu Leu Asn He Arg Lys Glu Lys 
145 150 ' 155 160 

Leu Asn Ser Thr Leu Ser Arg Asp Glu Phe Gin Lys Ala Leu Glu Thr 

165 170 175 

His His Glu Glu Gin Asp Phe Asn Thr He Ala Thr Asn He Phe Ser 

180 185 190 

Leu Ser Ala Thr Cys Ala Asp Gin Val Cys Gin Pro Leu Glu Gin Val 

195 ' 200 205 

Thr Met Leu Pro Ser Ser Ala Asn Val Lys Asp Phe Cys Arg Thr He 

210 215 220 

Lvs Asn Thr Asp He Asn Phe He Pro Val Tyr His Lys Ala Arg Lys 
225 230 235 240 

Asn Val He Gly He Ala His Pro Lys Asp Phe Val Asn Lys Ala Leu 

245 250 255 

Asp Glu Pro Leu He Asn Asn Leu His Ser Pro Trp Phe He Thr Ala 

260 265 270 

Lys Ser Lys Leu He Arg He Leu Lys Glu Phe Arg Asp Asn Arg Ser 

275 280 285 

Ser Val Ala Val Val Leu Asn Ala Ser Gly Glu Pro He Gly He Leu 

290 295 300 

Ser Leu Asn Ala He Phe Lys He Leu Phe Asn Thr Thr Asn He Ala 
305 310 315 320 

His Leu Lys Pro Lys Thr He Ser Val He Glu Arg Thr Phe Pro Gly 

325 330 335 

Asn Ser Arg He Lys Asp Leu Gin Lys Glu Leu Asp He Gin Phe Pro 

340 345 350 

Gin Tyr Pro Val Glu Thr Leu Ala Gin Leu Val Leu Gin Leu Leu Asp 

355 360 365 

Ser Pro Ala Glu Val Gly Thr Ser Val He He Asn Asn Leu Leu Leu 

370 * .375 380 

Glu Val Lys Glu Met Ser Leu Ser Gly He Lys Thr Val Ser He Lys 
385 390 395 400 

Asn Leu Leu Ser 

<210>416 

613 
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<211>373 



<212>PRT 

<213 >Chlamydia pneumoniae 
<400>416 
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<210>417 
<211>248 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>417 

Glu His Phe Val Asp Phe Asp Tyr 

1 5 
Val Arg Ala Arg Asn Glu Asp Phe 
20 

Val Val Ala lie Ala Asp Gly Val 
35 40 
Ala Ser Gin Glu Ala Val Thr Ser 
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210 215 220 

Asn Ala Leu He Ser Leu Ala Asn Thr Arg Gly Gly Asp Asp Asn Ala 
225 230 235 240 

Thr Val Val Leu Val Arg He Gin 
245 

<210>418 
<211>255 
<212>PRT 

<2 13 >Chlamydia pneumoniae 
<400>418 

Tyr Lys Leu Met Arg Val Leu Asn Gly Lys Ser Leu Asn Cys Glu Ser 

15 10 15 

He Asp Leu Lys Ser Lvs Asn Phe Pro Arg Ala Arg He Phe Cys Lys 

20 * 25 30 

He Ser Asn Leu Arg Thr Val Thr Met Arg Lys Met Leu Val Leu Leu 

35 40 45 

Ala Ser Leu Gly Leu Leu Ser Pro Thr Leu Ser Ser Cys Thr His Leu 

50 55 60 

Gly Ser Ser Gly Ser Tyr His Pro Lys Leu Tyr Thr Ser Gly Ser Lys 
65 70 75 80 

Thr Lys Gly Val He Ala Met Leu Pro Val Phe His Arg Pro Gly Lys 

85 90 95 

Ser Leu Glu Pro Leu Pro Trp Asn Leu Gin Gly Glu Phe Thr Glu Glu 

100 105 110 

He Ser Lys Arg Phe Tyr Ala Ser Glu Lys Val Phe Leu He Lys His 

115 120 125 

Asn Ala Ser Pro Gin Thr Val Ser Gin Phe Tyr Ala Pro He Ala Asn 

130 135 140 

Arg Leu Pro Glu Thr He He Glu Gin Phe Leu Pro Ala Glu Phe He 
145 150 155 160' 

Val Ala Thr Glu Leu Leu Glu Gin Lys Thr Gly Lys Glu Ala Gly Val 

165 170 175 

Asp Ser Val Thr Ala Ser Val Arg Val Arg Val Phe Asp He Arg His 

leo 185 190 

His Lys He Ala Leu He Tyr Gin Glu He He Glu Cys Ser Gin Pro 

195 200 , 205 

Leu Thr Thr Leu Val Asn Asp Tyr His Arg Tyr Gly Trp Asn Ser Lys 

210 215 220 

His Phe Asp Ser Thr Pro Met Gly Leu Met His Ser Arg Leu Phe Arg 
225 230 * 235 240 

Glu Val Val Ala Arg Val Glu Gly Tyr Val Cys Ala Asn Tyr Ser 
245 250 255 

<210>419 
<211>231 

615 
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<212>PRT 

<213>Chlamydia pneTIWniae 
<400>419 

Gly Asn Val Gin Val Tyr Ser Ser Leu Val Pro Trp Arg Arg Cys Ser 

1 5 10 15 

Ser Phe Gin Lys Leu Leu Tyr Leu Ala Ser Thr Leu Trp Glu Asn Thr 

20 25 30 

Phe Lys Xaa Arg Gin Val Leu Phe Gly Gly Ala Leu Leu Val Phe Ser 

35 40 45 

Ser Leu Val Ala Leu Ser Val Ser Ser Gin Thr Ala Glu Leu Leu Ser 

50 55 60 

Thr Met Thr Gly lie Ser Leu Ala Phe Ala Phe Leu Phe Tyr Leu Xaa 
65 70 75 80 

Phe Leu Pro Lys Asp lie Thr Arg Ala lie Leu Phe Ser Gly Glu Arg 

85 90 95 

Xaa Val Lys Thr Ser Trp Arg Ala Leu Gly Ser Ala lie Arg Met Trp 

100 105 110 

lie He He He Pro Val Thr Gin Leu He Gly He Met Met Ser Lys 

115 120 125 

Phe He Thr Leu Val Leu Pro Thr Gin Glu He His Thr Gin Glu Val 

130 135 140 

Thr Gin Glu Val Gin Asn Ser Leu Pro He Thr Gly His Tyr He Ser 
145 150 155 160 

Met He Leu Asn Leu Gly Val Leu Thr Pro Phe Gly Glu Glu Val Phe 

165 170 175 

Phe Arg Gly He Leu Gin Thr Phe Leu Lys Asn Lys Met Thr Arg He 

180 185 190 

Ala Ala Val Leu Cys Ser Ser He He Phe Ser Phe He His He Glu 

195 200 205 

His Ser Leu Gly Ser Trp Val Phe Cys Pro Arg Ala Leu Cys Phe Ser 

210 215 220 

Leu He Cys Arg Val Ser He 
225 230 
<210>420 
<211>130 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>420 

Met Arg Asp His Ala Phe Ser Lys Leu He Gly Thr Val Arg Ala Met 

15 10 15 

Val Val Glu Gly Arg Cys Pro Trp Ser Leu Gin Gin Ser Leu Val Ser 

20 25 30 

Met Val Glu His He Leu Gly Glu Cys Gin Glu Phe His Glu Ala Val 

35 40 45 

Leu Gin Gly Lys Thr Val Gin Glu Val Gly Ser Glu Ala Gly Asp Val 

50 55 60 

Leu Thr Leu Val Leu He Leu Cys Phe Leu Leu Glu Arg Glu Gly Val 
65 70 75 80 

Leu Ala Ser Glu Asp Val Ala Asn Glu Ala Met Glu Lys Leu Arg Arg 

85 90 95 

Arg Ala Pro Tyr He Phe Ala Glu Asp Tyr Lys Pro Val Ser He Glu 

100 105 110 

Glu Ala Asp Arg Leu Trp Glu Leu Ala Lys His Arg Glu Lys Asn Glu 
115 120 125 

Ser Thr 
130 
<210>421 
<211>375 
<212>PRT 

<213>Chlamydia pneumoniae , 
<400>421 

Asn Phe Lys Arg Phe Cys Met Thr Lys He Ala Phe Ser Glu Lys Ala 

15 10 15 

Lys Asn Phe Pro Val Glu Ala Leu Lys Lys Trp Phe Glu Lys Asn Lys 

616 
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m 

Asp Asn Pro Thr Pro Tyr Ser ^79^1 



20 

Arg Ser Leu Pro Trp Asp Asn Pro Thr Pro Tyr Ser ^^i^Trp Val 

35 40 45. 

Ser Glu Val Met Leu Gin Gin Thr Arg Ala Glu Val Val lie Asp Tyr 

50 55 60 

Phe Asn Gin Trp Met Glu Arg Phe Pro Thr lie Glu Ser Leu Ala Ala 
65 70 75 80 

Ala Lys Glu Glu Asp Val lie Lys Leu Trp Glu Gly Leu Gly Tyr Tyr 

85 90 95 

Ser Arg Ala Arg His Leu Leu Glu Gly Ala Arg Met Val Met Glu Glu 

100 105 110 

Phe His Gly Lys lie Pro Asp Asp Ala lie Ser Leu Ala Gin He Arg 

115 120 125 

Gly Val Gly Pro Tyr Thr Val His Ala He Leu Ala Phe Ala Phe Lys 

130 135 140 

Arg Arg Ala Ala Ala Val Asp Gly Asn Val Leu Arg Val Leu Ser Arg 
145 150 155 160 

He Phe Leu He Glu Thr Ser He Asp Leu Glu Ser Thr Arg Thr Trp 

165 170 175 

Val Ser Arg He Ala Gin Ala Leu Leu Pro His Lys Ser Pro Glu Val 

180 185 190 

He Ala Glu Ala Leu He Glu Leu Gly Ala Cys He Cys Lys Lys Val 

195 200 205 

Pro Gin Cys His Arg Cys Pro Val Arg Gin Ala Cys Gly Ala Trp Arg 

210 215 220 

Glu Asn Lys Gin Phe Val Leu Pro Val Arg His Ala Arg Lys Lys Val 
225 230 235 240 

He Phe Leu His Arg Leu Val Ala He Val Leu Tyr Asp Gly Ser Leu 

245 250 255 

Val Val Glu Lys Arg Arg Pro Lys Glu Met Met Ala Gly Leu Tyr Glu 

260 265 270 

Phe Pro Tyr He Glu Val Glu Pro Glu Glu Gly Leu Gin Asp He Glu 

275 280 285 

Gly Phe Thr Lys Lys Met Glu Leu Ser Leu Glu Ser Pro Leu Glu Phe 

290 295 300 

Leu Gly Asn Leu Lys Glu Gin Arg His Ala Phe Thr Asn His Lys Val 
305 310 315 320 

His Leu Cys Pro He He Phe Lys Ala Thr Ser Leu Pro Gin Phe Gly 

325 330 335 

Glu Leu His Leu Leu Ser Asp He Asp His Leu Ala Phe Ser Ser Gly 

340 345 350 

His Lys Lys He Lys Asp Ala Leu Leu He Tyr Leu Gly Asp Val Arg 

355 360 365 

Ser Arg Glu Ser He Gly Val 
370 375 
<210>422 
<211>234 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>422 

Asn Phe Met Gin Leu Ser Asn Asp Lys Arg Ala Ala Leu Gin Tyr Phe 

15 10 15 

Met Glu Asn Phe Ser Trp Leu Ala Thr Gin Val Ser Arg Leu Ser Ser 

20 25 30 

Phe Leu Arg Ser Gin Leu Pro Asn His Ser Lys Gin Glu He Leu Ala 

35 40 45 

Ser He Arg Gin His Arg Cys Arg Val Asn Gly Phe He Glu Arg Phe 

50 55 60 

Glu Ser Tyr Lys Val Gin Pro Gly Asp Arg Val Ser Leu Ser Leu He 
65 70 75 80 

Pro Ser Thr Lys Gin Gin Pro Ser He Leu Trp Glu Asp Asp Tyr Ser 

85 90 95 

He He Tyr Glu Lys Pro Pro His Leu Thr Thr Glu Gin Met Ala His 
100 105 110 



617 



BNSDOCID: <WO 9927105A2J_> 



wo 99/27105 



PCT/1IB98/01890 



Met Thr Arg Phe Phe Thr Val His Arg Leu Asp Lys Gly Thr Ser Gly 

115 120 125 

Cys Leu Leu -Met Gly Lys Ser Lys Gin Ala Ala Thr Giu Leu Met Lys 

130 135 140 

Leu Phe Lys Gin Arg Lys lie His Lys Gin Tyr He Ala Phe Val Phe 
145 150 155 160 

Gly His Pro Lys Lys Lys Phe Gly Thr Val Lys Ser Tyr Thr Ala Pro 

165 170 175 

Val Tyr Arg Arg Cys Gly Ala Val He Phe Gly Ala Ala Gly Pro Ser 

180 185 190 

Gin Gly Glu Pro He Lys Ser Ala Tyr Lys Trp Asp Cys Trp Val He 

195 200 205 

Leu Leu Ser Glu Met Ser Thr Thr Asp Leu Lys Asn Ser Leu Pro Arg 

210 215 220 

Ser Ser Ala Leu Ser Ser Met Leu Thr Pro 
225 230 
<210>423 
<211>364 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>423 

Glu Leu Glu Ala Leu Glu Gin Lys Tyr Gly Lys Ala Val Leu Leu He 

15 10 15 

Ala Leu Ser Glu Leu Gly He Asp Thr Met Ser Leu Leu Ser Gly His 

20 25 30 

Arg Leu Glu Gly Phe Pro Pro He Ala Glu Val Met Ala Ala Cys Asp 

35 40 45 

Arg Cys Ser Met Asp Phe Cys Glu He Leu Lys Ser Gin Ser Met Asp 

50 55 60 

Leu Trp Ala Asp Ala Ala Ser Cys Val Asp Gly Leu Leu Gin Asp Pro 
65 70 75 80 

Phe Trp Ser Thr Ala He Ala Ser Gly He Ala Lys Ser Ser Leu Gin 

85 90 55 

Glu Thr Glu Phe Glu Cys Glu Ser Lys Val Met Val Leu Ser Ser Trp 

100 105 110 

Gly Glu Gin Gly Ala Gin Val Cys Ser Pro Phe Asn Leu Glu Arg He 

115 120 125 

Cys Met Ser Phe Pro Ser Leu Lys Val Phe Ser Leu Lys Lys Asn Gly 

130 135 140 

Cys Glu Asn Met Gly He Gin Leu Ser Ala Ser Cys Met Asn Leu Leu 
145 150 155 160 

Met Ser He Phe Phe Val Ala Thr Asn Gly Gly Ser Thr Pro He Trp 

165 170 175 

He Thr Lys Glu Asn Leu Met Ala Leu Val Ala Leu Val Leu Ser His 

180 185 190 

Tyr Gin Cys Tyr Phe Val Pro Ala Thr Gly Asp Pro Gin Arg Gly Asn 

195 200 205 

He Leu Gly Asn Pro Glu Val Asn Ala He Leu Ala Arg Gly Met Gly 

210 215 220 

Met Arg Val Asp Leu Glu Arg Lys Arg Gly Gly Glu Ser Ser Ser Ser 
225 230 235 240 

Arg Tvr Leu Glu Leu Ala Ala Arg Cys Phe Glu Asn Ser Leu Thr Lys 

245 250 255 

Thr Ser Leu Leu Ser Asp Ala Asn Asn Val Gin Glu Arg Asp Lys Cys 

260 265 270 

Leu Leu Gin Met Ser Thr Ser Leu Met His Thr Ala Gly Leu Asn Leu 

275 280 285 

Gin Arg Pro Pro Val Pro Thr Pro Ser Gly Val Thr Ala His Pro Gin 

290 .295 300 

Pro Gin Pro Asp Pro Val Val Thr Ser Gin Pro Ser Leu Leu Gly Ala 
305 310 315 320 

Arg Glu Arg Ser Pro Val Ser Ser Arg Gly Arg Phe Pro Val Val Leu 

325 330 335 

Pro Leu Ser Val He Ser Pro Arg Ser His Pro Gly Arg Val Glu Arg 
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Arg Asp Leu Glu Asp Glu Glu Glu Val Met Phe 

355 360 

<210>424 
<211>283 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>424 

Asn lie Gin Thr Ser His Ser Arg Val Leu Leu Lys Lys Phe Ser Lys 

15 10 15 

Glu Phe Thr lie Arg Thr Tyr Arg Ser Leu Gly Phe Thr Asp Tyr Leu 

20 25 30 

Gly Gly Cys Leu Thr Asn Pro Leu Gly Lys Phe Pro Ser Pro Gin Asn 

35 40 45 

Pro Gin Val Val Thr lie Ala Pro Ser Ser Thr Thr Pro Gin Ala Val 

50 55 60 

Ser Ser Ala Val Gin Gly Phe Leu Gin Thr Gly Gly Ala Ala Ser Ser 
65 70 75 80 

Thr Ala Thr Thr Thr Thr Ala Ser Gly Ala Ser Ala Leu Gly Leu Ser 

85 90 95 

Pro Asp Gin Val Gin Ala Leu Leu Thr Asn Leu Leu Asn Val Gly Gin 

100 105 110 

Pro Ser Val Gly Gin Pro Ser Thr Ser Ala Gly Thr Ser Gly Ala Ser 

115 120 125 

Ser Ser Ser Ala Ser Met Gin Gin Gin Leu Leu Gin Leu lie Leu Asp 

130 135 140 

Lys Thr Thr Gly Ser Gly Gly Ser Ser Val Ser Ser Glu Gin Leu Gin 
145 150 155 160 

Gin Leu Leu Ser Leu Val Ser Gin Met Thr Thr Ser Gin Gly Gly Ser 

165 170 175 

Gly Gly Thr Gin Ala Gly Gin Ala Ala Ser Val Leu Leu Asn Leu Leu 

180 185 190 

Ser Ala Thr Gly Ser Ala Ala Ala Asn Pro Leu Gly Thr Ala Ala Ser 

195 200 205 

Leu Ala Gin lie lie Tyr Ala Ala Val Thr Ser Pro Gly Ala Lys Lys 

210 215 220 

Thr Ser Glu Phe Cys Tyr Asn Tyr Cys Gly Glu Thr Cys Gin Gly Asn 
225 230 235 240 

Cys Gly Cys Pro Thr Cys Gly Cys Pro Asp Gly Gin Cys Gly Cys Gly 

245 250 255 

Gly Phe Gly Arg Phe Phe Cys Gly Val Trp Lys Asn Cys Cys Gly lie 

260 265 270 

Gly Glu Gly Ser Gin Glu Pro Ala lie Pro Leu 
275 280 

<210>425 
<211>302 
<212>PRT 

< 2 13 > Chlamydia pneumoniae 
<400>425 

Gly Gly Phe Met Leu Lys lie Asp Leu Thr Gly Lys Val Ala Phe Val 

15 10 15 

Ala Gly lie Gly Asp Asp Gin Gly Tyr Gly Trp Gly lie Ala Lys Leu 

20 25 30 

Leu Ala Glu Ala Gly Ala Thr lie lie Val Gly Thr Trp Val Pro lie 

35 40 45 

Tyr Lys lie Phe Ser Gin Ser Trp Glu Leu Gly Lys Phe Asn Glu Ser 

50 55 60 

Arg Lys Leu Ser Asn Gly Thr Leu Leu Glu lie Ala Lys lie Tyr Pro 
65 70 75 80 

Met Asp Ala Ser Phe Asp Ser Pro Glu Asp Val Pro Glu Asp lie Ala 

85 90 95 

Glu Asn Lys Arg Tyr Lys Gly lie Thr Gly Phe Thr lie Ser Glu Val 

100 105 110 

Ala Glu Gin Val Lys Lys Asp Phe Gly His lie Asp lie Leu Val His 
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290 295 



<210>426 
<211>300 



<212>PRT 

<213 >Chlamydia pneumoniae 
<400>426 



Asn 


Tyr 


Gly 


Asp 


Ala 


Met 


Glu 


Lys 


Leu 


Leu 


Val 


1 








5 










10 




xnr 


He 


Thr 


HI S 


Gin 


ser 


HXS 


HIS 


Leu 


Asp 


Lys 








20 










25 






Leu 


Tyr 


Ala 


Leu 


His 


Gin 


Ala 


Gly 


Trp 


Lys 


Leu 






35 










40 








Arg 


Tyr 


Tyr 


Lys 


Tyr 


Ala 


Ala 


Arg 


Leu 


Phe 


Ser 




50 










55 










Tyr 


Leu 


Leu 


Gly 


Cys 


Gin 


Asn 


Gly 


Ala 


Ser 


Val 


65 










70 










75 


Ser 


Asn 


Leu 


Leu 


Tyr 


Ser 


Lys 


Ser 


Leu 


Pro 


Ser 










85 










90 




Leu 


Gin 


Asp 


Cys 


Met 


Glu 


Gly 


Ala 


Thr 


Ala 


Leu 








100 










105 






Gly 


Ala 


Pro 


Tyr 


Gly 


Asp 


His 


Tyr 


Tyr 


Arg 


Phe 






115 










120 








Ala 


Gin 


Asp 


Leu 


His 


Glu 


Tyr 


Val 


Asp 


Pro 


Arg 




130 










135 










Lys 


Glu 


Arg 


Glu 


He 


Leu 


Phe 


Glu 


Thr 


Arg 


Ser 


145 










150 










155 


Ala 


Phe 


Pro 


Ser 


Phe 


Ala 


Ala 


Ala 


Lys 


Val 


Phe 










165 










170 




Val 


He 


Arg 


He 


Gin 


Lys 


Glu 


Leu 


Glu 


Arg 


Gin 








180 










185 






Val 


Ala 


Thr 


Met 


Thr 


Leu 


Met 


Arg 


Trp 


Pro 


Phe 






195 










200 








He 


Leu 


Phe 


Leu 


Thr 


Asp 


Lys 


Ser 


Val 


Ser 


Lys 




210 










215 










Arg 


Val 


Val 


Asn 


He 


Leu 


Tyr 


Asp 


Gly .Lys 


Lys 


225 










230 










235 


Ser 


Gly Asp 


Asp 


Ala 


Asn 


Asp 


Leu 


Asp 


Leu 


He 










245 










250 




Lys 


He 


Val 


Met 


Ser 


Ser 


Ala 


Pro 


Glu 


Glu 


Met 








260 










265 






Phe 


Leu 


Ala 


Pro 


Pro 


Ala 


Asp 


Lys 


Asn 


Gly 


He 



275 280 
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Ala Gly Val Arg Tyr Asp Asp Leu Met Ser i^eu 

290 295 300 

<210>427 
<211>164 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>427 

Ser Arg Val Leu His Met Phe Phe Asn Leu Phe Ser Leu Val Phe Lys 

15 10 15 

Leu Ser Asp Glu Leu Ala Leu Ala Glu Thr lie Gin Glu Pro lie Ser 

20 25 30 

Val His Glu Met Phe Pro Gly Ser Met Lys Leu Glu Met Phe Lys Met 

35 40 45 

Leu Gly Ser Leu lie Leu Leu Leu Thr lie Phe Gly Phe Gly Val Trp 

50 55 60 

Ala Phe Lys Lys Phe Val Arg Ser Arg Ser His Gly Phe Gly Gly Ser 
65 70 75 80 

Ser Gin lie Lys lie Leu Glu Arg Arg Ser Leu Thr Pro Lys Thr Ser 

85 90 95 

lie Tyr Leu lie Arg Val Val Asn Lys Thr Leu Val lie Ala Glu Thr 

100 105 110 

Pro Glu Lys lie Thr Leu Leu Thr Glu Phe Pro Pro Asp Thr Asp lie 

115 120 125 

Asn His Leu Leu Gin Glu Asn Asn Lys Gin Ser Ser Ser Ser Ala Thr 

130 135 140 

Ser Asp Phe Leu Ser Lys Ala lie Gin Lys lie Gin Lys Lys Gin Gin 
145 150 155 160 

Thr Asn Gin Asp 

<210>428 
<211>161 
<212>PRT 

<2 13 >Chlamydia pneumoniae 
<400>428 

Met Thr Thr Trp Thr Leu Asn Gin Asn Asn Leu Thr Lys Phe Leu Lys 

1 5 10 15 

Ser Ser Asp Glu Glu Pro Phe Leu Glu Arg Glu Ser Gly Leu Thr Tyr 

20 25 30 

lie Asn lie Gin Ala Asn Gly Asn Glu Leu Pro Leu Phe Phe Val lie 

35 40 45 

Arg Ser Glu Gly Glu lie Leu Gin Leu lie Cys Tyr Leu Pro Tyr Gin 

50 55 60 

Leu His Glu Ser His Lys Ala Ser Thr Ala Arg Leu Leu His Leu Leu 
65 70 75 80 

Asn Arg Asp lie Asp lie Pro Gly Phe Gly Met Asp Glu Glu Gin Gly 

85 90 95 

Leu lie Phe Tyr Arg Leu Val Leu Pro Cys Leu Asn Gly Glu lie His 

100 105 110 

Asp Thr Leu Leu Arg lie Tyr lie Asp Thr lie Lys Leu Val Cys Asp 

115 120 125 

Ser Phe Ser His Ala lie Gly Leu lie Ser Ser Gly Asn Met Asn Leu 

130 135 140 

Asp Glu Leu Arg Arg Gin Ala Leu Gin Glu Gin Gin Glu Lys Arg Asn 
145 150 155 160 

Glu 

<210>429 
<211>249 
<212>PRT 

<213 >Chlamydia pneumoniae. 
<400>429 

Asp Val Arg Leu Phe Lys Ser Asn Lys Lys Asn Val Met Ser Ser Gin 

15 10 15 

Thr Met Asp Val Leu lie Phe Tyr Asp Thr Glu Thr Thr Gly Thr Gin 
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20 ^^r^^ 

He Glu Arg Asp A^^^le He Glu He Ala Ala Tyr As^^er Val Thr 

35 40 45 

Asp Glu Ser Phe Leu Thr Tyr Val Asn Pro Glu He Pro He Pro Asp 

50 55 60 

Glu Ala Ser Lys He His Gly He Thr Thr Asp Ala Val Leu Ser Ala 
65 70 75 80 

Pro Lys Phe Pro Glu Ala Tyr Glu Gly Phe Arg Lys Phe Cys Gly Glu 

85 90 95 

Asp Ser He Leu Val Ala His Asn Asn Asp Gly Phe Asp Phe Pro Leu 

100 105 110 

Leu Gly Lys Glu Cys Arg Arg His Ser Leu Glu Pro Leu Thr Asn Arg 

115 120 125 

Thr He Asp Ser Leu Lys Trp Ala Gin Lys Tyr Arg Pro Asp Leu Pro 

130 135 140 

Lys His Asn Leu Gin Tyr Leu Arg Gin Val Tyr Gly Phe Ala Glu Asn 
145 150 155 160 

Gin Ala His Arg Ala Leu Asp Asp Val Val He Leu His Lys Val Phe 

165 170 175 

Thr Ser Leu He Gly Asp Leu Pro Pro Gin Gin Val Leu Asp Leu Leu 

180 185 190 

Gin Gin Ser Tyr His Pro Lys Val Phe Lys Met Pro Phe Gly Lys Tyr 

195 200 205 

Lys Gly Gin Pro Leu Val Asp He Pro Lys Ser Tyr Phe Glu Trp Leu 

210 215 220 

Glu Asn Gin Gly Ala Leu Asp Lys Pro Glu Asn Lys Asp He Lys Ala 
225 230 235 240 

Ala He Ala Leu Leu His Gin Pro Thr 
245 

<210>430 
<211>259 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>430 

Met He Leu Thr Ala Ala Phe Ser Pro Cys Pro Asn Asp He Phe Leu 

15 10 15 

Phe Arg Ser Phe Leu Lys Asp Pro Gin Phe Arg Pro Leu Leu Asn Gin 

20 25 30 

Val Thr He Ala Asp He Glu Thr Leu Asn Thr Leu Ala Leu Gin Arg 

35 40 45 

Arg Leu Ser Leu Met Lys Met Ser Ala Ala Leu Phe Pro Leu Val Ser 

50 55 60 

Asp Tyr Tyr Asn Leu Met Asp Val Gly Asn Thr Leu Gly Tyr Asn Ser 
65 70 75 80 

Gly Pro He Val Leu Ser Leu Asp Pro Glu Cys Ser Leu Asp Thr Leu 

85 90 95 

Ala Thr Pro Gly Glu Met Thr Thr Ala His Ala Leu Cys Lys Leu Tyr 

100 105 110 

Tyr Pro Lys Ala Lys Leu He Pro Met Pro Tyr Asp Lys He Leu Ser 

115 120 125 

Ala He Leu Gin Gly Lys Val Asp Gly Gly Ala Leu He His Glu Glu 

130 135 140 

Arg Phe Ser Tyr Asp Leu Gin Leu Thr Leu Arg Ala Asp Phe Gly Glu 
145 150 155 160 

Leu Trp Arg Arg Lys Thr He Phe Pro Leu Pro Leu Gly Cys Leu Ala 

165 170 175 

He Ala Lys Tyr Val Pro Met Ala Thr Val Asp Ala Leu Thr Ala Ala 

180 185 190 

Leu Arg Lys Ser Leu He Cys Ser Leu Lys Asp Pro He Thr Ala Gly 

195 200 205 

Ala Lys Ala Val Glu Tyr Ser Lys Asn Lys Asn Val Thr Val He His 

210 215 220 

Arg Phe He Gly Thr Tyr He Asn Lys Glu Thr Phe Gin Leu Ser Lys 
225 230 235 240 
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Thr Gly Lys Lys Ala Leu His Met Leu Trp Lys Ala Asn Glu Cys Cys 
245 250 255 

Gin Tyr Thr 

<210>431 
<211>168 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>431 

Glu Pro lie Ser Thr Lys Lys Pro Phe Asn Tyr Leu Lys Leu Gly Lys 

15 10 15 

Lys Leu Tyr lie Cys Ser Gly Arg Pro Met Asn Ala Val Asn Thr Pro 

20 ' 25 30 

Lys Lys lie Leu Cys lie Val Ala Asp Tyr Arg Glu He Ser Pro Leu 

35 40 45 

He Glu Gin Leu Asp Phe Thr Gin He Asn Glu His Leu Tyr Ser Tyr 

50 55 60 

Arg Cys Thr Asp Tyr His Leu Asp Leu Tyr He Val His Val Trp Gly 
65 70 75 80 

Ser Thr Ala Val Leu Asn Ala Leu Gin Ser Tyr Cys Gin Ala Tyr Thr 

85 90 95 

Asp Tyr Asp Leu Trp He Asn Pro Gly Phe Val Gly Ala Cys Ser Pro 

100 105 110 

Glu He Pro Leu Gly Gin Cys Tyr Thr He Glu Lys He Ala Asn Leu 

115 120 125 

Thr Thr Asp Thr Pro Pro Val Leu Ser Glu Asp Pro Pro Tyr He Phe 

130 135 140 

Asp Ala Leu Pro Asp Ser Leu Pro Lys Ser Ser Leu Val Thr Ser Pro 
145 150 155 160 

Val Leu Tyr His Tyr Gly Phe Gin 
165 

<210>432 
<211>659 
<212>PRT 

<2 13 ^Chlamydia pneumoniae 
<400>432 

Met Lys Leu Leu Leu Lys Ala Val Leu Arg His Lys Asn His Leu Val 

15 10 15 

He Leu Gly Cys Ser Leu Leu Ala He Leu Gly Leu Thr Phe Ser Ser 

20 25 30 

Gin Met Glu He Phe Ser Leu Gly Met He Ala Lys Thr Gly Pro Asp 

35 40 45 

Ala Phe Leu Leu Phe Gly Arg Lys Glu Ser Gly Lys Leu Val Lys Val 

50 55 60 

Ser Glu Leu Ser Gin Lys Asp He Leu Glu Asn Trp Gin Ala He Ser 
65 70 75 80 

Lys Asp Ser Glu Thr Leu Thr Val Ser Asp Ala Thr Thr Tyr He Ala 

85 90 95 

Glu His Gly Lys Ser Thr Ala Ser Leu Thr Ser Lys Leu Ser Lys Phe 

100 105 110 

Val Arg Asn Tyr He Asp Val Ser Arg Phe Arg Gly Leu Ala He Phe 

115 120 125 

Leu He Cys Val Ala He Phe Lys Ala Val Thr Leu Phe Phe Gin Arg 

130 135 140 

Phe Leu Gly Gin Val Val Ala He Arg Val Ser Arg Asp Leu Arg Gin 
145 150 ^ 155 160 

Asp Tyr Phe Lys Ala Leu Gin Gin Leu Pro Met Thr Phe Phe His Asp 

165 170 175 

His Asp He Gly Asn Leu Ser Asn Arg Val Met Thr Asp Ser Ala Ser 

180 185 190 

He Ala Leu Ala Val Asn Ser Leu Met He Asn Tyr He Gin Ala Pro 

195 200 205 

He Thr Phe He Leu Thr Leu Gly Val Cys Leu Ser He Ser Trp Lys 
210 215 220 
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Gly lie Glu Leu 
420 

Arg Phe His lie 
435 

Ser Leu Ala Met 
450 

Gin Ala Tyr Ala 
465 

Leu Val Lys Lys 

Thr Lys Glu Lys 
500 

Val Arg Ala Met 
515 

Ala Ser Pro Lys 
530 

Lys Met lie His 
545 

lie Gly Phe Thr 




70 



Ala Asp Pro 
85 

Gly lie Leu 

Lys Leu Asp 

Val Ser Val 
135 

Lys His Arg 
150 

Arg Ser Tyr 
165 

Arg Glu lie 

Met Glu Ala 

Lys Leu Leu 
215 

Lys Leu Pro 

230 
lie Gin Thr 
245 

Lys Ala Gin 

lie Leu Ala 

Glu Tyr Phe 
295 

Val Ser Asp 

310 
Ala lie Ala 
325 

Lys lie Phe 

Pro Gly Arg 

Leu Asn Met 
375 

Gin Leu Ala 

390 
Gin Lys Leu 
405 

Pro Ser Glu 

Asn Gly Ser 

Gly Tyr Asn 
455 

lie Leu Ala 

470 
lie Val Ser 
485 

Thr Arg Leu 

Arg Phe Thr 

His His Ser 
535 

Gly Lys Tyr 

550 
Pro Val Glu 



Gin Pro Phe 

Leu Ala lie 
90 

Gin Phe lie 
105 

Lys Lys Ser 
120 

His Asp Arg 

Leu Pro Thr 

Pro Phe Gly 
170 

Lys Asp Glu 

185 
Tyr Phe Asn 
200 

Arg Ser Pro 

Lys Asp Gly 

lie Ala Glu 
250 

Gly Gly Arg 

265 
Leu Ala Gin 
280 

Asn Asn Lys 

Val Phe Glu 

Leu Gin Ala 
330 

Asp Pro Glu 

345 
Lys Gly Ser 
360 

Tyr Met Ala 

Asp Arg lie 

Leu Ala Leu 
410 

Ala Ser Gly 

425 
Leu Glu Trp 
440 

lie Leu Ala 

Asn Gly Gly 

Ala Ser Gly 
490 

Phe Ser Glu 

505. 
Thr Leu Pro 
520 

Ser Ala Gly 
Asp Lys Arg 
Ser Ser Glu 



60 

Ala Val Asp 
75 

Pro Glu Cys 

Glu Gly Gin 

Arg Tyr Cys 
125 

Leu Ser Leu 

140 
Asn Ala Leu 
155 

Lys Leu Leu 

Lys Thr Gly 

His lie Leu 
205 

Leu Asn Arg 

220 
Ser Asp lie 
235 

Glu Glu Leu 

Leu lie Leu 

Tyr Pro Phe 
285 

Glu Arg lie 

300 
Pro Gly Ser 
315 

Asn Glu Glu 

Glu Pro lie 

Pro Leu Lys 
365 

lie Gin Lys 

380 
He Gin Ser 
395 

Gly Phe Gly 

Leu Val Pro 

Ser Leu Ser 
445 

Thr Gly He 

460 
Tyr Ala Val 
475 

Glu Glu Tyr 

Glu He Thr 

Gly Gly Ser 
525 

Lys Thr Gly 

540 

Arg His lie 
555 

Gly Asn Phe 



:^^^Thr Lys 

80 

His Arg Asp 
95 

Thr Tyr Asp 
110 

Lys Leu Tyr 

Trp Trp Lys 

Phe Phe He 
160 

Gly Gin Val 
175 

Lys Ala Phe 
190 

Glu Gly Asp 

Leu Asp Thr 

Tyr Leu Thr 
240 

Glu Arg Gly 

255 
Met Asn Ser 
270 

Phe Asp Pro 

Glu His Thr 

He Met Lys 
320 

Ala Ser Leu 
335 

Asp Val Thr 
350 

Asp He Ser 

Ser Ser Asn 

Leu Gly Val 
400 

Arg Lys Thr 

415 
Ser Pro His 
430 

Thr Pro Tyr 

Gin Met Val 

Arg Pro Thr 
480 

His Leu Pro 

495 
Arg Glu Val 
510 

Gly Phe Arg 

Thr Thr Glu 

Ala Ser Phe 
560 

Pro Pro Leu 
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570 575 
Val Met Leu Val SelKle Asp Asp Pro Glu Tyr Gly Le^BR-g Ala Asp 

580 585 590 

Gly Thr Lys Asn Tyr Met Gly Gly Arg Cys Ala Ala Pro lie Phe Ser 

595 600 605 

Arg Val Ala Asp Arg Thr Leu Leu Tyr Leu Gly lie Leu Pro Asp Lys 

610 615 620 

Lys Leu Arg Asn Cys Asp Glu Glu Ala Ala Ala Leu Lys Arg Leu Tyr 
625 630 635 640 

Glu Glu Trp Asn Arg Ser Pro Lys Gin Gly Gly Thr Arg 
645 650 

<210>440 
<211>300 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>440 

Glu lie Leu Met Ser Glu Arg Ala His lie Pro Val Leu Val Glu Glu 

15 10 15 

Cys Leu Ala Leu Phe Ala Gin Arg Pro Pro Gin Thr Phe Arg Asp Val 

20 25 30 

Thr Leu Gly Ala Gly Gly His Ala Tyr Ala Phe Leu Glu Ala Tyr Pro 

35 40 45 

Ser Leu Thr Cys Tyr Asp Gly Ser Asp Arg Asp Leu Gin Ala Leu Ala 

50 55 60 

lie Ala Glu Lys Arg Leu Glu Thr Phe Gin Asp Arg Val Ser Phe Ser 
65 70 75 80 

His Ala Ser Phe Glu Asp Leu Ala Asn Gin Pro Thr Pro Arg Leu Tyr 

85 90 95 

Asp Gly Val Leu Ala Asp Leu Gly Val Ser Ser Met Gin Leu Asp Thr 

100 105 110 

Leu Ser Arg Gly Phe Ser Phe Gin Gly Glu Lys Glu Glu Leu Asp Met 

115 120 125 

Arg Met Asp Gin Thr Gin Glu Leu Ser Ala Ser Asp Val Leu Asn Ser 

130 135 140 

Leu Lys Glu Glu Glu Leu Gly Arg lie Phe Arg Glu Tyr Gly Glu Glu 
145 150 155 160 

Pro Gin Trp Lys Ser Ala Ala Lys Ala Val Val His Phe Arg Lys His 

165 170 175 

Lys Lys lie Leu Ser lie Gin Asp Val Lys Glu Ala Leu Leu Gly Val 

180 185 190 

Phe Pro His Tyr Arg Phe His Arg Lys lie His Pro Leu Thr Leu lie 

195 200 205 

Phe Gin Ala Leu Arg Val Tyr Val Asn Gly Glu Asp Arg Gin Leu Lys 

210 215 220 

Ser Leu Leu Thr Ser Ala lie Ser Trp Leu Ala Pro Gin Gly Arg Leu 
225 230 235 240 

Val lie lie Ser Phe Cys Ser Ser Glu Asp Arg Pro Val Lys Trp Phe 

245 250 255 

Phe Lys Glu Ala Glu Ala Ser Gly Leu Gly Lys Val lie Thr Lys Lys 

260 265 270 

Val lie Gin Pro Thr Tyr Gin Glu Val Arg Arg Asn Pro Arg Ser Arg 

275 280 285 

Ser Ala Lys Leu Arg Cys Phe Glu Lys Ala Ser Gin 
290 295 300 

<210>441 
<211>184 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>441 

Gly Leu Ala Met Val Glu lie Phe Asn Tyr Ser Thr Ser lie Tyr Glu 

15 10 15 

Gin His Ala Ser Asn Asn Arg lie Val Ser Asp Phe Arg Lys Glu lie 

20 25 30 

Gin Met Glu Gly lie Ser lie Arg Asp Val Ala Lys His Ala Gin He 

630 
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40 
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Ser 


Ala 


Leu 


Thr 


Ser 


Leu 
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Thr 
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55 
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Asn 


Gin 


Lvs 


Ser 


His 


Trp 


Ala 


Cys 


Phe 


Ser 


Pro 


Pro 


Asn 


Asn 


Phe 


Tvr 
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Lvs 


Gin 


Ara 


Phe 


Ser 


Thr 


Pro 


Tyr 


Leu 


Ala 


Pro 


Ser 


Leu 


Gly 


Ser 


Pro 
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Asp 


Gin 


Gin 


Asp 


Glu 


Asp 


He 


Glu 


Lys 


He 


Ser 


Ser 


Phe 


Leu 


Lvs 


Val 
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Leu 


Thr 


Arg 


Gly 


Lys 


Phe 


Ser 


Tyr 


Arg 


Ser 


Gin 


He 


Thr 


Pro 


Phe 


Leu 






115 










120 










125 








Ser 


Tyr 


Lys 


Asp 


Lys 


Glu 


Glu 


Glu 


Glu 


Asp 


Glu 


Asp 


Pro 


Glu 


Glu 


Asp 




130 










135 










140 










Asp 


Asp 


Asp 


Pro 


Arg 


Val 


Gin 


Gin 


Gly 


Lys 


Val 


Leu 


Leu 


Lys 


Ala 


Leu 


145 










150 










155 










160 


Asp 


Leu 


Gly 


Val 


Lys 


Ser 


Thr 


Asn 


Val 


Met 


He 


Asp 


Tvr 


Val 


He 


Ser 
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170 










175 




Arg 


He 


Phe 


Gin 


Phe 


Val 


Gin 


Gly 
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Glu 


Leu 


Glu 


Glu 


Leu 


Arg 


He 


Ser 


Gly 


Tyr 


Ser 


Phe 


Leu 


Arg 


Gin 


Gly 








20 










25 










30 






His 


Tyr 


Ser 


Lys 


Ala 


He 


Leu 


Phe 


Phe 


Glu 


Ala 


Leu 


Val 


He 


Leu 


Asp 
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40 










45 








Pro 


Leu 


Ser 


He 


Tyr 


Asp 


His 


Gin 


Thr 


Leu 


Gly 


Gly 


Leu 


Tvr 


Leu 


Gin 




50 










55 










60 










lie 


Gly 


Glu 


Asn 


Ser 


Gin 


Ala 


Leu 


Ala 


Val 


Leu 


Asp 


Gin 


Ala 


Leu 


Ara 


65 










70 










75 










80 


Met 


Gin 


Gly 


Asp 


His 


Leu 


Pro 


Thr 


Leu 


Leu 


Asn 


Lvs 


Thr 


Lvs 


Ala 


Leu 
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90 










95 




Phe 


Cys 


Leu 


Gly 


Arg 


He 


Glu 


Glu 


Ala 


Thr 


Ala 


He 


Ala 


Thr 


Tvr 


Leu 








100 










105 










110 






Ser 


Ser 


Cys 


Pro 


He 


Pro 


Ala 


He 


Ala 


Asn 


Asp 


Ala 


Glu 


Ala 


Leu 


Leu 






115 










120 
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Met 


Ser 


Tyr 


Ser 


Lys 


Ala 


Thr 


Lvs 


Lvs 


Asn 


Ala 


Ala 


Leu 


Val 


Ara 
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<213>Chlamydia pneumoniae 
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Gly 


Met 
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Cys 


Asn 


Glu 


Cys 


Thr 


Thr 


Trp 


Glu 


Gin 


Phe 


Leu 


Asn 








20 










25 










3 0 






Tyr 


Val 


Lys 


Thr 


Arg 


Cys 


Ser 


Lys 


Thr 


Ala 


Phe 


Glu 


Asn 


Trp 


He 


Ser 






35 










40 










45 








Pro 


He 


Gin 


Val 


Leu 


Glu 


Glu 


Thr 


Gin 


Glu 


Lys 


He 


ArQ 


Leu 


Glu 


Val 




50 










55 










60 










Pro 


Asn 


He 


Phe 


Val 


Gin 


Asn 


Tyr 


Leu 


Leu 


Asp 


Asn 


Tvr 


Lvs 


Arg 


Asp 


65 










70 
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Leu 


Cys 


Ser 


Phe 


Val 


Pro 


Leu 


Asp 


Val 


His 


Gly 


Glu 


Pro 


Ala 


Leu 


Glu 










85 










90 










95 




Phe 


Val 


Val 


Ala 


Glu 


His 


Lys 


Lys 


Pro 


Ser 


Ala 


Pro 


Val 


Ala 


Ser 


Gin 








100 










105 










110 






Lys 


Glu 


Ser 


Asn 


Glu 


Gly 


He 


Ser 


Glu 


Val 


Phe 


Glu 


Glu 


Thr 


Lys 


Asp 






115 










120 
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Phe 


Glu 


Leu 


Lys 


Leu 


Asn 


Leu 


Ser 


Tyr 


Arg 


Phe 


Asp 


Asn 


Phe 


He 


Glu 
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• 135 
he Val Lys Ser Ala Ala Val Gl^^l 



130 

Gly Pro Ser Asn GJ^^he Val Lys Ser Ala Ala Val Gl^^le Ala Gly 
145 150 155 160 

Lys Pro Gly Arg Ser Tyr Asn Pro Leu Phe lie His Gly Gly Val Gly 

165 170 175 

Leu Gly Lys Thr His Leu Leu His Ala Val Gly His Tyr Val Arg Glu 

180 185 190 

His His Lys Asn Leu Arg lie His Cys lie Thr Thr Glu Ala Phe lie 

195 200 205 

Asn Asp Leu Val Tyr His Leu Lys Ser Lys Ser Val Asp Lys Met Lys 

210 215 220 

Asn Phe Tyr Arg Ser Leu Asp Leu Leu Leu Val Asp Asp lie Gin Phe 
225 230 235 240 

Leu Gin Asn Arg Gin Asn Phe Glu Glu Glu Phe Cys Asn Thr Phe Glu 

245 250 255 

Thr Leu lie Asn Leu Ser Lys Gin lie Val lie Thr Ser Asp Lys Pro 

260 265 270 

Pro Ser Gin Leu Lys Leu Ser Glu Arg lie lie Ala Arg Met Glu Trp 

275 280 285 

Gly Leu Val Ala His Val Gly lie Pro Asp Leu Glu Thr Arg Val Ala 

290 295 300 

lie Leu Gin His Lys Ala Glu Gin Lys Gly Leu Leu lie Pro Asn Glu 
305 310 315 320 

Met Ala Phe Tyr lie Ala Asp His lie Tyr Gly Asn Val Arg Gin Leu 

325 330 335 

Glu Gly Ala lie Asn Lys Leu Thr Ala Tyr Cys Arg Leu Phe Gly Lys 

340 345 350 

Ser Leu Thr Glu Thr Thr Val Arg Glu Thr Leu Lys Glu Leu Phe Arg 

355 360 365 

Ser Pro Thr Lys Gin Lys lie Ser Val Glu Thr lie Leu Lys Ser Val 

370 375 380 

Ala Thr Val Phe Gin Val Lys Leu Asn Asp Leu Lys Gly Asn Ser Arg 
385 390 395 400 

Ser Lys Asp Leu Val Leu Ala Arg Gin lie Ala Met Tyr Leu Ala Lys 

405 410 415 

Thr Leu lie Thr Asp Ser Leu Val Ala lie Gly Ala Ala Phe Gly Lys 

420 425 430 

Thr His Ser Thr Val Leu Tyr Ala Cys Lys Thr lie Glu His Lys Leu 

435 440 445 

Gin Asn Asp Glu Thr Leu Lys Arg Gin Val Asn Leu Cys Lys Asn His 

450 455 460 

lie Val Gly 
465 

<210>444 
<211>195 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>444 

Met Phe Arg Arg Thr Gly Lys Gly Pro Phe Glu Asp Val Gin Thr Leu 

15 10 15 

Tyr Glu Glu Glu Thr Ser Ser Pro Ser Ser Tyr Ser Pro Tyr Ser Arg 

20 25 30 

Ser Glu Arg Pro Glu Thr Pro Pro Ser Leu Phe Asp Asn Pro Lys Ala 

35 40 45 

Ser Glu Ala Arg Pro Leu Asn His Asn Leu Thr Glu Glu Ser Ser Leu 

50 55 60 

Pro Gin Trp Ser Ser Thr Pro Arg Thr- Glu Ser Leu Leu Pro Leu Glu 
65 70 75 80 

Glu Pro Glu Thr Thr Leu Gly Glu Gly Val Thr Phe Lys Gly Glu Leu 

85 90 95 

Ala Phe Glu Arg Leu Leu Arg lie Asp Gly Thr Phe Glu Gly lie Leu 

100 105 110 

Val Ser Lys Gly Lys He He He Gly Pro Lys Gly Val Val Lys Ala 
115 120 125 
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L / D 
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He Ala Glu Gly Leu Leu Val Thr Gly He Leu Tyr Pro Leu Thr Leu 

165 170 175 

Pro Pro Thr He Pro Tyr Trp Met Ala Ala Leu Gly He Ala Phe Gly 

180 185 190 

He Val Val Ser Lys Glu Leu Phe Gly Gly Thr Gly Met Asn He Leu 

195 ^ 200 205 

Asn Pro Ala Leu Ser Gly Arg Ala Phe Leu Phe Phe Thr Phe Pro Ala 

210 215 220 

Lys Met Ser Gly Asp Val Trp Val Gly Ser Asn Pro Gly Val He Lys 
225 230 235 240 

Asp Ser Leu Met Lys Met Asn Ser Ser Thr Gly Lys Val Leu He Asp 

245 250 255 

Gly Phe Ser Gin Ser Thr Cys Leu Gin Thr Leu Asn Ser Thr Pro Pro 

260 265 270 

Ser Val Lys Arg Leu His Val Asp Ala He Ala Ala Asn Met Leu His 

275 280 285 

He Pro His Val Pro Thr Gin Asp Val He His Ser Gin Phe Ser Leu 

290 295 300 

Trp Thr Glu Thr His Pro Gly Trp Val Leu Asp Asn Leu Thr Leu Thr 
305 310 315 320 

Gin Leu Gin Thr Phe Val Thr Ala Pro Val Ala Glu Gly Gly Leu Gly 

325 330 335 

Leu Leu Pro Thr Gin Phe Asp Ser Ala Tyr Ala He Thr Asp Val He 

340 345 350 

Tyr Gly He Gly Lys Phe Ser Ala Gly Asn Leu Phe Trp Gly Asn He 

355 360 365 

He Gly Ser Leu Gly Glu Thr Ser Thr Phe Ala Cys Leu Leu Gly Ala 

370 375 380 

He Phe Leu He Val Thr Gly He Ala Ser Trp Arg Thr Met Ala Ala 
385 390 395 400 

Phe Gly He Gly Ala Phe Leu Thr Gly Trp Leu Phe Lys Phe He Ser 

405 410 415 

Val Leu He Val Gly Gin Asn Gly Ala Trp Ala Pro Ala Arg Phe Phe 

420 425 430 

He Pro Ala Tyr Arg Gin Leu Phe Leu Gly Gly Leu Ala Phe Gly Leu 

435 440 445 

Val Phe Met Ala Thr Asp Pro Val Ser Ser Pro Thr Met Lys Leu Gly 

450 455 460 

Lys Trp He Tyr Gly Phe Phe He Gly Phe Met Thr He Val He Arg 
465 470 475 480 

Leu He Asn Pro Ala Tyr Pro Glu Gly Val Met Leu Ala He Leu Leu 

485 490 495 

Gly Asn Val Phe Ala Pro Leu He Asp Tyr Phe Ala Val Arg Lys Tyr 

500 505 510 

Arg Lys Arg Gly Val 
515 

<210>447 
<211p320 
<212>PRT 

<2 13 ^Chlamydia pneumoniae 
<400>447 

Met Ser Lys Gly Ser Ser Lys His Thr Val Arg He Asn Gin Thr Trp 

15 10 15 

Tyr He Val Ser Phe He Leu Gly Leu Ser Leu Phe Ala Gly Val Leu 

20 25 30 

Leu Ser Thr He Tyr Tyr Val Leu Ser Pro He Gin Glu Gin Ala Ala 

35 40 45 

Thr Phe Asp Arg Asn Lys Gin Met Leu Leu Ala Ala His He Leu Asp 

50 55 60 

Phe Lys Gly Arg Phe Gin He Gin Glu Lys Lys Glu Trp Val Pro Ala 
65 ^ 70 75 80 

Thr Phe Asp Lys Lys Thr Gin Leu Leu Glu Val Ala Thr Lys Lys Val 

85 90 95 

Ser Glu Val Ser Tyr Pro Glu Leu Glu Leu Tyr Ala Glu Arg Phe Val 
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100 105 
Arg Pro Leu Leu Thi^^sp Ala Gin Gly Lys Val Phe Sbt^^Tg Glu Glu 

115 120 125 

Lys Asn Leu Asn Pro lie Glu Phe Phe Glu Lys Tyr Gin Glu Ser Pro 

130 135 140 

Pro Cys Gin Gin Ser Pro Leu Pro Phe Tyr Val lie Leu Glu Asn Thr 
145 150 155 160 

Ser Arg Thr Glu Asn Met Ser Gly Ala Asp Val Ala Lys Asp Leu Ser 

165 170 175 

Thr Val Gin Ala Leu lie Phe Pro lie Ser Gly Phe Gly Leu Trp Gly 

180 185 190 

Pro lie His Gly Tyr Leu Gly Val Lys Asn Asp Gly Asp Thr Val Leu 

195 200 205 

Gly Thr Ala Trp Tyr Gin Gin Gly Glu Thr Pro Gly Leu Gly Ala Asn 

210 215 220 

lie Thr Asn Pro Glu Trp Gin Glu Gin Phe Tyr Gly Lys Lys lie Phe 
225 230 235 240 

Leu Gin Asp Ser Ser Gly Thr Thr Asn Phe Ala Thr Thr Asp Leu Gly 

245 250 255 

Leu Glu Val Val Lys Gly Ser Val Arg Thr Thr Leu Gly Asp Ser Pro 

260 265 270 

Lys Ala Leu Ser Ala lie Asp Gly lie Ser Gly Ala Thr Leu Thr Cys 

275 280 285 

Asn Gly Val Thr Glu Ala Tyr Val Gin Ser Leu Ala Cys Tyr Arg Gin 

290 295 300 

Leu Leu lie Asn Phe Ser Asn Leu Thr His Glu Lys Lys Thr Gly Glu 
305 310 315 320 

<210>44B 
<211>223 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>448 

Met Thr Ser Lys Lys Ser Tyr Lys Ser Tyr Phe Phe Asp Pro Leu Trp 

15 10 15 

Ser Asn Asn Gin lie Leu lie Ala lie Leu Gly lie Cys Ser Ala Leu 

20 25 30 

Ala Val Thr Thr Thr Val Gin Thr Ala lie Thr Met Gly lie Ala Val 

35 40 45 

Ser lie Val Thr Gly Cys Ser Ser Phe Phe Val Ser Leu Leu Arg Lys 

50 55 60 

Phe Thr Pro Asp Ser Val Arg Met lie Thr Gin Leu lie lie lie Ser 
65 70 75 80 

Leu Phe Val lie Val lie Asp Gin Phe Leu Lys Ala Phe Phe Phe Asp 

85 90 95 

lie Ser Lys Thr Leu Ser Val Phe Val Gly Leu lie lie Thr Asn Cys 

100 105 110 

Xaa Xaa Met Gly Arg Ser Glu Ser Leu Ala Arg His Val Thr Pro lie 

115 120 125 

Pro Ala Phe Leu Asp Gly Phe Ala Ser Gly Leu Gly Tyr Gly Trp Val 

130 135 140 

Leu Leu Val lie Gly Val lie Arg Glu Leu Phe Gly Phe Gly Thr Pro 
145 150 155 160 

Tyr Gly Val Ser His His Pro Ser lie Cys Tyr Ala Ser Glu Thr His 

165 170 175 

Pro Asp Gly Tyr Gin Asn Leu Ser Leu Met Val Leu Ala Pro Ser Ala 

180 185 190 

Phe Phe Leu Leu Gly lie Met lie Trp Leu Val Asn lie Arg Asp Ser 

195 200 205 

Lys Glu Lys Xaa Val Val Tyr Val Val Arg Cys Val Tyr Leu Ala 

210 215 220 

<210>449 
<211>256 
<212>PRT 

<213>Chlamydia pneumoniae 
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\^l^yr Thr Trp Leu Asn Val Phe gI^^^I 



<400>449 

Met Trp Leu Gly ASiPi'yr Thr Trp Leu Asn Val Phe Gl^^le Leu Leu 

15 10 15 

Gin Ala Ala Phe lie Gin Asn lie Leu Leu Ala Asn Phe Leu Gly Met 

20 25 30 

Cys Ser Tyr Leu Ala Cys Ser Thr Arg Val Ser Thr Ala Asn Gly Leu 

35 40 45 

Gly Met Ser Val Ala Leu Val Leu Thr Val Thr Gly Ser lie Asn Trp 

50 55 60 

Phe Val His Ala Phe lie Thr Gly Pro Lys Ala Leu Thr Trp lie Ser 
65 70 75 80 

Pro Ser Leu Ala Ser Val Asn Leu Gly Phe Leu Glu Leu lie lie Phe 

85 90 95 

lie Val Val lie Ala Ala Phe Thr Gin lie Leu Glu Leu Leu Leu Glu 

100 105 110 

Lys Val Ser Arg Asn Leu Tyr Leu Ser Leu Gly lie Phe Leu Pro Leu 

115 120 125 

lie Ala Val Asn Cys Ala lie Leu Gly Gly Val Leu Phe Gly lie Thr 

130 135 140 

Arg Ser Tyr Pro Phe lie Pro Met Met lie Phe Ser Leu Gly Ala Gly 
145 150 155 160 

Cys Gly Trp Trp Leu Ala lie Val lie Leu Ala Thr He Lys Glu Lys 

165 170 175 

Leu Ala Tyr Ser Asp He Pro Lys Asn Leu Gin Gly Met Gly He Ser 

180 185 190 

Phe He Thr Thr Gly Leu He Ala Met Ala Phe Met Ser Leu Thr Gly 

195 200 205 

He Asp He Ser Lys Pro Ser Ala Lys He Gin Arg Ala Pro Leu Glu 

210 215 220 

Thr Glu Val Val Glu Asn Thr Thr Asn Pro Leu Lys Glu Ser Ser Ser 
225 230 235 240 

Lys His Gin Pro Ser He Ser Lys Ala Arg Thr Gin Arg Arg Ser Leu 
245 250 255 

<210>450 
<211>113 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>450 

Lys He Met Thr Thr Leu Pro Lys Tyr Val Pro Arg Ser Arg Gin Asn 

15 10 15 

Pro Asp Thr Leu Thr Phe Leu Lys Arg Tyr Ser Ser Val Leu Leu His 

20 25 30 

Ser Glu Asn Ser Leu Ser Tyr Arg He Phe Ala Lys Val Leu Ala He 

35 40 45 

Leu Leu Thr Ser Leu Ala Val Ala Phe Ala Val Thr Leu Phe Ser Cys 

50 55 60 

Glu Gly Ser Gin Leu Arg Leu Cys Ala Leu Tyr He Gly He Ala Leu 
65 70 75 80 

Ala He Cys Val Leu Leu Thr He Val Val Tyr Cys He Ala Ser Lys 

85 90 95 

He Ala Thr Ala Cys Lys Lys Pro Pro Ser He Ser Arg He Glu He 
100 105 110 

Val 



<210>451 
<211>436 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>451 
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Glu 
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Phe 
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Glu 
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Ser 
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Glu 


Ser 


Glu 
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Phe 
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Met 
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Arg 


Asp 


He 
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Cys 


Lys 


Arg 
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Ala 



Leu 
50 



35 
Leu 



Leu 



Leu 




Gly 



40 
Gly Val 



Ser Phe 



45 

Asp Phe 
60 




Pro 



Leu 



55 



Thr Thr Phe Phe Val Gin Gly Lys Asp Ser lie Gin Val Glu Phe Phe 
65 70 75 80 

Arg Leu Pro Lys Glu Tyr Ser Phe Lys Thr Lys Gin Glu Leu Lys Ala 

85 90 95 

Phe Glu Val Tyr Leu Lys Leu Val Ser Leu Pro Lys Ser Asp Ser Leu 

100 105 110 

Asp Val Pro Asn Glu lie Leu Pro lie Ala Thr lie Lys Ala Lys Glu 

115 120 125 

Pro Arg Leu Val Gly Arg Arg Phe Ser lie Asp Tyr Lys Arg Val Ala 

130 135 140 

Leu Gin Asp Leu Ala Ala Thr Val Pro Met Val Glu Val Leu His Trp 
145 150 155 160 

Gin Gin Asn Ser Glu His Phe Gin Glu lie Leu Gin Gin Phe Pro Asp 

165 170 175 

Val Glu Thr Cys Gin Ser Tyr Lys Asp Phe Gin His Leu Lys Pro Ala 

180 185 190 

Leu Arg Asp Lys lie Ser Leu Phe Thr Arg Lys Glu lie Leu Arg Ala 

195 200 205 

Arg Pro Glu Arg lie Leu Gin Ser Leu Gin Gin Val Pro Lys Gin Ser 

210 215 220 

Gin Glu Val Leu Leu Ser Ala Gly Lys Asn Ser Ala Leu Pro Gly lie 
225 230 235 240 

Ser Asp Gly Gin Gin Leu Ala Lys Val Leu Leu Glu Asn Glu Val Leu 

245 250 255 

Asp Leu Tyr Ser Gin Asp Ala Glu Thr Tyr Tyr Thr lie lie Val Asn 

260 265 270 

Ser Ser Phe Glu Lys Glu Glu Val Leu Pro Tyr Arg Glu Val Leu Lys 

275 280 285 

Arg Asp Leu Ala Ser Gin Leu Leu Thr Ser His Gly His Leu Val Asp 

290 295 300 

Met Glu Arg Leu Glu Ser Ala Leu Arg Thr Arg Tyr Pro Gly Glu Glu 
305 310 315 320 

Gly Ala Ser Leu Trp Gin Arg Arg Leu Trp Lys Val Val Glu Asn His 

325 330 335 

Arg Leu Gly Arg His Leu Glu Gly Ser Phe Ser Trp Ser Leu Asp Arg 

340 345 350 

Ser Leu Lys Thr Phe Ser Arg Gly Asp Lys Glu Leu Pro Gin Glu Phe 

355 360 365 

Asp Arg lie Phe Ser Met Lys Val Gly Asp Tyr Ser Ser Val Phe Met 

370 375 380 

Ser Pro Asn Glu Gly Pro Cys Tyr Tyr Gin Cys Leu Ser His Leu Leu 
385 390 395 400 

Tyr Asp Arg Pro Ala Ser Val Asp Lys Leu Phe Leu Ala Lys Ser Gin 

405 410 415 

Leu Asp Glu Glu Leu Leu Gly Ser Tyr Met Glu Arg Phe lie Glu Gin 

420 425 430 

Gly Val Val Arg 
435 

<210>452 

<211>84 

<212>PRT 

<213 >Chlamydia pneumoniae 
<400>452 

Ser Gin Ala Leu Phe Arg Arg Glu Lys Val Pro Ser Leu Cys Ala Ser 

15 10 15 

Thr Asn Val Gly Val Pro Gin Gin Met Phe Ala Leu Pro Pro Asp Glu 

20 25 30 

Ala Leu Ser Arg Gly Lys Asp Leu Arg Leu Phe Gly Tyr Gin Thr lie 

35 40 45 

Gin Asp Trp Phe Gly Asp Ala Tyr Leu Ser Ala Ala Val Glu Leu Leu 
50 55 60 
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lie Arg Phe lie Asp Glu Gin Lys Lys Val Leu Pro Arg Pro Ser Lys 
65 70 75 80 

Gin Glu Ser Ser 

<210>453 
<211>269 
<212>PRT 

<2 13 >Chlamydia pneumoniae 
<400>453 
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Ser 
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Met 
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Met 
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Glu 
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Leu 
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260 265 



<210>454 
<211>196 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>454 
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Tyr Asn Phe Gly hy^(^K^ Ser Asp Ala Phe Asp lyr ^-^-^^H 

130 135 140 

Val lie Glu Ser Pro Glu Val Ala Ala Lys Ala Asn Lys Val Phe Asn 
145 150 155 ' 160 

Lys Asp lie Gly Leu Ser lie Pro Val Ser His Gly Asp lie Phe Ser 

165 170 175 

Trp Tyr Phe His Ser Val His His Thr Leu Gly His Leu Gin Leu Thr 

180 185 190 

Tyr Met Pro Ala 
195 

<210>455 
<211>214 
<212>PRT 

<2 13 >Chlamydia pneumoniae 
<400>455 

Arg Asp Gly Lys lie Thr Ser Arg Leu Val Trp lie Trp Phe Gin Ser 

15 10 15 

Ser Val Ala Asn lie lie lie Gin Pro Thr Phe Thr Asp Ala Glu Asp 

20 25 30 

Gin Lys Leu Leu Lys Ala Leu Lys Glu Arg His Pro Asn Arg Phe Phe 

35 40 45 

Tyr Val Phe Thr Gly Cys Pro Pro Ser Thr Ser lie Leu Ala Pro Asn 

50 55 60 

Val lie Glu Met His lie Lys Leu Ser lie lie Asp Gly Lys Tyr Cys 
65 70 75 80 

lie Leu Gly Gly Thr Asn Phe Glu Glu Phe Met Cys Thr Pro Gly Asp 

85 90 95 

Glu Val Pro Glu Lys Val Asp Asn Pro Arg Leu Phe Val Ser Gly Val 

100 105 110 

Arg Arg Pro Leu Ala Phe Arg Asp Gin Asp lie Met Leu Arg Ser Thr 

115 120 125 

Ala Phe Gly Leu Gin Leu Arg Glu Glu Tyr His Lys Gin Phe Ala Met 

130 135 140 

Trp Asp Tyr Tyr Ala His His Met Trp Phe lie Asp Asn Pro Glu Gin 
145 150 155 160 

Phe Ala Gly Ala Cys Pro Pro Leu Thr Leu Glu Gin Ala Glu Glu Thr 

165 170 175 

Val Phe Pro Gly Phe Asp Lys His Glu Asp Leu Val Leu Val Asp Ser 

180 185 190 

Ser Lys lie Arg lie Val Leu Gly Gly Pro His Asp Lys Gin Pro Asn 

195 200 205 

Pro Gly Leu Lys Asn lie 

210 
<210>456 
<211>95 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>456 

Gly Val Met Met Ser Arg Leu Arg Phe Arg Leu Ala Ala Leu Gly lie 

15 10 15 

Phe Phe lie Leu Leu Val Pro Asn Ser Val Ser Ala Lys Thr lie Val 

20 25 30 

Ala Ser Asp Lys Glu Lys Val Gly Val Leu Val Tyr Asp Asn Ser Val 

35 40 45 

Glu Ala Phe Gin Gin lie Leu Asp Cys lie Asp His Ala Asn Phe Tyr 

50 55 60 

Val Glu Leu Cys Pro Cys Met Thr Gly Gly Arg Thr Leu Lys Glu Met 
65 70 75 80 

Val Arg Ser Pro Arg Gly Ser Tyr Gly Ser Gly Ser Arg Ala Leu 
85 90 95 

<210>457 
<211>244 
<212>PRT 

<213 >Chlamydia pneumoniae 
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<400>457 
Phe Tyr Val Cys 
1 

Ser Ala Ala Ser 
20 

Gin Asp Gly Glu 
35 

Ser Leu Thr Tyr 
50 

Asn Tyr Ala Asp 
65 

Gly Phe Val Phe 

Ala Thr His Pro 
100 

Val Asn Ser Phe 
115 

Gly Met Leu Ala 
130 

Asn Phe Cys Met 
145 

Gin Glu Asp Arg 

His Gin Gly Ser 
180 

Arg Phe Leu Lys 
195 

lie His Ala Phe 
210 

Gin Glu Ala Arg 
225 

Gly Glu Gly Leu 

<210>458 
<211>845 
<212>PRT 
<213 >Chlamydia pneumoniae 
<400>458 
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Arg Ser Ser Glu Val Glu Arg Leu lie Leu He Leu Cys Arg Arg Arg 

210 215 220 

Lys Asn Asn Pro Val Leu He Gly Glu Ala Gly Val Gly Lys Thr Ala 
225 230 235 240 

lie val Glu Gly Leu Ala Gin Lys He He Leu Asn Glu Val Pro Asp 

245 250 255 

Ala Leu Arg Lys Lys Arg Leu He Thr Leu Asp Leu Ala Leu Met: He 

260 265 270 

Ala Gly Thr Lys Tyr Arg Gly Gin Phe Glu Glu Arg He Lys Ala Val 

275 280 285 

Met Asp Glu Val Arg Lys His Gly Asn He Leu Leu Phe He Asp Glu 

290 295 300 

Leu His Thr He Val Gly Ala Gly Ala Ala Glu Gly Ala He Asp Ala 
305 310 315 320 

Ser Asn He Leu Lys Pro Ala Leu Ala Arg Gly Glu He Gin Cys He 

325 330 335 

Gly Ala Thr Thr He Asp Glu Tyr Arg Lys His He Glu Lys Asp Ala 

340 345 350 

Ala Leu Glu Arg Arg Phe Gin Lys He Val Val His Pro Pro Ser Val 

355 360 365 

Asp Glu Thr He Glu He Leu Arg Gly Leu Lys Lys Lys Tyr Glu Glu 

370 375 380 

His His Asn Val Phe He Thr Glu Glu Ala Leu Lys Ala Ala Ala Thr 
385 390 395 400 

Leu Ser Asp Gin Tyr Val His Gly Arg Phe Leu Pro Asp Lys Ala He 

405 410 415 

Asp Leu Leu Asp Glu Ala Gly Ala Arg Val Arg Val Asn Thr Met Gly 

420 425 430 

Gin Pro Thr Asp Leu Met Lys Leu Glu Ala Glu He Glu Asn Thr Lys 

435 440 445 

Leu Ala Lys Glu Gin Ala He Gly Thr Gin Glu Tyr Glu Lys Ala Ala 

450 455 460 

Gly Leu Arg Asp Glu Glu Lys Lys Leu Arg Glu Arg Leu Gin Ser Met 
465 470 475 480 

Lys Gin Glu Trp Glu Asn His Lys Glu Glu His Gin Val Pro Val Asp 

485 490 495 

Glu Glu Ala Val Ala Gin Val Val Ser Leu Gin Thr Gly He Pro Ser 

500 505 510 

Ala Arg Leu Thr Glu Ala Glu Ser Glu Lys Leu Leu Lys Leu Glu Asp 

515 520 525 

Thr Leu Arg Arg Lys Val He Gly Gin Asn Asp Ala Val Thr Ser He 

530 535 540 

Cys Arg Ala He Arg Arg Ser Arg Thr Gly He Lys Asp Pro Asn Arg 
545 550 555 560 
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p^BTr Cys Leu Gly Ser Gly Val lie 



340 

Phe Tyr Gin Gly Asp'^Tr Cys Leu Gly Ser Gly Val lie Val Pro 
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Met lie Pro Ser Glu Gly 

370 
<210>460 
<211>185 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>460 

He He Ser Ser Asn Asn Arg Val Leu Phe Val Ser Ser Thr Leu Asn 

15 10 15 

Gly Val Phe Pro Ser Ser Leu Pro Glu Glu Ser Ala Asp Leu Phe He 

20 25 30 

Thr Asn Lys Glu He Val Ala Leu Gly Glu Lys Gly Asn Val Phe Leu 

35 40 45 

Thr His Ser He Pro Met His He Ala Ala He Thr He Leu Val He 

50 55 60 

Val Ala Leu Ala Gly He Ala He He Cys Leu Gly Cys Tyr Ser Gin 
65 70 75 80 

Ser He Leu Leu He Ala Val Gly He Val Leu Thr He Leu Thr Leu 

85 90 95 

Leu Cys Leu Gin Ala Leu Val Gly Phe He Lys Phe He Arg Gin Leu 

100 105 110 

Pro Gin Gin Leu His Thr Thr Val Gin Phe He Arg Glu Lys He Arg 

115 120 125 

Pro Glu Ser Ser Leu Gin Leu Val Thr Asn Ala Gin Arg Lys Thr Thr 

130 135 140 

Gin Asp Thr Leu Lys Leu Tyr Glu Glu Leu Cys Asp Leu Ser Gin Lys 
145 150 155 160 

Glu Phe Lys Leu Gin Ser Thr Leu Tyr Gin Lys Arg Phe Glu Leu Ser 

165 170 175 

His Lys Asn Glu Lys Thr Asn Gin Asn 
180 185 

<210>461 
<211>220 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>461 

Leu Ala Thr He Arg Gly Asn Asn Met Ala Thr Ser Val Ala Pro Ser 

15 10 15 

Pro Val Pro Glu Ser Ser Pro Leu Ser His Ala Thr Glu Val Leu Asn 

20 25 30 

Leu Pro Asn Ala Tyr He Thr Gin Pro His Pro He Pro Ala Ala Pro 

35 40 45 

Trp Glu Thr Phe Arg Ser Lys Leu Ser Thr Lys His Thr Leu Cys Phe 

50 55 60 

Ala Leu Thr Leu Leu Leu Thr Leu Gly Gly Thr He Ser Ala Gly Tyr 
65 70 75 80 

Ala Gly Tyr Thr Gly Asn Trp He He Cys Gly He Gly Leu Gly He 

85 90 95 

He Val Leu Thr Leu He Leu Ala Leu Leu Leu Ala He Pro Leu Lys 

100 105 110 

Asn Lys Gin Thr Gly Thr Lys Leu He Asp Glu He Ser Gin Asp He 

115 120 125 

Ser Ser He Gly Ser Gly Phe Val Gin Arg Tyr Gly Leu Met Phe Ser 

130 135 140 

Thr He Lys Ser Val His Leu Pro Glu Leu Thr Thr Gin Asn Gin Glu 
145 150 155 160 

Lys Thr Arg He Leu Asn Glu He Glu Ala Lys Lys Glu Ser He Gin 

165 170 175 

Asn Leu Glu Leu Lys He Thr Glu Cys Gin Asn Lys Leu Ala Gin Lys 

180 185 190 

Gin Pro Lys Arg Lys Ser Ser Gin Lys Ser Phe Met Arg Ser He Lys 
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195 200 2 

His Leu Ser Lys A^^^ro Val lie Leu Phe Asp Cys 
210 215 220 

<210>462 
<211>159 
<212>PRT 

<213 >ChlaTnydia pneumoniae 
<400>462 

Arg Trp Arg lie Leu Gin Asn Met Phe Lys Leu Leu Phe His lie Ala 

15 10 IS 

Ala Phe Ala Gly His Val Leu Ser Thr Pro lie Phe lie Val Gin Asp 

20 25 30 

Ala Cys Gly lie Asp Glu Glu Ala Cys Lys Asn Pro Pro Pro Arg Pro 

35 40 45 

Phe Ser Ala Gin Val Gin Tyr Leu Lys Val Asn Asp Ala Lys Phe Lys 

50 55 60 

Lys Leu Pro His Gin Thr lie Gly Tyr Arg Gin Tyr Asp Gly Thr Phe 
65 70 75 80 

Leu Cys Thr Leu Pro lie Thr Glu His Ser Gly Leu Leu Phe Ser Thr 

85 90 95 

Gly Tyr lie Gly Ala Asp lie Gin Trp Lys Ser Ser Leu Pro lie Ser 

100 105 110 

Glu Thr Asp Pro Asn Gly Leu Gly Trp Ala Thr Phe Gin Asp Thr Ser 

115 120 125 

Phe Tyr Asn Tyr Val Leu Leu Ser Leu Gly Ala Tyr Thr Leu Ser Xaa 
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Lys Lys Leu Ala Val Val Tyr His Ser Phe Trp Ala Cys Gly Ser 
145 150 155 

<210>463 
<211>186 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>463 

Glu Leu lie His Ser Pro Leu Lys Asn Trp Gin Trp Ser lie lie Leu 

15 10 15 

Ser Gly Leu Val Asp Pro Lys Asn He Glu Met Gly Tyr Gly Leu Tyr 

20 25 30 

Gin Gly Val Leu Ser Gly Lys Tyr Gin Ala Thr Glu Lys Leu Ser Ala 

35 40 45 

He Phe Gly Val He Asn Glu Thr Gly Leu His Gin Glu Lys Ala Trp 

50 55 60 

Pro Leu Val Gly Val Ser Tyr Lys Ala Thr Asp Gin Leu Thr Leu Asn 
65 70 75 80 

Cys He Tyr Pro Val Asn Phe Ser He Asp T>'r Arg Ser Thr Ser Val 

85 90 95 

Cys Asn Leu Gly Leu Ala Tyr Arg Leu Thr Arg Phe Arg Lys Lys Leu 

100 105 110 

Tyr Lys Asn His Leu He Ser Ser Arg Gly He Phe Glu Tyr Gin Gly 

115 120 125 

Arg Glu He Glu Ala Asn Val Lys Leu Thr Pro Trp Pro Gly Ser Phe 

130 135 140 

He Lys Gly Phe Tyr Gly Trp Ser He Gly Asn Asp He Ser He Ala 
145 150 155 160 

Asp Asp His Asn Asn Asn Lys Thr Ser His Thr Phe Lys Thr Ser Ala 

165 170 175 

Phe Phe Gly Gly Ser Ala Val Met Asn Phe 
180 185 

<210>464 
<211>127 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>464 

Val Asp Ser Met Ser Gin Pro Pro He Asn Pro Leu Gly Gin Pro Gin 
1 5 10 15 
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He 


Leu 


Cys 












550 










555 










5d 0 


Asn 


X xe 


Ser 


LxXU 


Ser 


Asp 


xxe 


A 1 = 

AX a 


Tnr 


Lys 


Ser 


Leu 


xnr 


Leu 


Thr 


QjXU 










565 










570 










575 




Asn 


Lj X Ll 


Ser 


Leu 


ber 


fne 


xxe 


Asn 


Asn 


inr 


AX a 


Lys 


Arg 


Ser 


Gly 










580 










585 










590 






vjxy 


T 1 ^ 

X xe 


Tyr 


Ala 


Pro 


Lys 


Cys 


vax 


xxe 


Ser 


GXy 


Ser 


GXU 


Ser 


He 


Asn 






595 










600 










605 










Asp 


Gly Asn 


1 nr 


AX a 


uXU 


IXli 


ocr 


\jxy 


vjxy 


AX a 


X X6 


Tyr 


Ser 


Lys 




5x0 










ol5 










62 0 










As n 


Leu 


Ser 


He 


xnr 


Axa 


Asn 




Pro 


vax 


r 


vne 


i nr 


Asn 


Asn 


aer 












630 










63 5 










640 


L3±y 


LiXy 


Lys 


Gly 


Gly 


AX a 


xxe 


Tyr 


xxe 


Air* 

AX a 


Asp 


Ser 


Gly 


Glu 


Leu 


ber 










645 










650 










655 




Leu 


oXU 


Ala 


He 


Asp 


GXy 


Asp 


xxe 


Thr 


Phe 


Ser 


Gxy 


Asn 


Arg 


Ala 


Tnr 








660 










665 










670 






CjJLU 


(jXy 


Thr 


Ser 


Thr 


Pro 


Asn 


Ser 


XXe 


.Hi s 


Leu 


Gly 


AX a 


Gly 


Ala 


Lys 






675 










6 80 










6 85 










rpv, — 

inir 


Lys 


Leu 


A T -» 

AX a 


AX a 


A T -=1 

AX a 


Pro 


Gxy 


His 


Thr 


xxe 


Tyr 


Phe 


Tyr 


Asp 




690 










695 










700 










Pro 


lie 


Thr 


Met 


Glu 


Ala 


Pro 


Ala 


Ser 


Gly 


Gly 


Thr 


He 


Glu 


Glu 


Leu 


705 










710 










715 










720 


Val 


lie 


Asn 


Pro 


Val 


Val 


Lys 


Ala 


He 


Val 


Pro 


Pro 


Pro 


Gin 


Pro 


Lys 










725 










730 










735 
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Asn Gly Pro lie Ala^^B- Val Pro Val Vai Pro val Ala^^B Ala Asn 

740 745 
Pro Asn Thr Gly Thr lie Val Phe Ser Ser Gly Lys Leu Pro Ser Gin 

755 760 765 

Asp Ala Ser lie Pro Ala Asn Thr Thr Thr lie Leu Asn Gin Lys lie 

770 775 780 

Asn Leu Ala Gly Gly Asn Val Val Leu Lys Glu Gly Ala Thr Leu Gin 
785 790 795 800 

Val Tyr Ser Phe Thr Gin Gin Pro Asp Ser Thr Val Phe Met Asp Ala 

805 810 815 

Gly Thr Thr Leu Glu Thr Thr Thr Thr Asn Asn Thr Asp Gly Ser lie 

820 825 830 

Asp Leu Lys Asn Leu Ser Val Asn Leu Asp Ala Leu Asp Gly Lys Arg 

835 840 845 

Met lie Thr lie Ala Val Asn Ser Thr Ser Gly Gly Leu Lys lie Ser 

850 855 860 

Gly Asp Leu Lys Phe His Asn Asn Glu Gly Ser Phe Tyr Asp Asn Pro 
865 870 875 880 

Gly Leu Lys Ala Asn Leu Asn Leu Pro Phe Leu Asp Leu Ser Ser Thr 

885 890 895 

Ser Gly Thr Val Asn Leu Asp Asp Phe Asn Pro lie Pro Ser Ser Met 

900 905 910 

Ala Ala Pro Asp Tyr Gly Tyr Gin Gly Ser Trp Thr Leu Val Pro Lys 

915 920 925 

Val Gly Ala Gly Gly Lys Val Thr Leu Val Ala Glu Trp Gin Ala Leu 

930 935 940 

Gly Tyr Thr Pro Lys Pro Glu Leu Arg Ala Thr Leu Val Pro Asn Ser 
945 950 955 960 

Leu Trp Asn Ala Tyr Val Asn lie His Ser lie Gin Gin Glu lie Ala 

965 970 975 

Thr Ala Met Ser Asp Ala Pro Ser His Pro Gly lie Trp lie Gly Gly 

980 985 990 

lie Gly Asn Ala Phe His Gin Asp Lys Gin Lys Glu Asn Ala Gly Phe 

995 1000 1005 

Arg Leu lie Ser Arg Gly Tyr lie Val Gly Gly Ser Met Thr Thr Pro 

1010 1015 1020 

Gin Glu Tyr Thr Phe Ala Val Ala Phe Ser Gin Leu Phe Gly Lys Ser 
1025 1030 1035 1040 

Lys Asp Tyr Val Val Ser Asp lie Lys Ser Gin Val Tyr Ala Gly Ser 

1045 1050 1055 

Leu Cys Ala Gin Ser Ser Tyr Val lie Pro Leu His Ser Ser Leu Arg 

1060 1065 1070 

Arg His Val Leu Ser Lys Val Leu Pro Glu Leu Pro Gly Glu Thr Pro 

1075 1080 1085 

Leu Val Leu His Gly Gin Val Ser Tyr Gly Arg Asn His His Asn Met 

1090 1095 1100 

Thr Thr Lys Leu Ala Asn Asn Thr Gin Gly Lys Ser Asp Trp Asp Ser 
1105 1110 1115 1120 

His Ser Ser Leu Leu Lys Ser Val Val Leu Phe Leu 
1125 1130 

<210>467 
<211>154 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>467 

Phe Ala Val Glu Val Gly Gly Ser Leu Pro Val Asp Leu Asn Tyr Arg 

1 5 .10 15 

Tyr Leu Thr Ser Tyr Ser Pro Tyr Val Lys Leu Gin Val Val Ser Val 

20 25 30 

Asn Gin Lys Gly Phe Gin Glu Val Ala Ala Asp Pro Arg lie Phe Asp 

35 40 45 

Ala Ser His Leu Val Asn Val Ser lie Pro Met Gly Leu Thr Phe Lys 

50 55 60 

His Glu Ser Ala Lys Pro Pro Ser Ala Leu Leu Leu Thr Leu Gly Tyr 
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65 70 75 80 

Ala Val Asp Ala Tyr Arg Asp His Pro His Cys Leu Thr Ser Leu Thr 

85 90 95 

Asn Gly Thr Ser Trp Ser Thr Phe Ala Thr Asn Leu Ser Arg Gin Ala 

100 105 110 

Phe Phe Ala Glu Ala Ser Gly His Leu Lys Leu Leu His Gly Leu Asp 

115 120 125 

Cys Phe Ala Ser Gly Ser Cys Glu Leu Arg Ser Ser Ser Arg Ser Tyr 

130 135 140 

Asn Ala Asn Cys Gly Thr Arg Tyr Ser Phe 
145 150 
<210>468 
<211>671 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>468 

Met Lys Ser Ser Val Ser Trp Leu Phe Phe Ser Ser He Pro Leu Phe 

15 10 15 

Ser Ser Leu Ser He Val Ala Ala Glu Val Thr Leu Asp Ser Ser Asn 

20 25 30 

Asn Ser Tyr Asp Gly Ser Asn Gly Thr Thr Phe Thr Val Phe Ser Thr 

35 40 45 

Thr Asp Ala Ala Ala Gly Thr Thr Tyr Ser Leu Leu Ser Asp Val Ser 

50 55 60 

Phe Gin Asn Ala Gly Ala Leu Gly He Pro Leu Ala Ser Gly Cys Phe 
65 70 75 80 

Leu Glu Ala Gly Gly Asp Leu Thr Phe Gin Gly Asn Gin His Ala Leu 

85 90 95 

Lys Phe Ala Phe He Asn Ala Gly Ser Ser Ala Gly Thr Val Ala Ser 

100 105 110 

Thr Ser Ala Ala Asp Lys Asn Leu Leu Phe Asn Asp Phe Ser Arg Leu 

115 120 125 

Ser He He Ser Cys Pro Ser Leu Leu Leu Ser Pro Thr Gly Gin Cys 

130 135 140 

Ala Leu Lvs Ser Val Gly Asn Leu Ser Leu Thr Gly Asn Ser Gin He 
145 ' 150 * 155 160 

He Phe Thr Gin Asn Phe Ser Ser Asp Asn Gly Gly Val He Asn Thr 

165 170 175 

Lys Asn Phe Leu Leu Ser Gly Thr Ser Gin Phe Ala Ser Phe Ser Arg 

180 185 190 

Asn Gin Ala Phe Thr Gly Lys Gin Gly Gly Val Val Tyr Ala Thr Gly 

195 200 205 

Thr He Thr He Glu Asn Ser Pro Gly He Val Ser Phe Ser Gin Asn 

210 215 220 

Leu Ala Lys Gly Ser Gly Gly Ala Leu Tyr Ser Thr Asp Asn Cys Ser 
225 230 235 240 

He Thr Asp Asn Phe Gin Val He Phe Asp Gly Asn Ser Ala Trp Glu 

245 250 255 

Ala Ala Gin Ala Gin Gly Gly Ala He Cys Cys Thr Thr Thr Asp Lys 

260 265 270 

Thr Val Thr Leu Thr Gly Asn Lys Asn Leu Ser Phe Thr Asn Asn Thr 

275 280 285 

Ala Leu Thr Tyr Gly Gly Ala He Ser Gly Leu Lys Val Ser He Ser 

290 295 300 

Ala Gly Gly Pro Thr Leu Phe Gin Ser Asn He Ser Gly Ser Ser Ala 
305 310 . 315 320 

Gly Gin Gly Gly Gly Gly Ala He Asn He Ala Ser Ala Gly Glu Leu 

325 330 335 

Ala Leu Ser Ala Thr Ser. Gly Asp He Thr Phe Asn Asn Asn Gin Val 

340 345 350 

Thr Asn Gly Ser Thr Ser Thr Arg Asn Ala He Asn He He Asp Thr 

355 360 365 

Ala Lys Val Thr Ser He Arg Ala Ala Thr Gly Gin Ser He Tyr Phe 
370 375 380 
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Tyr ASP Pro He Thr Asn Pro Gly Thr Ala Ala Ser Thr Asp Thr Leu 
385 390 395 400 

Asn Leu Asn Leu Ala Asp Ala Asn Ser Glu He Glu Tyr Gly Gly Ala 

405 410 415 

He Val Phe Ser Gly Glu Lys Leu Ser Pro Thr Glu Lys Ala He Ala 

420 425 430 

Ala Asn Val Thr Ser Thr He Arg Gin Pro Ala Val Leu Ala Arg Gly 

435 440 445 

Asp Leu Val Leu Arg Asp Gly Val Thr Val Thr Phe Lys Asp Leu Thr 

450 455 460 

Gin Ser Pro Gly Ser Arg He Leu Met Asp Gly Gly Thr Thr Leu Ser 
465 470 475 480 

Ala Lys Glu Ala Asn Leu Ser Leu Asn Gly Leu Ala Val Asn Leu Ser 

485 490 495 

Ser Leu Asp Gly Thr Asn Lys Ala Ala Leu Lys Thr Glu Ala Ala Asp 

500 505 510 

Lys Asn He Ser Leu Ser Gly Thr He Ala Leu He Asp Thr Glu Gly 

515 520 525 

Ser Phe Tyr Glu Asn His Asn Leu Lys Ser Ala Ser Thr Tyr Pro Leu 

530 535 540 

Leu Glu Leu Thr Thr Ala Glv Ala Asn Gly Thr He Thr Leu Gly Ala 
545 550 555 560 

Leu ser Thr Leu Thr Leu Gin Glu Pro Glu Thr His Tyr Gly Tyr Gin 

565 570 575 

Gly Asn Trp Gin Leu Ser Tro Ala Asn Ala Thr Ser Ser Lys He Gly 

580 585 590 

Ser He Asn Trp Thr Arg Thr Gly Tyr He Pro Ser Pro Glu Arg Lys 

595 600 605 

Ser Asn Leu Pro Leu Asn Ser Leu Trp Gly Asn Phe He Asp He Arg 

610 615 620 

Ser He Asn Gin Leu He Glu Thr Lys Ser Ser Gly Glu Pro Phe Glu 
625 630 635 640 

Arg Glu Tyr Gly Phe Gin Glu Leu Arg He Ser Ser He Glu He Leu 

645 650 655 

Cys Pro Pro Ala Met Val Ser Ala He Ser Ala Gly Val Met His 
660 665 670 

<210>469 
<211>294 
<212>PRT 

<2 13 >Chlamydia pneumoniae 
<400>469 

Val Trp Leu Ser Gly He Ala Asn Phe Phe Tyr Arg Asp Ser Met Pro 

1 5 10 . 15 

Thr Arg His Gly Phe Arg His He Ser Gly Gly Tyr Ala Leu Gly He 

20 25 30 

Thr Ala Thr Thr Pro Ala Glu Asp Gin Leu Thr Phe Ala Phe Cys Gin 

35 40 45 

Leu Phe Ala Arg Asp Arg Asn His He Thr Gly Lys Asn His Gly Asp 

50 55 60 

Thr Tyr Gly Ala Ser Leu Tyr Phe His His Thr Glu Gly Leu Phe Asp 
65 70 75 80 

He Ala Asn Phe Leu Trp Gly Lys Ala Thr Arg Ala Pro Trp Val Leu 

85 90 
Ser Glu He Ser Gin He He Pro Leu Ser Phe Asp Ala Lys Phe Se 

100 105 110 

Tyr Leu His Thr Asp Asn His Met Lys Thr Tyr Tyr Thr Asp Asn Ser 

115 120 ' 125 

He He Lys Gly Ser Trp Arg Asn Asp Ala Phe Cys Ala Asp Leu Gly 

130 135 140 

Ala Ser Leu Pro Phe Val" He Ser Val Pro Tyr Leu Leu Lys Glu Val 
145 150 155 160 

Glu Pro Phe Val Lvs Val Gin Tyr He Tyr Ala His Gin Gin Asp Phe 

165 170 175 

Tyr Glu Arg Tyr Ala Glu Gly Arg Ala Phe Asn Lys Ser Glu Leu He 



r 



649 



wo 99/27105 PCT/XB98/01890 



185 ^W*^ 

Asn Val Glu lie P^Brle Gly Val Thr Phe Glu Arg AspIRr Lys Ser 

195. 200 205 

Glu Lys Gly Thr Tyr Asp Leu Thr Leu Met Tyr lie Leu Asp Ala Tyr 

210 215 220 

Arg Arg Asn Pro Lys Cys Gin Thr Ser Leu lie Ala Ser Asp Ala Asn 
225 230 235 240 

Trp Met Ala Tyr Gly Thr Asn Leu Ala Arg Gin Gly Phe Ser Val Arg 

245 250 255 

Ala Ala Asn His Phe Gin Val Asn Pro His Met Glu lie Phe Gly Gin 

260 265 270 

Phe Ala Phe Glu Val Arg Ser Ser Ser Arg Asn Tyr Asn Thr Asn Leu 

275 280 285 

Gly Ser Lys Phe Cys Phe 

290 
<210>470 
<211>930 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>470 

Met Lys lie Pro Leu His Lys Leu Leu lie Ser Ser Thr Leu Val Thr 

15 10 15 

Pro lie Leu Leu Ser lie Ala Thr Tyr Gly Ala Asp Ala Ser Leu Ser 

20 25 30 

Pro Thr Asp Ser Phe Asp Gly Ala Gly Gly Ser Thr Phe Thr Pro Lys 

35 40 45 

Ser Thr Ala Asp Ala Asn Gly Thr Asn Tyr Val Leu Ser Gly Asn Val 

50 55 60 

Tyr lie Asn Asp Ala Gly Lys Gly Thr Ala Leu Thr Gly Cys Cys Phe 
65 70 75 80 

Thr Glu Thr Thr Gly Asp Leu Thr Phe Thr Gly Lys Gly Tyr Ser Phe 

85 90 95 

Ser Phe Asn Thr Val Asp Ala Gly Ser Asn Ala Gly Ala Ala Ala Ser 

100 105 110 

Thr Thr Ala Asp Lys Ala Leu Thr Phe Thr Gly Phe Ser Asn Leu Ser 

115 120 125 

Phe lie Ala Ala Pro Gly Thr Thr Val Ala Ser Gly Lys Ser Thr Leu 

130 135 140 

Ser Ser Ala Gly Ala Leu Asn Leu Thr Asp Asn Gly Thr lie Leu Phe 
145 150 155 160 

Ser Gin Asn Val Ser Asn Glu Ala Asn Asn Asn Gly Gly Ala lie Thr 

165 170 175 

Ala Lys Thr Leu Ser lie Ser Gly Asn Thr Ser Ser lie Thr Phe Thr 

180 185 190 

Ser Asn Ser Ala Lys Lys Leu Gly Gly Ala lie Tyr Ser Ser Ala Ala 

195 200 205 

Ala Ser lie Ser Gly Asn Thr Gly Gin Leu Val Phe Met Asn Asn Lys 

210 215 220 

Gly Glu Thr Gly Gly Gly Ala Leu Gly Phe Glu Ala Ser Ser Ser lie 
225 230 235 240 

Thr Gin Asn Ser Ser Leu Phe Phe Ser Gly Asn Thr Ala Thr Asp Ala 

245 250 255 

Ala Gly Lys Gly Gly Ala lie Tyr Cys Glu Lys Thr Gly Glu Thr Pro 

260 265 270 

Thr Leu Thr lie Ser Gly Asn Lys Ser Leu Thr Phe Ala Glu Asn Ser 

275 280 285 

Ser Val Thr Gin Gly Gly Ala He Cys ,Ala His Gly Leu Asp Leu Ser 

290 295 300 

Ala Ala Gly Pro Thr Leu Phe Ser Asn Asn Arg Cys Gly Asn Thr Ala 
305 310 315 320 

Ala Gly Lys Gly Gly Ala He Ala He Ala Asp Ser Gly Ser Leu Ser 

325 330 335 

Leu Ser Ala Asn Gin Gly Asp He Thr Phe Leu Gly Asn Thr Leu Thr 
340 345 350 
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Ser Thr Ser Ala 
355 

Ser Ala Lys lie 
370 

Phe Tyr Asp Pro 
385 

Thr lie Asn Gin 

lie Val Phe Ser 
420 

Asp Asn Phe Thr 
435 

Thr Leu Ala Leu 
450 

Gin Thr Glu Gly 
465 

Ala Asp Thr Glu 

Ala Leu Glu Gly 
500 

Lys Thr lie Thr 
515 

Asn Phe Tyr Glu 
530 

Val Val Phe Thr 
545 

Leu Leu Thr Ser 

Gly His Trp Glu 
580 

Thr Met Thr Trp 
595 

Ala Ser Val Val 
610 

Thr Leu Gin Gin 
625 

Arg Gly Leu Trp 

Ser Gly Thr Asn 
660 

Gly Gly Ser Ala 
675 

Cys Gin Leu Phe 
690 

Ser His Asn Tyr 
705 

Gly Gly Leu Pro 

Asp lie Pro Leu 
740 

Asn Asp Met Asp 
755 

Trp Thr Asn Asn 
770 

Tyr Leu Pro Lys 
785 

Lys Phe Gin Ala 

Ala Glu Ala Arg 
820 

Pro Val Gly He 
835 

Phe Glu He Ser 
850 



Pro Thr Ser Thr 
360 

Thr Asn Leu Arg 
375 

He Ala Ser Asn 
390 

Pro Asp Ser Asn 
405 

Gly Glu Lys Leu 

Ser He Leu Lys 
440 

Lys Gly Asn Val 
455 

Ser Thr Leu Leu 
470 

Ala He Ser Leu 
485 

Asn Lys Ser Val 

Leu Thr Ser Pro 
520 

Ser His Thr He 
535 

Ala Ala Thr Ala 
550 

Pro Val Gin Thr 
565 

Ala Thr Trp Ala 

Val Thr Thr Gly 
600 

Pro Asp Ser Leu 
615 

He Met Thr Ser 
630 

Ala Ser Gly Thr 
645 

Gin Ala Phe Arg 

Glu Asp Phe Ser 
680 

Gly Lys Asp Lys 
695 

Leu Ala Ser Leu 
710 

Met Pro Ser Phe 
725 

He Leu Asn Ala 

Thr Arg Tyr Thr 
760 

Ser Gly Ala Leu 
775 

Glu Ala Pro Phe 
790 

Val Tyr Ser Arg 
805 

Ala Phe Asp Asp 

Arg Leu Glu Lys 
840 

Leu Ala Tyr He 
855 



Arg Asn Ala He 

Ala Ala Gin Gly 
380 

Thr Thr Gly Ala 
395 

Ser Pro Leu Asp 
410 



Ser Ala Asp Glu 
425 



Gin 


Pro 


Leu 


Ala 


Glu 


Leu 


Asp 


Val 








460 


Met 


Gin 


Pro 


Gly 






475 




Thr 


Lys 


Leu 


Val 




490 






Ser 


He 


Glu 


Thr 


505 








Leu 


Val 


Phe 


Gin 


As n 


Gin 


Ala 


Phe 








540 


Ala 


Ser 


Asp 


He 






555 




Pro 


Glu 


Pro 


His 




570 






Asp 


Thr 


Ser 


Thr 


585 








Tyr 


Asn 


Pro 


Asn 




Ala 


Ser 


Phe 








620 


Gin 


Ala 


Asn 


Ser 






635 




Ala 


Asn 


Phe 


Phe 




650 






His 


Lys 


Ser 


Tyr 


665 








Glu 


Asn 


He 


Phe 


Asp 


Leu 


Phe 


He 








700 


Tyr 


Leu 


Gin 


His 






715 




Gly 


Ser 


He 


Thr 




730 






Gin 


Leu 


Ser 


Tyr 


745 








Ser 


Tyr 


Pro 


Glu 


Glu 


Leu 


Gly 


Gly 








780 


Phe 


Gin 


Gly 


Tyr 






795 




cin 


Gin 


Asn 


Phe 




810 






Gly 


Asp 


Leu 


Val 


825 








He 


Ser 


Glu 


Asp 


Gly 


Asp 


Val 


Tyr 



860 
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Tyr Leu Gly Ser 
365 

Gin Ser He Tyr 

Ser Asp Val Leu 
400 

Tyr Ser Gly Thr 
415 

Ala Lys Ala Ala 
430 

Leu Ala Ser Gly 
445 

Asn Gly Phe Thr 

Thr Lys Leu Lys 
480 

Val Asp Leu Ser 
495 

Ala Gly Ala Asn 
510 

Asp Ser Ser Gly 
525 

Thr Gin Pro Leu 



Tyr 


He 


Asp 


Ala 








560 


Tyr 


Gly 


Tyr 


Gin 






575 




Ala 


Lys 


Ser 


Gly 




590 






Pro 


Glu 


Arg 


Arg 


605 








Thr 


Asp 


He 


Arg 


He 


Tyr 


Gin 


Gin 








640 


His 


Lys 


Asp 


Lys 






655 




Gly 


Tyr 


He 


Val 




670 






Ser 


Val 


Ala 


Phe 


685 








Val 


Glu 


Asn 


Thr 


Arg 


Ala 


Phe 


Leu 








720 


Asp 


Met 


Leu 


Lys 






735 




Ser 


Tyr 


Thr 


Lys 




750 






Ala 


Gin 


Gly 


Ser 


765 








Ser 


Leu 


Ala 


Leu 


Phe 


Pro 


Phe 


Leu 



800 

Lys Glu Ser Gly 
815 

Asn Cys Ser He 
830 

Glu Lys Asn Asn 
845 

Arg Lys Asn Pro 
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Arg Ser Arg 
865 

Cys Lys Asn 

Leu Thr Leu 

Leu Arg Gly 
915 

Ser Phe 
930 
<210>471 
<211>138 
<212>PRT 
<213 ^Chlamydia pneumoniae 
<400>471 
lie Ala Pro 
1 

Glu Val Phe 

Leu Leu Leu 
35 

Leu Ser Val 
50 

Glu Ala Thr 
65 

Pro Val Asn 

Ala Phe Glu 

Pro Val Asn 
115 

Asn Ala Val 

130 
<210>472 
<211>927 
<212>PRT 
<2 13 ^Chlamydia pneumoniae 
<400>472 



Met 


Lys 


Ser 


Ser 


Leu 


His 


Trp 


Phe 


Leu 


He 


Ser 


Ser 


Ser 


Leu 


Ala 


Leu 


1 








5 










10 










15 




Pro 


Leu 


Ser 


Leu 


Asn 


Phe 


Ser 


Ala 


Phe 


Ala 


Ala 


Val 


Val 


Glu 


He 


Asn 








20 










25 










30 






Leu 


Gly 


Pro 


Thr 


Asn 


Ser 


Phe 


Ser 


Gly 


Pro 


Gly 


Thr 


Tyr 


Thr 


Pro 


Pro 






35 










40 










45 








Ala 


Gin 


Thr 


Thr 


Asn 


Ala 


Asp 


Gly 


Thr 


He 


Tyr 


Asn 


Leu 


Thr 


Gly 


Asp 




50 










55 










60 










Val 


Ser 


He 


Thr 


Asn 


Ala 


Gly 


Ser 


Pro 


Thr 


Ala 


Leu 


Thr 


Ala 


Ser 


Cys 


65 










70 










75 










80 


Phe 


Lys 


Glu 


Thr 


Thr 


Gly 


Asn 


Leu 


Ser 


Phe 


Gin 


Gly 


His 


Gly 


Tyr 


Gin 










85 










90 










95 




Phe 


Leu 


Leu 


Gin 


Asn 


He 


Asp 


Ala 


Gly 


Ala 


Asn 


Cys 


Thr 


Phe 


Thr 


Asn 








100 










105 










110 






Thr 


Ala 


Ala 


Asn 


Lys 


Leu 


Leu 


Ser 


Phe 


Ser 


Gly 


Phe 


Ser 


Tyr 


Leu 


Ser 






115 










120 










125 








Leu 


He 


Gin 


Thr 


Thr 


Asn 


Ala 


Thr 


Thr 


Gly 


Thr 


Gly 


Ala 


He 


Lys 


Ser 




130 










135 










140 










Thr 


Gly 


Ala 


Cys 


Ser 


He 


Gin 


Ser 


Asn 


Tyr 


Ser 


Cys 


Tyr 


Phe 


Gly 


Gin 


145 










150 










155 










160 


Asn 


Phe 


Ser 


Asn 


Asp 


Asn 


Gly 


Gly 


Ala 


Leu 


Gin 


Gly 


Ser 


Ser 


He 


Ser 










165 










170 










175 




Leu 


Ser 


Leu 


Asn 


Pro 


Asn 


Leu 


Thr 


Phe 


Ala 


Lys 


Asn 


Lys 


Ala 


Thr 


Gin 








180 










185 










190 






Lys 


Gly 


Gly 


Ala 


Leu 


Tyr 


Ser 


Thr 


Gly 


Gly 


He 


Thr 


He 


Asn 


Asn 


Thr 






195 










200 










205 









652 
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Thr Ser Leu Met Val Ser Gly Ala Ser Trp Thr Ser Leu 
870 875 880 

Leu Ala Arg Gin Ala Phe Leu Ala Ser Ala Gly Ser His 

885 890 895 

Ser Pro His Val Glu Leu Ser Gly Glu Ala Ala Tyr Glu 
900 905 910 

Ser Ala His He Tyr Asn Val Asp Cys Gly Leu Arg Tyr 
920 925 



Pro Asn Phe Phe Ala Leu Leu Leu Val Lys Val He Glu 

5 10 15 

Pro Glu He Glu Arg Val Phe Ala Val He Ala Pro Pro 

20 25 30 

Ala Ser Leu Glu Thr Phe Trp Leu Lys Arg He Val Pro 

40 45 
Arg Phe Lys Ala Pro Ala Glu Leu Lys Val Leu Phe Pro 

55 60 
Val Val Pro Gly Ala Ala Met Lys Glu Arg Leu Glu Asn 
70 75 80 

Val Arg Ala Leu Ser Ala Val Val Leu Ala Ala Ala Pro 

35 90 95 

Pro Ala Ser Thr Val Leu Asn Glu Asn Glu Tyr Pro Phe 
100 105 110 

Val Arg Ser Pro Val Val Ser Val Lys Gin Gin Pro Val 

120 125 
Pro Phe Pro Ala Ser Phe He 
135 
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Leu 


Asn 


Ser 


Ala 




210 






Ala 


He 


Tyr 


Thr 


225 








Ser 


Phe 


He 


Asn 


He 


Tyr 


Cys 


Ser 








260 


Asp 


Asn 


Gly 


Glu 






275 




Gly 


Ala 


He 


Tyr 




290 






Leu 


Phe 


Lys 


Asn 


305 








Ala 


He 


Ala 


He 


Gly 


Asp 


He 


Thr 








340 


Ser 


Gin 


Thr 


Thr 






355 




Lys 


He 


Val 


Gin 




370 






Asp 


Pro 


He 


Thr 


385 








Leu 


Asn 


Gly 


Pro 


Val 


Phe 


Ser 


Gly 








420 


Asn 


Leu 


Lys 


Ser 






435 




Leu 


Ser 


Leu 


Lys 




450 






Ser 


Pro 


Gly 


Ser 


465 








Ala 


Asp 


Gly 


Ser 


Arg 


Asp 


Gin 


Glu 








500 


Thr 


Leu 


Ser 


Gly 
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Ser Ser Glu 

215 

Glu Ala Ser Ser 
230 

Asn Ser Val Thr 
245 

Ser Thr Ser Ala 

Leu Asn Phe He 
280 

Thr Asp Asn Leu 
295 

Asn Ser Ala He 
310 

Ala Asp Ser Gly 
325 

Phe Glu Gly Asn 

Thr Arg Asn Ser 
360 

Leu Arg Ala Ser 
375 

Thr Ser He Thr 
390 

Asp Leu Ala Gly 
405 

Glu Lys Leu Ser 

Thr He Gin Gin 
440 

Ser Gly Val Thr 
455 

Thr Leu Leu Met 
470 

Leu Ser He He 
485 

Xaa Thr Leu Lys 

Ser Leu Ser Leu 
520 

Trp Asn Asn Pro 
535 

Pro Ala Asn He 
550 

Asn Pro He His 
565 

Glu Asp Thr Ala 

Thr Gly Tyr Asn 
600 

Thr Leu Trp Gly 
615 

Ala Thr Lys Val 
630 

Gly He Ser Asn 
645 

Phe Arg His He 

Ala Ser Asp Asn 
680 

Asp Arg Asp His 
695 

Ser Leu His Leu 
710 



Asn Thr Ala Ala 
220 

Phe He Ser Ser 
235 

Ala Thr Ser Ala 
250 

Pro Lys Pro Val 
265 

Gly Asn Thr Ala 

Val Leu Ser Ser 
300 

Asp Thr Ala Ala 
315 

Ser Leu Ser Leu 
330 

Thr Val Val Lys 
345 

He Asn He Gly 

Gin Gly Asn Thr 
380 

Ala Ala Leu Ser 
395 

Asn Pro Ala Tyr 
410 

Glu Ala Glu Ala 
425 

Pro Leu Thr Leu 

Leu Val Ala Lys 
460 

Asp Ala Gly Thr 
475 

Cys Ser Gin Cys 
490 

Ala Thr Gin Ala 
505 

Val Asp Pro Ser 

Gin Val Phe Ser 
540 

His He Thr Asp 
555 

Trp Gly Tyr Gin 
570 

Thr Lys Ser Lys 
585 

Pro Asn Pro Glu 

Ser Phe Val Asp 
620 

Arg Gin Ser Gin 
635 

Phe Phe His Lys 
650 

Ser Ala Gly Tyr 
665 

Leu He Thr Ala 

Phe He Asn Lys 
700 

Gin His Leu Ala 
715 

653 



Asn Gly Gly 

Asn Lys Ala He 
240 

Thr Gly Gly Ala 
255 

Leu Thr Leu Ser 
270 

He Thr Ser Gly 
285 

Gly Gly Pro Thr 

Pro Leu Gly Gly 
320 

Ser Ala Leu Gly 
335 

Gly Ala Ser Ser 
350 

Asn Thr Asn Ala 
365 

He Tyr Phe Tyr 

Asp Ala Leu Asn 
400 

Gin Gly Thr He 
415 

Ala Glu Ala Asp 
430 

Ala Gly Gly Gin 
445 

Ser Phe Ser Gin 

Thr Leu Glu Thr 
480 

Arg Phe Leu Lys 
495 

Ser Gin Thr Val 
510 

Gly Asn Val Tyr 
525 

Cys Leu Thr Leu 

Leu Ala Ala Asp 
560 

Gly Asn Trp Ala 
575 

Ala Ala Thr Leu 
590 

Arg Arg Gly Thr 
605 

Val Arg Ser He 

Glu Thr Arg Gly 
640 

Asp Ser Thr Lys 
655 

Val Val Gly Ala 
670 

Ala Phe Cys Gin 
685 

Asn Arg Ala Ser 

Thr Leu Ser Ser 
720 
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Pro Ser Leu Leu Arg Tyr Leu Pro Gly Ser Glu Ser Glu Gin Pro Val 

725 730 735 

Leu Phe Asp Ala Gin He Ser Tyr He Tyr Ser Lys Asn Thr Met Lys 

740 745 750 

Thr Tyr Tyr Thr Gin Ala Pro Lys Gly Glu Ser Ser Trp Tyr Asn Asp 

755 760 765 

Gly Cys Ala Leu Glu Leu Ala Ser Ser Leu Pro His Thr Ala Leu Ser 

770 775 780 

His Glu Gly Leu Phe His Ala Tyr Phe Pro Phe He Lys Val Glu Ala 
785 790 795 800 

Ser Tyr He His Gin Asp Ser Phe Lys Glu Arg Asn Thr Thr Leu Val 

805 810 815 

Arg Ser Phe Asp Ser Gly Asp Leu He Asn Val Ser Val Pro He Gly 

820 825 830 

He Thr Phe Glu Arg Phe Ser Arg Asn Glu Arg Ala Ser Tyr Glu Ala 

835 840 845 

Thr Val He Tyr Val Ala Asp Val Tyr Arg Lys Asn Pro Asp Cys Thr 

850 855 860 

Thr Ala Leu Leu He Asn Asn Thr Ser Trp Lys Thr Thr Gly Thr Asn 
865 870 875 880 

Leu Ser Arg Gin Ala Gly He Gly Arg Ala Gly He Phe Tyr Ala Phe 

885 890 895 

Ser Pro Asn Leu Glu Val Thr Ser Asn Leu Ser Met Glu He Arg Gly 

900 905 910 

Ser Ser Arg Ser Tyr Asn Ala Asp Leu Gly Gly Lys Phe Gin Phe 
915 920 925 

<210>473 
<c211>393 
<212>PRT 

<2 13 >Chlamydia pneumoniae 
<400>473 

Phe He Gin Pro Ser Arg Arg Glu He His Glu Trp Lys Cys He Leu 

15 10 15 

Leu Gly Ser Ser Leu Arg Met Glu Met Met Ser Pro Phe Gin Gin Pro 

20 25 30 

Glu Gin Cys His Phe Asp Val Val Gly Ser Phe Leu Arg Pro Glu Ser 

35 40 45 

Leu Thr Arg Ala Arg Ser Asp Phe Glu Glu Gly Arg He Val Tyr Glu 

50 55 60 

Gin Met Arg Val Val Glu Asp Ala Ala He Arg Asn Leu He Lys Lys 
65 70 75 80 

Gin Thr Glu Ala Gly Leu He Phe Phe Thr Asp Gly Glu Phe Arg Arg 

85 90 95 

Tyr Ser Trp Asp Phe Asp Phe Met Trp Gly Phe His Gly Val Asp Arg 

100 105 110 

Arg Arg Asp Ser Asn Asp Pro Glu He Gly Val Tyr Leu Lys Asp Lys 

115 120 125 

He Ser Val Ser Lys His Pro Phe He Glu His Phe Glu Phe Val Lys 

130 135 140 

Thr Phe Glu Lys Gly Asn Ala Lys Ala Lys Gin Thr He Pro Ser Pro 
145 150 155 160 

Ser Gin Phe Phe His Glu Met He Phe Ala Pro Asn Leu Lys Asn Thr 

165 170 175 

Arg Lys Phe Tyr Pro Thr Asn Gin Glu Leu He Asp Asp He Val Phe 

180 185 190 

Tyr Tyr Arg Gin Val He Gin Asp Leu Tyr Ala Ala Gly Cys Arg Asn 

195 200 ^ 205 

Leu Gin Leu Asp Asp Cys Ala Trp Cys Arg Leu Leu Asp He Arg Ala 

210 215 220 

Pro Ser Trp Tyr Gly Val Asp Ser His Asp Arg Leu Gin Glu He Leu 
225 230 235 240 

Glu Gin Phe Leu Trp He His Asn Leu Val Met Lys Asp Arg Pro Glu 

245 250 255 

Asp Leu Phe Val Ser Leu His Val Cys Arg Gly Asp Tyr Gin Ala Glu 
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260 265 
Phe Phe Ser Arg Arg^ffa Tyr Asp Ser lie Glu Glu Pro HWI Phe Ala 

275 280 285 

Lys Thr Asp Val Asp Ser Tyr His Tyr Tyr Trp Ala Leu Asp Asp Lys 

290 295 300 

Tyr Ser Gly Gly Ala Glu Pro Leu Ala Tyr Val Ser Gly Glu Lys His 
305 310 315 320 

Val Cys Leu Gly Leu lie Ser Ser Asn His Ser Cys lie Glu Asp Arg 

325 330 335 

Asp Ala Val Val Ser Arg lie Tyr Glu Ala Ala Ser Tyr lie Pro Leu 

340 345 350 

Glu Arg Leu Ser Leu Ser Pro Gin Cys Gly Phe Ala Ser Cys Glu Gly 

355 360 365 

Asp His Arg Met Thr Glu Glu Glu Gin Trp Lys Lys lie Ala Phe Val 

370 375 380 

Lys Glu lie Ala Lys Glu lie Trp Gly 
385 390 
<210>474 
<211>643 
<212>PRT 

<2 13 >Chlamydia pneumoniae 
<400>474 

Leu Met Ala Glu Pro Phe Met Leu Arg Ser Leu His Trp Leu Pro Gly 

1 5 10 15 

Gly Gly Gly Gly lie Ser Phe Ser Asn Asn lie Val Gin Gly Thr Thr 

20 25 30 

Ala Gly Asn Gly Gly Ala lie Ser lie Leu Ala Ala Gly Glu Cys Ser 

35 40 45 

Leu Ser Ala Glu Ala Gly Asp lie Thr Phe Asn Gly Asn Ala lie Val 

50 55 60 

Ala Thr Thr Pro Gin Thr Thr Lys Arg Asn Ser lie Asp lie Gly Ser 
65 70 75 80 

Thr Ala Lys lie Thr Asn Leu Arg Ala lie Ser Gly His Ser lie Phe 

85 90 95 

Phe Tyr Asp Pro lie Thr Ala Asn Thr Ala Ala Asp Ser Thr Asp Thr 

100 105 110 

Leu Asn Leu Asn Lys Ala Asp Ala Gly Asn Ser Thr Asp Tyr Ser Gly 

115 120 125 

Ser lie Val Phe Ser Gly Glu Lys Leu Ser Glu Asp Glu Ala Lys Val 

130 135 140 

Ala Asp Asn Leu Thr Ser Thr Leu Lys Gin Pro Val Thr Leu Thr Ala 
145 150 155 160 

Gly Asn Leu Val Leu Lys Arg Gly Val Thr Leu Asp Thr Lys Gly Phe 

165 170 175 

Thr Gin Thr Ala Gly Ser Ser Val lie Met Asp Ala Gly Thr Thr Leu 

180 185 190 

Lys Ala Ser Thr Glu Glu Val Thr Leu Thr Gly Leu Ser lie Pro Val 

195 200 205 

Asp Ser Leu Gly Glu Gly Lys Lys Val Val lie Ala Ala Ser Ala Ala 

210 215 220 

Ser Lys Asn Val Ala Leu Ser Gly Pro lie Leu Leu Leu Asp Asn Gin 
225 230 235 240 

Gly Asn Ala Tyr Glu Asn His Asp Leu Gly Lys Thr Gin Asp Phe Ser 

245 250 255 

Phe Val Gin Leu Ser Ala Leu Gly Thr Ala Thr Thr Thr Asp Val Pro 

260 265 270 

Ala Val Pro Thr Val Ala Thr Pro Thr His Tyr Gly Tyr Gin Gly Thr 

275 280 285 

Trp Gly Met Thr Trp Val Asp Asp Thr Ala Ser Thr Pro Lys Thr Lys 

290 295 300 

Thr Ala Thr Leu Ala Trp Thr Asn Thr Gly Tyr Leu Pro Asn Pro Glu 
305 310 315 320 

Arg Gin Gly Pro Leu Val Pro Asn'' Ser Leu Trp Gly Ser Phe Ser Asp 
325 330 335 
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<210>475 
<211>102 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>475 

Lys Lys Met Leu Cys Pro Asp He Ala Arg Lys Phe Val He Phe Ala 

15 10 15 

Val Asp Pro Met Ser He Glu Phe Leu Phe Val Val Cys Gly Val Val 

20 25 30 

Ala Thr Met Ala Phe Pro Leu Lys Val Met Ser Pro Ala Ser Ala Glu 

35 40 45 

Arg Leu His Ser Pro Ala Ala Ser He Glu Met Ala Pro Pro Leu Pro 

50 55 60 

Ala Val Val Pro Trp Thr He Leu Leu Glu Lys Glu He Pro Pro Pro 
65 70 75 80 

Pro Pro Gly Ser Gin Cys Lys Leu Leu Ser He Asn Gly Ser Ala He 

85 . 90 95 

Ser Tyr Ser Leu Val Ser 
100 

<210>476 
<211>174 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>476 
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Ser Gin Pro Pro Gin Lys Val Gin Leu Asn Val Glu lie Leu 

15 10 15 

His Leu lie Thr Met Glu Leu Phe Tyr Leu Asn Lys lie Thr Val Arg 

20 25 30 

Lys Met Ala Asp lie Ser Thr Lys Asn Leu Ser Leu Lys Asn Ser Thr 

35 40 45 

Gly Ser lie Ser Phe Glu Gly Asn Lys Ser Ser Ala Thr Gly Lys Lys 

50 55 60 

Gly Gly Ala lie Cys Ala Thr Gly Thr Val Asp lie Thr Asn Asn Thr 
65 70 75 80 

Ala Pro Thr Leu Phe Ser Asn Asn lie Ala Glu Ala Ala Gly Gly Ala 

85 90 95 

lie Asn Ser Thr Gly Asn Cys Thr lie Thr Gly Asn Thr Ser Leu Val 

100 105 110 

Phe Ser Glu Asn Ser Val Thr Ala Thr Ala Gly Asn Gly Gly Ala Leu 

115 120 125 

Ser Gly Asp Ala Asp Val Thr lie Ser Gly Asn Gin Ser Val Thr Phe 

130 135 140 

Ser Gly Asn Gin Ala Val Ala Asn Gly Gly Ala lie Tyr Ala Lys Lys 
145 150 155 160 

Leu Thr Leu Ala Ser Gly Gly Gly Gly Gly Tyr Leu Leu Phe 
165 170 

<210>477 
<211>118 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>477 

Met Lys Ser Gin Phe Ser Trp Leu Val Leu Ser Ser Thr Leu Ala Cys 

15 10 15 

Phe Thr Ser Cys Ser Thr Val Phe Ala Ala Thr Ala Glu Asn lie Gly 

20 25 30 

Pro Ser Asp Ser Phe Asp Gly Ser Thr Asn Thr Gly Thr Tyr Thr Pro 

35 40 45 

Lys Asn Thr Thr Thr Gly lie Asp Tyr Thr Leu Thr Gly Asp lie Thr 

50 55 60 

Leu Gin Asn Leu Gly Asp Ser Ala Ala Leu Thr Lys Gly Cys Phe Ser 
65 70 75 80 

Asp Thr Thr Glu Ser Leu Ser Phe Ala Gly Lys Gly Tyr Ser Leu Ser 

85 90 95 

Phe Leu Asn Xaa Lys Ser Ser Ala Glu Gly Ala Xaa Phe Leu Leu Gin 

100 105 110 

Leu lie Lys lie Cys Arg 
115 

<210>478 
<211>949 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>478 

Leu lie Tyr Leu Phe Cys Phe Tyr lie Asp Ala Asn Ser Ser Leu Lys 

15 10 15 

Asn Lys Ser lie Thr Met Lys Thr Ser lie Pro Trp Val Leu Val Ser 

20 25 30 

Ser Val Leu Ala Phe Ser Cys His Leu Gin Ser Leu Ala Asn Glu Glu 

35 40 45 

Leu Leu Ser Pro Asp Asp Ser Phe Asn Gly Asn lie Asp Ser Gly Thr 

50 55 60 

Phe Thr Pro Lys Thr Ser Ala Thr Thr Tyr Ser Leu Thr Gly Asp Val 
65 70 75 80 

Phe Phe Tyr Glu Pro Gly Lys Gly Thr Pro Leu Ser Asp Ser Cys Phe 

85 90 95 

Lys Gin Thr Thr Asp Asn Leu Thr Phe Leu Gly Asn Gly His Ser Leu 

100 105 110 

Thr Phe Gly Phe lie Asp Ala Gly Thr His Ala Gly Ala Ala Ala Ser 
115 120 125 
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210 215 220 
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225 230 235 240 

Ala Pro Gly Gly Ser He Ser He Ser Val Lys Ser Gly Asp Leu He 

245 250 255 

Phe Lys Gly Asn Thr Ala Ser Gin Asp Gly Asn Thr He His Asn Ser 

260 265 270 

He His Leu Gin Ser Gly Ala Gin Phe Lys Asn Leu Arg Ala Val Ser 

275 280 285 

Glu Ser Gly Val Tyr Phe Tyr Asp Pro He Ser His Ser Glu Ser His 

290 295 300 

Lys He Thr Asp Leu Val He Asn Ala Pro Glu Gly Lys Glu Thr Tyr 
305 310 315 320 

Glu Gly Thr He Ser Phe Ser Gly Leu Cys Leu Asp Asp His Glu Val 

325 330 335 

Cys Ala Glu Asn Leu Thr Ser Thr He Leu Gin Asp Val Thr Leu Ala 

340 345 350 

Gly Gly Thr Leu Ser Leu Ser Asp Gly Val Thr Leu Gin Leu His Ser 

355 360 365 

Phe Lys Gin Glu Ala Ser Ser Thr Leu Thr Met Ser Pro Gly Thr Thr 

370 375 380 

Leu Leu Cys Ser Gly Asp Ala Arg Val Gin Asn Leu His He Leu He 
385 390 395 400 

Glu Asp Thr Asp Asn Phe Val Pro Val Arg He Arg Ala Glu Asp Lys 
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Asp Ala Leu Val Ser Leu Glu Lys Leu Lys Val Ala Phe Glu Ala Tyr 
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Trp Ser Val Tyr Asp Phe Pro Gin Phe Lys Glu Ala Phe Thr He Pro 
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Leu Leu Glu Leu Leu Gly Pro Ser Phe Asp Ser Leu Leu Leu Gly Glu 

450 455 460 

Thr Thr Leu Glu Arg Thr Gin Val Thr Thr Glu Asn Asp Ala Val Arg 
465 470 475 480 
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Asp Arg Arg He Thr Pro Thr Lys Lys Thr Val Phe Leu Thr Trp Asn 
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Pro Ala Pro Thr Pro Pro Pro Thr Pro Pro Ala Val Thr Pro Leu Leu 

325 330 335 
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Gly Met Pro Leu Ser Phe Lys Ser Ser Ser Phe Cys Leu Leu Ala Cys 
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115 120 125 

lie Val Phe Gin Ser lie Lys Asp Leu lie Phe Thr Thr Asn Arg Val 

130 135 140 

Ala Tyr Ser Pro Ala Ser Val Thr Thr Ser Ala Thr Pro Ala lie Thr 
145 150 155 160 

Thr Val Thr Thr Gly Ala Ser Ala Leu Gin Pro Thr Asp Ser Leu Thr 

165 170 175 

Val Glu Asn lie Ser Gin Ser lie Lys Phe Phe Gly Asn Leu Ala Asn 

180 185 190 

Phe Gly Ser Ala lie Ser Ser Ser Pro Thr Ala Val Val Lys Phe lie 

195 200 205 

Asn Asn Thr Ala Thr Met Ser Phe Ser His Asn Phe Thr Ser Ser Gly 

210 215 220 

Gly Gly Val lie Tyr Gly Gly Ser Ser Leu Leu Phe Glu Asn Asn Ser 
225 230 235 240 

Gly Cys lie lie Phe Thr Ala Asn Ser Cys Val Asn Ser Leu Lys Gly 
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Val Thr Pro Ser Ser Gly Thr Tyr Ala Leu Gly Ser Gly Gly Ala Ser 
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Lys Gin Phe Trp Met His His Leu His Arg Gin Leu Leu Cys Glu Gin 
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85 90 95 

Val Leu Asn lie Gin Gly Arg Gly Pro lie Glu Phe Ser Arg Asn Arg 

100 105 110 

Ala Glu Lys Gly Gly Ala lie Phe lie Gly Pro Ser Val Gly Asp Pro 
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Ala Lys Gin Thr Ser Thr Leu Thr lie Leu Ala Ser Glu Gly Asn lie 
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Ala Phe Gin Gly Asn Met Leu Asn Thr Lys Pro Gly lie Arg Asn Ala 
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lie Thr Val Glu Ala Gly Gly Glu lie Val Ser Leu Ser Ala Gin Gly 
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Gly Ser Arg Leu Val Phe Tyr Asp Pro lie Thr His Ser Leu Pro Thr 
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Thr Ser Pro Ser Asn Lys Asp lie Thr lie Asn Ala Asn Gly Ala Ser 
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Phe Ala Thr Gin Gly Ser Gly Gin Leu Thr Leu Gly Ser Gly Gly Thr 
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Leu Gly Leu Ala Thr Pro Thr Gly Ala Pro Ala Ala Val Asp Phe Thr 
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lie Gly Lys Leu Ala Phe Asp Pro Phe Ser Phe Leu Lys Arg Asp Phe 
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Val Ser Ala Ser Val Asn Ala Gly Thr Lys Asn Val Thr Leu Thr Gly 
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Ala Leu Val Leu Asp Glu His Asp Val Thr Asp Leu Tyr Asp Met Val 
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Ser Leu Gin Ser Pro Val Ala lie Pro lie Ala Val Phe Lys Gly Ala 
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Thr Val Thr Lys Thr Gly Phe Pro Asp Gly Glu lie Ala Thr Pro Ser 

355 360 365 

His Tyr Gly Tyr Gin Gly Lys Trp Ser Tyr Thr Trp Ser Arg Pro Leu 

370 375 380 

Leu He Pro Ala Pro Asp Gly Gly Phe Pro Gly Gly Pro Ser Pro Ser 
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V^l Ser Pro Glu Gly Ser Lys Val Gin Glu Arg Gin ^^^Leu Arg 

195 200 205 

Arg Asp Leu Gin Gly Arg Ser Phe Thr Val Met lie Thr Asp Leu Pro 

210 215 220 

Leu Gly Ser Glu Asp He Arg Ser Leu Gin Leu Ala Ser Asp Arg He 
225 230 235 240 

Leu Val Ser Ser Ser Leu Asp Ala Ala Asp Ala Cys Ala Ser Gly Cys 

245 250 255 

Lys Val Leu Val Tyr Glu Asn Pro Asn Ala Ser Trp Ala Gin Glu Leu 

260 265 270 

Glu Asn Phe Tyr Lys Gin Val Glu Arg Arg Arg 
275 280 

<210>493 
<211>169 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>493 

Leu Glu Ser Pro His Phe Pro Arg Arg Ser Arg Gin Ser Thr Arg Glu 

15 10 15 

Asn Pro Arg Arg Ser Leu Arg Arg Tyr His Thr His Arg Asn Cys Pro 

20 25 30 

Thr Phe Ser Leu He Glu Glu Leu Ser Thr Val Asp Glu Ala Leu Gin 

35 40 45 

Gly Val Arg Ser Arg Leu Thr Tyr Ala Tyr Arg Ser Val Glu Lys Pro 

50 55 60 

Met He Gin Asp Leu Ala Leu Val Gly Phe Gly Leu Arg Asp Ser Ala 
65 70 75 80 

Asp Leu He Asn Phe Val Arg Leu Ala Asn Gly Val Gin Asn His Tyr 

85 90 95 

Pro His Thr Lys Val Lys Leu Tyr Leu Ala Lys Asn Leu Ala Asp Val 

100 105 110 

Trp Asp Cys Glu He Ser Glu Glu Glu Lys Gly Gin Leu Arg Ala Leu 

115 120 125 

Gly Leu Asp Pro Lys He Glu Ser He Ser Leu Thr Ser Ala Gly Leu 

130 135 140 

Pro Ser Val Pro Glu Val Ala Thr Val Asp Phe Met He Thr Cys Tyr 
145 150 155 160 

Gly Lys Asp Gin Glu Val Gin Asp Pro 
165 

<210>494 
<211>135 
<212>PRT 

<213>ChlaTnydia pneumoniae 
<400>494 

He Ser Thr Val Ala Cys Pro Ser He Ser Ser Trp Phe Thr Val Val 

15 10 15 

Arg Gin His Phe Val Asn Ala Phe Asp Phe Thr His Pro Val Cys Ser 

20 25 30 

Arg He Thr Asn Phe Ala Leu Gly He He Lys Ala He Pro Val Leu 

35 40 45 

Gly His He Val Met Gly He Glu Trp Leu He Ser Trp He Pro Arg 

50 55 60 

His Thr Val Arg His Gly Met Phe Thr Ser Asp Val Ser Ser Ala He 
65 70 75 80 

Lys Val Glu Gin Thr Arg Gly His Asn Cys Leu Ala Pro Leu Glu Ala 

85 90 95 

Tyr Leu Ser Ser Leu Arg Val Pro He Ser Gin Glu Asp Leu Gly Lys 

100 105 110 

Val His Gly Arg Thr Pro Glu Asp Pro Phe Val Asp He Thr Pro Thr 

115 120 125 

Glu He Val Gin Pro Ser Pro 
130 135 
<210>495 
<211>1S6 
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<:212>PRT 

<2 13 >Chlamydia pn^Rbniae 
<400>495 

Phe Leu Ser Ala Leu Asp Ala Ala Asp Ala Cys Ala Ser Glu Cys Lys 

15 10 15 

lie Leu Glu Tyr Glu Asp Pro Glu Gin Glu Trp Ala Gin Gin Tyr Ala 

20 25 30 

Ser Phe Tyr Arg Asn lie Asp Arg Ala Gly Asp Leu Gin Arg Gin Gly 

35 40 45 

lie Pro Gly Glu Pro Leu Gly Val Ser Ala Ser Thr Arg Val Val Leu 

50 55 60 

Glu Lys Asp lie Val Phe Asn Leu Asn Ala Val lie Gin Gin Ala Met 
65 70 75 80 

Trp Lys Phe Lys Lys Arg Asp Leu Phe Ala Val Glu Ser Gin Ala Leu 

85 90 95 

Gly Asp Asp Met Arg Arg Ala Leu Glu Gly Tyr lie Gly Ser Ser Leu 

100 105 110 

Leu Val Glu Gly Thr He Gin Pro Gin Val Ala Cys Asn Val Asn Val 

115 120 125 

Ser Phe Ala Thr Leu Asp Glu Ala Val Cys Ala Ala Cys Asp Ser Ala 

130 135 140 

Gin Asp Ala Pro Ser Glu Glu Asn Asn Thr Asp Asp 
145 150 155 

<210>496 
<211>542 
<212>PRT 

<2 13 >Chlamydia pneumoniae 
<400>496 

Leu He Phe Tyr Leu Phe Leu Asn Leu Tyr He Ala Cys Val Arg Phe 

15 10 15 

His Phe Gin Cys Trp Phe Asp Pro Met Ala Cys Tyr He Ser He Trp 

20 25 30 

He Ser Thr Val Lys Gin His Phe He Arg Ala Phe Asp Phe Thr Arg 

35 40 45 

Pro Leu Gly Ser Arg He Thr Asn Phe Ala Leu Gly Val He Lys Ala 

50 55 60 

He Pro He Leu Gly Cys Val Val He Gly Val Ser Trp Leu Val Ser 
65 70 75 80 

Thr Cys Ser Ala Arg Arg Phe Gly Lys Pro Ala Phe Thr Ser Asp Val 

85 90 95 

Ala Ser He Val Lys He Glu Lys Thr Arg Gly Tyr Asn Pro Leu Ala 

100 105 110 

Trp Val Glu Gin Tyr Leu Arg Gin Leu Arg Val Arg Leu Pro Glu Gly 

115 120 125 

Asp Leu Gly Lys He His Gly Lys Val Ser Arg Asp Tyr Val Cys Asp 

130 135 140 

Arg Thr Pro Gin Glu Asn Leu Asn Met Val Pro His Gin Tyr Leu Gly 
145 150 155 160 

Glu Leu Gly Arg Ala Phe Tyr Gly He Arg Asn Arg Val Thr Lys Ala 

165 170 175 

Tyr Gin Arg Val Thr Pro Leu Glu Val Pro Cys Leu Thr Leu Val Gly 

180 185 190 

Phe -Asp He Leu Asp Pro Glu Asp Gin Val Asn Phe Val Arg Leu Ala 

195 200 205 

Asn Gly He Gin Thr Gin Tyr Pro Gin Thr Gin He Lys Leu Tyr Leu 

210 215 220 

He Ser He Gin Lys He Trp Asn Gin, Cys Asp Gly Thr He Ser Gin 
225 230 235 240 

Glu Lys Glu Gin Gin Leu Arg Ser Leu Gly Leu Asp Ala Lys He Lys 

245 250 255 

Cys Val Ser Ala Pro Ala Leu Leu Leu Gin Lys Tyr Leu Gin Ser Glu 

260 265 270 

Asn Leu Pro Ser Cys Asp Leu Leu He Asn Tyr Tyr Gly Lys Gin Gin 
275 280 285 
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Ser Val Arg Asp Val Ser lie Lys Ser Leu Leu Asn Ser Ser 

290 295 300 

Glu His lie Pro Ala lie Ser Val Thr Tyr Arg Pro Asp Asp Pro Phe 
305 310 315 320 

Tyr Ser Tyr Tyr Phe Phe Pro Gly Ser Gin Gly Gly Thr Ala Pro Asp 

325 330 335 

Gin Arg lie Pro Trp Ser Glu Gin Glu His Leu Gin Thr Tyr Thr Thr 

340 345 350 

Leu Ser Asn Pro Arg Cys Asp Arg Tyr Ala Val His Leu Gly Met Glu 

355 360 365 

Asp Phe Ala Ser Gly Val Phe Leu Asp Pro Leu Arg Val Ser Ala Pro 

370 375 380 

Leu Ser Gly Glu Tyr Ser Cys Pro Ser Tyr Leu Leu Asp Leu Lys Ser 
385 390 395 400 

Glu Glu Leu Arg Cys Phe Leu Leu Ser Ala Phe lie Asp Pro Asn Asn 

405 410 415 

Ser Gly Gin Gly Asn Pro Arg Pro Met Ser lie Asn Phe Gly Asn Ser 

420 425 430 

Pro Leu Gly Gin Arg Trp Ser Glu Phe Leu Ser Arg Val Leu His Asp 

435 440 445 

Glu Thr Glu Lys His Val Ala Val Val Cys Asn Asn Pro Gin Leu lie 

450 455 460 

Lys Lys Ser Phe Pro Ser His Ser Leu Ser Leu Leu Glu Asn Glu Leu 
465 470 475 480 

Glu Glu Ser Gly Tyr Ser Tyr Leu Asn lie Val Ser Val Ser Gin Glu 

485 490 495 

Arg Thr Cys Val Lys Glu Arg Arg lie Leu Ser Ser Asp Pro Ser Gly 

500 505 510 

Arg Ser Phe Thr Val lie Leu Thr Asp Leu Pro Glu Gly Ser Ser Asp 

515 520 525 

lie Arg Asn Leu Gin Leu Ala Ser Asp Arg lie Leu Val Ser 

530 535 540 

<210>497 
<211>430 
<212>PRT 

<213 >Chlaniydia pneumoniae 
<400>497 

Leu Ser Ser Pro Tyr Glu Lys Thr Glu Gin Leu Leu Gly Thr Pro Asn 

15 10 15 

Cys Arg Thr Pro Arg Val Asn lie Ser Thr Val Gly lie Pro lie Asp 

20 25 30 

Glu Thr Ser Asn Ala Phe Val Asp Ser Met Met Lys Gin Gly Val Gly 

35 40 45 

Gin Asp Ala Lys Glu Leu Tyr Thr Phe Leu Ser Arg Gly Asn Glu His 

50 55 60 

Tyr Gin Pro Cys Leu Trp Phe Ser Leu Glu Glu Glu Leu Gly Phe Leu 
65 70 75 80 

Phe Asp Glu Lys Met Leu Cys Ala Pro Leu Ser Glu Asp His Tyr Cys 

85 90 95 

His Ser Tyr Leu Val Asp Leu Val Asp Gin His Leu Lys Asp Leu lie 

100 105 110 

Leu Ser Met Phe Leu Asp Pro Gin Asn lie Ser Ala Gly Glu Leu Leu 

115 120 125 

Lys Val Ser lie Asn Val Gly Asp Ser Phe Ser Pro Leu Gin Gin Lys 

130 135 140 

Asp Phe Leu Ser Met Val Leu Arg Asp Glu Thr Gly Lys Asn Val Val 
145 150 155 160 

Val Val Phe Lys Gly Val Leu Ser Leu Pro Ala Thr Gin Val Cys Lys 

165 170 175 

Leu Val Glu Glu Leu Asn Ser Lys Asp Tyr Ser Tyr Leu Asn lie Phe 

180 185 190 

Ser Cys His Gly Asp Ser Ser Pro Gin Leu Leu Phe Arg Lys Glu Leu 

195 200 205 

Glu Gly Thr Ser Gly Arg Tyr Phe Thr Val lie Cys Ala Leu Tyr Leu 
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210 215 220 

Gly Asp Thr Asp M^^Krg Ser Leu Gin Leu Ala Ser GiTMfrg lie Met 

225 230 235 240 

Val Ser Arg Glu Phe Asp Leu Val Asp Ala Tyr Ala Ala Arg Cys Lys 

245 250 255 

Leu Leu Lys lie Asp His Thr Asn Trp Arg Pro Gly Thr Phe Ser Arg 

260 265 270 

His Ala Asp Phe Ala Asp Ala Val Asp Val Ser Ala Gly Phe Asn Ser 

275 280 285 

Arg Glu Phe Lys Leu lie Thr Gin Ala Asn Gin Gly lie Leu Glu Ser 

290 295 300 

Gly Glu Leu Pro Leu Pro Ser Lys Thr Phe Trp Glu Gly Phe Leu Ala 
305 310 315 320 

Phe Cys Asp Arg Val Thr Val Thr Arg His Phe lie Pro Met Leu Asp 

325 330 335 

Ala Ala lie Lys Gin Ala Val Trp Thr His Lys His Pro Ser Leu lie 

340 345 350 

Asp Lys Glu Cys Glu Ala Leu Asp Leu Lys Thr Gin Cys Leu Pro Ser 

355 360 365 

lie Val Ser Tyr Leu Glu Tyr Val Thr Asn Ser His Glu Lys Thr Ser 

370 375 380 

Lys Gly Pro Phe lie Gin Lys Glu lie lie Ala Asp Cys Ser Pro Leu 
385 390 395 400 

Lys Glu Ala Leu Phe Pro Gly Ser Asp Glu Asp Val Pro Ser Thr Ser 

405 410 415 

Glu Asp Pro Ser Asp Asp His Pro Ser Asp Leu Glu Asp Ser 
420 425 430 

<210>498 
<211>186 
<212>PRT 

<213 >Chlaniydia pneumoniae 
<400>498 

Ser Leu Glu Thr Arg Gly Arg Phe Ala Glu lie Cys Leu Gin Leu Leu 

15 10 15 

Phe Phe Asp lie Gin Ser Leu Lys Phe Leu Gin Leu Phe Ser Glu Gly 

20 25 30 

Thr Ala Leu Asn Leu Phe Arg lie Phe Ala Pro Leu Arg Asn Arg Val 

35 40 45 

Thr Thr Glu Tyr Ser Arg Ala Arg Gin Pro Asp Leu His Arg lie Ala 

50 55 60 

lie Val Tyr lie Gly Val Leu Asp Ser Glu Ser Ser Lys lie Leu Glu 
65 70 75 80 

Arg Leu lie Ser Tyr Met Ser Cys lie Tyr Ser Glu Ser Gin Met Tyr 

85 90 95 

Leu Arg Phe Phe Met Gly Lys Asn Val Asn Gin Ser Ala Val Leu Ser 

100 105 110 

Lys Leu His Val Glu Asn Leu His lie Arg Cys Gly Phe Phe Ser Glu 

115 120 125 

Asp Ala Val Pro Glu Ser Glu Pro Phe Asp Leu Ser lie Tyr Val His 

130 135 140 

Thr Asp Arg Ser Cys Pro Leu Pro Thr Lys Lys Arg Ser Ser Ser Trp 
145 150 155 160 

Glu Leu Gin Thr Val Glu Leu Pro Glu Ser lie Tyr Pro Gin Ser Glu 

165 170 175 

Phe Leu Leu Met Arg Pro Arg Met Leu Ser 
180 185 

<210>499 
<211>136 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>499 

Leu Leu Glu Asn Asn Arg Phe Phe Leu Phe Phe Lys Val Lys Tyr Phe 

15 10 15 

Leu Lys Asp Ser Phe Leu Met Ser Tyr Tyr Phe Ser Leu Trp Tyr Leu 
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.Ala Leu 



Asn Pro 
355 




yr Arg 



Asn 
360 



Ala 



lie 



His 



Ser 




ro Asn Met 



Asn Leu Gin lie Gly Ala Arg Pro Gly Tyr Arg Val Leu Phe Tyr Asp 

370 375 380 

Pro lie Glu His Glu Leu Pro Ser Ser Phe Pro lie Leu Phe Asn Phe 
385 390 395 400 

Glu Thr Gly His Thr Gly Thr Val Leu Phe Ser Gly Glu His Val His 

405 410 415 

Gin Asn Phe Thr Asp Glu Met Asn Phe Phe Ser Tyr Leu Arg Asn Thr 

420 425 430 

Ser Glu Leu Arg Gin Gly Val Leu Ala Val Glu Asp Gly Ala Gly Leu 

435 440 445 

Ala Cys Tyr Lys Phe Phe Gin Arg Gly Gly Thr Leu Leu Leu Gly Gin 

450 455 460 

Gly Ala Val He Thr Thr Ala Gly Thr He Pro Thr Pro Ser Ser Thr 
465 470 475 480 

Pro Thr Thr Val Gly Ser Thr He Thr Leu Asn His He Ala He Asp 

485 490 495 

Leu Pro Ser He Leu Ser Phe Gin Ala Gin Ala Pro Lys He Trp He 

500 505 510 

Tyr Pro Thr Lys Thr Gly Ser Thr Tyr Thr Glu Asp Ser Asn Pro Thr 

515 520 525 

He Thr He Ser Gly Thr Leu Thr Leu Arg Asn Ser Asn Asn Glu Asp 

530 535 540 

Pro Tyr Asp Ser Leu Asp Leu Ser His Ser Leu Glu Lys Val Pro Leu 
545 550 555 560 

Leu Tyr He Val Asp Val Ala Ala Gin Lys He Asn Ser Ser Gin Leu 

565 570 575 

Asp Leu Ser Thr Leu Asn Ser Gly Glu His Tyr Gly Tyr Gin Gly He 

580 585 590 

Trp Ser Thr Tyr Trp Val Glu Thr Thr Thr He Thr Asn Pro Thr Ser 

595 600 605 

Leu Leu Gly Ala Asn Thr Lys His Lys Leu Leu Tyr Ala Asn Trp Ser 

610 615 620 

Pro Leu Gly Tyr Arg Pro His Pro Glu Arg Arg Gly Glu Phe He Thr 
625 630 635 640 

Asn Ala Leu Trp Gin Ser Ala Tyr Thr Ala Leu Ala Gly Leu His Ser 

645 650 655 

Leu Ser Ser Trp Asp Glu Glu Lys Gly His Ala Ala Ser Leu Gin Gly 

660 665 670 

He Gly Leu Leu Val His Gin Lys Asp Lys Asn Gly Phe Lys Gly Phe 

675 680 685 

Arg Ser His Met Thr Gly Tyr Ser Ala Thr Thr Glu Ala Thr Ser Ser 

690 695 700 

Gin Ser Pro Asn Phe Ser Leu Gly Phe Ala Gin Phe Phe Ser Lys Ala 
705 710 715 720 

Lys Glu His Glu Ser Gin Asn Ser Thr Ser Ser His His Tyr Phe Ser 

725 730 735 

Gly Met Cys He Glu Asn Thr Leu Phe Lys Glu Trp He Arg Leu Ser 

740 745 750 

Val Ser Leu Ala Tyr Met Phe Thr Ser Glu His Thr His Thr Met Tyr 

755 760 765 

Gin Gly Leu Leu Glu Gly Asn Ser Gin Gly Ser Phe His Asn His Thr 

770 775 780 

Leu Ala Gly Ala Leu Ser Cys Val Phe Leu Pro Gin Pro His Gly Glu 
785 790 795 800 

Ser Leu Gin He Tyr Pro Phe He Thr Ala Leu Ala He Arg Gly Asn 

805 810 815 

Leu Ala Ala Phe Gin Glu Ser Gly Asp His Ala Arg Glu Phe Ser Leu 

820 825 830 

His Arg Pro Leu Thr Asp Val Ser Leu Pro Val Gly He Arg Ala Ser 

835 840 845 

Trp Lys Asn His His Arg Val Pro Leu Val Trp Leu Thr Glu He Ser 
850 855 860 
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.Tyr Arg Ser Thr Le^^^r Arg Gin Asp Pro Glu Leu Hi^^^B: Lys Leu 
865 ^^Ko 875 880 

Leu lie Ser Gin Gly Thr Trp Thr Thr Gin Ala Thr Pro Val Thr Tyr 

885 890 895 

Asn Ala Leu Gly lie Lys Val Lys Asn Thr Met Gin Val Phe Pro Lys 

900 905 910 

Val Thr Leu Ser Leu Asp Tyr Ser Ala Asp lie Ser Ser Ser Thr Leu 

915 920 925 

Ser His Tyr Leu Asn Val Ala Ser Arg Met Arg Phe 
930 935 940 

<210>501 
<211>969 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>501 

Asn Glu lie Leu Thr lie Ser Asp Gin Asn Arg Lys lie Lys Glu Pro 

15 10 15 

Leu Val Ser Lys Thr Pro Pro Lys Phe Leu Phe Tyr Leu Gly Asn Phe 

20 25 30 

Thr Ala Cys Met Phe Gly Met Thr Pro Ala Val Tyr Ser Leu Gin Thr 

35 40 45 

Asp Ser Leu Glu Lys Phe Ala Leu Glu Arg Asp Glu Glu Phe Arg Thr 

50 55 60 

Ser Phe Pro Leu Leu Asp Ser Leu Ser Thr Leu Thr Gly Phe Ser Pro 
65 70 75 80 

lie Thr Thr Phe Val Gly Asn Arg His Asn Ser Ser Gin Asp lie Val 

85 90 95 
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105 








Lys 


Arg 


Ala 


Gly 


Asn 


His 


Gly 


Ser 








140 


Ser 


Asn 


Phe 


Ala 






155 




Asn 


Val 


Thr 


He 




170 






Lys 


Ala 


Lys 


Ser 


185 








Lys 


Asp 


Asn 


Thr 


Thr 


Ala 


Gly 


Gly 








220 


Ser 


Gin 


Pro 


He 






235 




He 


Arg 


Val 


His 




250 






lie 


Phe 


Asn 


Asn 


265 








Ser 


Ser 


Gly 


Gly 


Pro 


Gly 


He 


Ala 








300 


Ala 


He 


Cys 


Thr 






315 




Phe 


Thr 


Asn 


Asn 




330 






Asp 


Gly 


Ala 


Cys 


345 








Asn 


Asn 


Arg 


His 


Cys 


Thr 


Arg 


Asn 








380 


Ala 


Thr 


Phe 


Tyr 






395 




He 


Gin 


Lys 


Phe 




410 






Ser 


Ser 


Ala 


Tyr 


425 








Ser 


His 


Phe 


Arg 


Glu 


Asp 


Arg 


Ala 








460 


Thr 


Leu 


Arg 


Leu 






475 




Gin 


Ser 


Ser 


Ser 




490 






He 


Asn 


Leu 


Pro 


505 








He 


Arg 


Pro 


Thr 


He 


He 


Asn 


Leu 








540 


Asp 


Pro 


Tyr 


Asp 






555 




Leu 


Leu 


Tyr 


Leu 




570 






Phe 


Tyr 


Pro 


Glu 


585 








Val 


Trp 


Ser 


Pro 



L^^Hlsn Gin He 
^^10 

Ala Met Tyr Val 
125 

He He Phe Ser 

Asp Thr Cys Thr 
160 

Ser Lys Asn Gin 
175 

Ser Gly Gly Ala 
190 

Gly Pro Cys Leu 
205 

Ala Leu Phe Ala 

Tyr Phe Leu Asn 
240 

Gin Glu Cys He 
255 

Asn Phe Ala Met 
270 

Ala He Tyr Cys 
285 

Ala Phe Asp Asn 

Gin Ser Leu Thr 
320 

Gin Gly Thr Trp 
335 

Thr Leu Phe Ala 
350 

Phe Lys Asp Thr 
365 

Val Ser Leu Thr 

Asp Pro He Leu 
400 

Asn Pro Asn Pro 
415 

He Pro Asp Thr 
430 

Asn His He Gly 
445 

Glu Trp Lys Val 

Gly Ser Arg Ala 
480 

Ser Val Gly Ser 
495 

Ser He Leu Gly 
510 

Gly Ser Ser Ala 
525 

Ser Gly Pro Leu 

Thr Ala Asp Leu 
560 

Leu Asp Val Thr 
575 

Gly Leu Asn Thr 
590 

Tyr Trp He Glu 
605 
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Xhr lie Thr Thr S^4HB Thr Ser Ser Glu Asp Thr ^^^flB Thr Leu 

610 615 620 

His Arg Gin Leu Tyr Gly Asp Trp Thr Pro Thr Gly Tyr Lys Val Asn 
625 630 635 640 

Pro Glu Asn Lys Gly Asp lie Ala Leu Ser Ala Phe Trp Gin Ser Phe 

645 650 655 

His Asn Leu Phe Ala Thr Leu Arg Tyr Gin Thr Gin Gin Gly Gin lie 

660 665 670 

Ala Pro Thr Ala Ser Gly Glu Ala Thr Arg Leu Phe Val His Gin Asn 

675 680 685 

Ser Asn Asn Asp Ala Lys Gly Phe His Met Glu Ala Thr Gly Tyr Ser 

690 695 700 

Leu Gly Thr Thr Ser Asn Thr Ala Ser Asn His Ser Phe Gly Val Asn 
705 710 715 720 

Phe Ser Gin Leu Phe Ser Asn Leu Tyr Glu Ser His Ser Asp Asn Ser 

725 730 735 

Val Ala Ser His Thr Thr Thr Val Ala Leu Gin lie Asn Asn Pro Trp 

740 745 750 

Leu Gin Glu Arg Phe Ser Thr Ser Ala Ser Leu Ala Tyr Ser Tyr Ser 

755 760 765 

Asn His His lie Lys Ala Ser Gly Tyr Ser Gly Lys lie Gin Thr Glu 

770 775 780 

Gly Lys Cys Tyr Ser Thr Thr Leu Arg Gly Gly Ser Leu Leu Leu Ser 
785 790 795 800 

lie Ser Thr Met Ala lie Thr Thr Ser Pro Leu His Ser Phe Tyr Pro 

805 810 815 

Ser Asn Cys Arg Ser Phe 
820 

<210>507 
<211>155 
<212>PRT 

<2 13 >Chlainydia pneumoniae 
<400>507 

Gly Ala Ala Leu Ser Cys Ser Leu Ser Leu Gin Trp Arg Ser Arg Pro 

15 10 15 

Leu His Phe Thr Pro Phe lie Gin Ala lie Ala Val Arg Ser Asn Gin 

20 25 30 

Thr Ala Phe Gin Glu Ser Gly Asp Lys Ala Arg Lys Phe Ser Val His 

35 40 45 

Lys Pro Leu Tyr Asn Leu Thr Val Pro Leu Gly lie Gin Ser Ala Trp 

50 55 60 

Glu Ser Lys Phe Arg Leu Pro Thr Tyr Trp Asn lie Glu Leu Ala Tyr 
65 70 75 80 

Gin Pro Val Leu Tyr Gin Gin Asn Pro Glu Val Asn Val Ser Leu Glu 

85 90 95 

Ser Ser Gly Ser Ser Trp Leu Leu Ser Gly Thr Thr Leu Ala Arg Asn 

100 105 110 

Ala lie Ala Phe Lys Gly Arg Asn Gin lie Phe lie Phe Pro Lys Leu 

115 120 125 

Ser Val Phe Leu Asp Tyr Gin Gly Ser Val Ser Ser Ser Thr Thr Thr 

130 135 140 

His Tyr Leu His Ala Gly Thr Thr Phe Lys Phe 
145 150 155 

<210>508 
<211>778 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>508 

Glu Val Phe Met Ala Ser Gly He Gly Gly Ser Ser Gly Leu Gly Lys 

1 5-10 15 

He Pro Pro Lys Asp Asn Gly Asp Arg Ser Arg Ser Pro Ser Pro Lys 

20 25 30 

Gly Glu Leu Gly Ser His Glu He Ser Leu Pro Pro Gin Glu His Gly 
35 40 45 
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.Glu Glu Gly Ala 
50 



Gly Ser 
55 



Ser His lie His Ser 
60 




er Ser Phe 



Leu Pro Glu Asp Gin Glu Ser Gin Ser Ser Ser Ser Ala Ala Ser Ser 



65 










70 










75 










80 


Pro 


Gly 


Phe 


Phe 


Ser 


Arg 


Val 


Arg 


Ser 


Gly 


Val 


Asp 


Arg 


Ala 


Leu 


Lys 










85 










90 










95 




Ser 


Phe 


Gly 


Asn 


Phe 


Phe 


Ser 


Ala 


Glu 


Ser 


Thr 


Ser 


Gin 


Ala 


Arg 


Glu 








100 










105 










110 






Thr 


Arg 


Gin 


Ala 


Phe 


Val 


Arg 


Leu 


Ser 


Lys 


Thr 


He 


Thr 


Ala 


Asp 


Glu 






115 










120 










125 








Arg 


Arg 


Asp 


Val 


Asp 


Ser 


Ser 


Ser 


Ala 


Ala 


Ala 


Thr 


Glu 


Ala 


Arg 


Val 




130 










135 










140 










Ala 


Glu 


Asp 


Ala 


Ser 


Val 


Ser 


Gly 


Glu 


Asn 


Pro 


Ser 


Gin 


Gly 


Val 


Pro 


145 










150 










155 










160 


Glu 


Thr 


Ser 


Ser 


Gly 


Pro 


Glu 


Pro 


Gin 


Arg 


Leu 


Phe 


Ser 


Leu 


Pro 


Ser 










165 










170 










175 




Val 


Lys 


Lys 


Gin 


Ser 


Gly 


Leu 


Gly 


Arg 


Leu 


Val 


Gin 


Thr 


Val 


Arg 


Asp 








180 










185 










190 






Arg 


lie 


Val 


Leu 


Pro 


Ser 


Gly 


Ala 


Pro 


Pro 


Thr 


Asp 


Ser 


Glu 


Pro 


Leu 






195 










200 










205 








Ser 


Leu 


Tyr 


Glu 


Leu 


Asn 


Leu 


Arg 


Leu 


Ser 


Ser 


Leu 


Arg 


Gin 


Glu 


Leu 




210 










215 










220 










Ser 


Asp 


He 


Gin 


Ser 


Asn 


Asp 


Gin 


Leu 


Thr 


Pro 


Glu 


Glu 


Lys 


Ala 


Glu 


225 










230 










235 










240 


Ala 


Thr 


Val 


Thr 


He 


Gin 


Gin 


Leu 


He 


Gin 


He 


Thr 


Glu 


Phe 


Gin 


Cys 










245 










250 










255 




Gly 


Tyr 


Met 


Glu 


Ala 


Thr 


Gin 


Ser 


Ser 


Val 


Ser 


Leu 


Ala 


Glu 


Ala 


Arg 








260 










265 










270 






Phe 


Lys 


Gly 


Val 


Glu 


Thr 


Ser 


Asp 


Glu 


He 


Asn 


Ser 


Leu 


Cys 


Ser 


Glu 






275 










280 










285 








Leu 


Thr 


Asp 


Pro 


Glu 


Leu 


Gin 


Glu 


Leu 


Met 


Ser 


Asp 


Gly 


Asp 


Ser 


Leu 




290 










295 










3 00 










Gin 


Asn 


Leu 


Leu 


Asp 


Glu 


Thr 


Ala 


Asp 


Asp 


Leu 


Glu 


Ala 


Ala 


Leu 


Ser 


305 










310 










315 










320 


His 


Ala 


Arg 


Leu 


Ser 


Phe 


Ser 


Leu 


Asp 


Asp 


Asn 


Pro 


Thr 


Pro 


He 


Asp 










325 










330 










335 




Asn 


Asn 


Pro 


Thr 


Leu 


He 


Ser 


Gin 


Glu 


Glu 


Pro 


He 


Tyr 


Glu 


Glu 


He 








340 










34 5 










350 






Gly 


Gly 


Ala 


Ala 


Asp 


Pro 


Gin 


Arg 


Thr 


Arg 


Glu 


Asn 


Trp 


Ser 


Thr 


Arg 






355 










360 










365 








Leu 


Trp 


Asn 


Gin 


He 


Arg 


Glu 


Ala 


Leu 


Val 


Ser 


Leu 


Leu 


Gly 


Met 


He 




3 7 0 










375 










3 80 










Leu 


Ser 


He 


Leu 


Gly 


Ser 


He 


Leu 


His 


Arg 


Leu 


Arg 


He 


Ala 


Arg 


His 


385 










3 90 










395 










4 00 


Ala 


Ala 


Ala 


Glu 


Ala 


Val 


Gly 


Arg 


Cys 


Cys 


Thr 


Cys 


Arg 


Gly 


Glu 


Glu 










405 










410 










415 




Cys 


Thr 


Ser 


Ser 


Glu 


Glu 


Asp 


Ser 


Met 


Ser 


Val 


Gly 


Ser 


Pro 


Ser 


Glu 








420 










425 










430 






lie 


Asp 


Glu 


Thr 


Glu 


Arg 


Thr 


Gly 


Ser 


Pro 


His 


Asp 


Val 


Pro 


Arg 


Arg 






435 










440 










445 








Asn 


Gly 


Ser 


Pro 


Arg 


Glu 


Asp 


Ser 


Pro 


Leu 


Met 


Asn 


Ala 


Leu 


Val 


Gly 




450 










455 










460 










Trp 


Ala 


His 


Lys 


His 


Gly 


Ala 


Lys 


Thr 


Lys 


Glu 


Ser 


Ser 


Glu 


Ser 


Ser 


465 










470 










475 










4 80 


Thr 


Pro 


Glu 


He 


Ser 


He 


Ser 


Ala 


Pro 


He 


Val 


Arg 


Gly 


Trp 


Ser 


Gin 










485 










490 










4 95 




Asp 


Ser 


Ser 


Val 


Ser 


Phe 


He 


Val 


Met 


Glu 


Asp 


Asp 


His 


He 


Phe 


Tyr 








500 










505 










510 






Asp 


Val 


Pro 


Arg 


Arg 


Lys 


Asp 


Gly 


He 


Tyr 


Asp 


Val 


Pro 


Ser 


Ser 


Pro 






515 










520 










525 








Arg 


Trp 


Ser 


Pro 


Ala 


Arg 


Glu 


Leu 


Glu 


Glu 


Asp 


Val 


Phe 


Gly 


Asp 


Tyr 




530 










535 










540 










Glu 


Val 


Pro 


He 


Thr 


Ser 


Ala 


Glu 


Pro 


Ser 


Lys 


Asp 


Lys 


Asn 


He 


Tyr 



545 550 555 560 
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Met Thr Pro Arg Lev^^Ai Thr Pro Ala lie Tyr Asp Leu^^^^ Ser Arg 

Pro Gly Ser Ser Gly Ser Ser Arg Ser Pro Ser Ser Asp Arg Val Arg 

580 585 590 

Ser Ser Ser Pro Asn Arg Arg Gly Val Pro Leu Pro Pro Val Pro Ser 

595 600 605 

Pro Ala Met Ser Glu Glu Gly Ser lie Tyr Glu Asp Met Ser Gly Ala 

610 615 620 

Ser Gly Ala Gly Glu Ser Asp Tyr Glu Asp Met Ser Arg Ser Pro Ser 
625 630 635 640 

Pro Arg Gly Asp Leu Asp Glu Pro lie Tyr Ala Asn Thr Pro Glu Asp 

645 650 655 

Asn Pro Phe Thr Gin Arg Asn lie Asp Arg lie Leu Gin Glu Arg Ser 

660 665 670 

Gly Gly Ala Ser Ala Ser Pro Val Glu Pro lie Tyr Asp Glu lie Pro 

675 680 685 

Trp lie His Gly Arg Pro Pro Ala Thr Leu Pro Arg Pro Glu Asn Thr 

690 695 700 

Leu Thr Asn Val Ser Leu Arg Val Ser Pro Gly Phe Gly Pro Glu Val 
705 710 715 720 

Arg Ala Ala Leu Leu Ser Glu Ser Val Ser Ala Val Met Val Glu Ala 

725 730 735 

Glu Ser lie Val Pro Pro Thr Glu Pro Gly Asp Gly Glu Ser Glu Tyr 

740 745 750 

Leu Glu Pro Leu Gly Gly Leu Val Ala Thr Thr Lys lie Leu Leu Gin 

755 760 765 

Lys Gly Trp Pro Arg Gly Glu Ser Asn Ala 

770 775 
<210>509 
<211>511 
.<212>PRT 

<213 >Chlamydia pneumoniae 
<400>509 

Gly Ser lie Met Ala Val Gly Gly Val Gly Gly Ser Arg Ser Pro Ser 

15 10 15 

Pro lie Pro Pro Asn Arg Arg Asn Ser Glu Asp Gly Lys Val Ser Pro 

20 25 30 

Lys Asp Asn Leu Gly Glu His Thr Val Ser Ser Ser Asp Ser Ser Leu 

35 40 45 

Ala Ser Gin Gly Pro Thr lie Glu Glu Arg Lys Ala Gin Leu Gly Gly 

50 55 60 

Thr Asp Lys lie Pro Leu Pro Ser Val Lys Glu Pro Gly Asp Ser Pro 
65 70 75 80 

Thr Ser Gly Arg Ser Gly Val Leu Gin Arg lie Trp Lys Gly Val Lys 

85 90 95 

Gly Val Phe Lys Lys Thr Pro Gin Ala Arg Pro Glu Val Ser Ser Pro 

100 105 110 

Arg Leu Pro Ser His Val Gin His Gly Gin Arg Leu Pro Gly Leu Glu 

115 120 125 

Gly Phe Arg Asp Arg lie Gin Lys Arg Ser Glu Asn Pro Glu Ala Asp 

130 135 140 

Leu Gly Lys Met Lys Arg Ser Tyr Ser Asp Gly Asp Leu Asp Arg Val 
145 150 155 160 

Gly His Asp Ser Asn Glu Asp Ser Thr Glu Asp Ser Arg Ser Glu Gly 

165 170 175 

Gly Glu Pro Ser Ser Lys Ser Ser Ser Phe Leu Ser Gly Val Arg Gly 

180 185 190 

Ala Val Ser Lys Val His Gly Ala Leu Gly Asp lie Lys Gly Lys Phe 

195 200 205 

Gin Arg Ser Ala Ser Glu Asp Asp Leu Thr Thr Gin Gly Glu Asp Ser 

210 215 220 

Ala Gly Asp Thr Val Lys Glu Arg Arg Ser Glu Glu Ala Glu Ala Ser 
225 230 235 240 

Ser Lys Ser Ser Ser Phe Leu Ser Gly Val Arg Gly Ala Thr Ser Thr 
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250 255 
Val Gin Gly Ala LSBrciy Asp Ala Lys Glu Lys Val sSKla Phe Gly 

260 265 270 

Glu Gin Ala Ala Gly Ala lie Arg Ser Ala Pro Gly Asn lie Arg Thr 

275 280 285 

Arg Phe Gin Arg Ser Ser Ser Glu Gly Asp Leu Ser Asn Val Asn Lys 

290 295 300 

Ala Ala Lys His Leu Arg Lys Ala Leu Glu Asn Leu Glu Lys Val Ala 
305 310 315 320 

Pro Glu Gin Val Ser Pro Glu Val Ala Ser Arg Val Gin Ser Leu Leu 

325 330 335 

Ala Arg Met Glu Gin Leu Thr His Gin Glu Pro Pro Thr Val Glu Asp 

340 345 350 

Leu He Thr Phe Val Glu Ser Asn Val Gly Ser Asp Ser Val Glu Tyr 

355 360 365 

Ala Ser He Val Pro Gin Asp Gly Ser Gin Ala Pro Ala Glu Thr Ala 

370 375 380 

Glu Ala Pro Glu Thr Gly Gly Val Glu Gly Ser Ala Ala Gin Gly Ala 
385 390 395 400 

Trp Lys Ala Leu Arg Asp Phe Val Val Ser lie Phe Gin Ala Val Ala 

405 410 415 

Ser Phe Phe Arg Ala lie Ala Ser Arg Leu Ser Ser Ala Arg Arg Glu 

420 425 430 

Ser Ala Val Asp Asp Leu Ala Ser Glu Ser Asn Thr Gin Trp Phe Val 

435 440 445 

Glu Gin Glu Gly Val Ser Asn Pro Ser Ala Ala Pro Ser Leu Ser Phe 

450 455 460 

Ala Glu Glu He Ala Arg Arg Ala Ala Glu Met Ser Asn Arg Asn Ala 
465 470 475 480 

Gin Ser Leu Glu Lys Leu Glu Ser Gly Asn Val Thr Asp Pro Val He 

485 490 495 

Gin Gin Gly Leu Gly Leu Ala Arg Ser Phe Ala Pro Glu Gly Gin 
500 505 510 

<210>510 
<211>122 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>510 

Met Thr Gly Ser Val Thr Leu Pro Asp Ser Asn Phe Ser Arg Leu Trp 

15 10 15 

Ala Phe Leu Leu Leu He Ser Ala Ala Leu Arg Ala He Ser Ser Ala 

20 25 30 

Lys Asp Lys Leu Gly Ala Ala Asp Gly Phe Glu Thr Pro Ser Cys Ser 

35 40 45 

Thr Asn His Cys Val Leu Leu Ser Asp Ala Arg Ser Ser Thr Ala Asp 

50 55 60 

Ser Arg Arg Ala Glu Leu Asn Leu Glu Ala He Ala Leu Lys Lys Leu 
65 70 75 80 

Ala Thr Ala Trp Asn Met Leu Thr Thr Lys Ser Arg Asn Ala Phe His 

85 90 95 

Ala Pro Cys Ala Ala Asp Pro Ser Thr Pro Pro Val Ser Gly Ala Ser 

100 105 110 

Ala Val Ser Ala Gly Ala Cys Asp Pro Ser 
115 120 

<210>511 
<211>598 
<212>PRT 

<2 13>Chlamydia pneumoniae 
<400>511 

Leu Lys He He He Ser He Ser Phe Met Ser Thr Ser Pro He Ser 

15 10 15 

Asn Asp Pro Arg Tyr Leu Ser Leu Ser Asn Ala Thr Glu Lys Thr Ser 

20 25 30 

Leu Leu Ala Asn Ser Arg Ser Leu Ser Pro Val Pro Asn Ser Leu Val 
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Pro 



35 

Ser Asn 
50 



Pro 



Gl 




Thr 
55 



Gly 



40 



Leu Arg 



Lys Ser 
60 



4 5| 
lie 




Thr 



His 



Ser Val Thr Leu Phe Ala Gly Leu Val Val Leu Leu Val Ala Val Ser 
65 70 75 80 

Val Val Val Val Ala Leu Thr Val Leu Ala Pro Gly Val Pro Gin Ala 

85 90 95 

lie Leu Leu Gly lie Ala lie Ser Gly Val Gly He Gly Gly Phe Ser 

100 105 110 

He Met Lys Ser Leu Val Tyr Met Val Arg Asp Tyr Met Ser Pro Arg 

115 120 125 

Met Gin Glu Ser Ser Arg He Lys Ser Ala Leu Ala Val Gly Thr Gly 

130 135 140 

Phe Thr Val Met Gly Leu Val Met Lys Val Gly Ala Asn Phe Val Pro 
145 150 155 160 

Gly Gly Tyr Gly Gly Leu Val Gly Ser Leu Gly Ser Ser Ala Tyr Ser 

165 170 175 

Arg Gly Ser Gin Thr Thr Leu Ala Ser Phe Ser His Tyr He Tyr Thr 

180 185 190 

Lys Phe Phe Arg Ser Glu Lys Val Ala Lys Gly Glu Lys Leu Thr Glu 

195 200 205 

Ala Glu Thr He Lys Glu Ala Lys Lys Leu His Tyr He Thr Leu Ser 

210 215 220 

He Ala Thr He Gly Val Gly Leu Ala Val Leu Gly He Leu Leu Ala 
225 230 235 240 

He Ala Gly Thr Val Leu Leu Gly Gly Ala Pro Ala Thr He Ala He 

245 250 255 

He Leu Ala Pro Pro Leu He Ser He Gly Leu Thr Thr Val Leu Gin 

260 265 270 

Thr He Leu His Ser Ser He Gly Lys Trp Arg Ala Phe Leu Leu Thr 

275 280 285 

Gin Glu Lys Lys Asp Leu Phe Val Asp Thr Ser Leu Lys Asp He Arg 

290 295 300 

Leu Glu Lys Leu Pro Pro Ser Glu Val Glu Glu Ser Glu Thr Ser Gin 
305 310 315 320 

Ser Val He Glu Val Pro Asp Ser Glu Gly He Ala Glu Thr Arg He 

325 330 335 

Ser Ala Glu Glu He Asp Thr Arg Leu Ser Leu Thr Thr Arg Gin Lys 

340 345 350 

Val He Phe Ala Leu Ala Thr Leu Leu Leu Leu Ala Ser He Ala Ala 

355 360 365 

Phe He Val Thr Gly Phe Gly Gly Leu Thr Val Met Gin Val Leu Leu 

370 375 380 

Val Ala Ser Val Gly Ser Ala Val Ala Ser Val Thr Leu Pro Met Val 
385 390 395 400 

Ser Ser Gly Phe Ser Tyr Val Ala Tyr Gin Leu Lys Ala Arg Leu Asn 

405 410 415 

He Ser Lys Leu Arg Trp Lys Glu Ala Lys Asn Lys Lys Arg Val Arg 

420 425 430 

Gin Phe Leu He Glu Ser Gly Val He Ala Ser Asp Arg Glu Phe Asn 

435 440 445 

Gin Met Trp Lys Thr Val Tyr Lys Lys Gin He Gin Lys Thr Asp Ala 

450 455 460 

Ala He Arg Glu Glu Val Arg Asn Phe Glu Lys Gly Gly Glu Val Asn 
465 470 475 480 

Ser Ala Leu Val Gly Gly He Leu Leu Gly Val Gly Thr Gly He Met 

485 490 495 

Leu Leu Ala Leu Val Pro Ala Phe Ala Pro He Val Pro Gly He Leu 

500 505 510 

Ala Leu Gly Gly Ser Thr Leu Gly He Ala Gly Ser He Leu Met Arg 

515 520 525 

Lys Phe Val Asn Trp Leu Tyr Asp Glu Leu Val Lys Leu Tyr Glu Arg 

530 535 540 

Arg Arg Asn Arg Arg Glu Leu Leu Tyr Gly Pro Glu Ser Lys Met Arg 
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.545 ^B550 555 560 

Ser lie Ala Thr S^heu Val Val Glu Ala Leu Ala A^^Ser His Asp 

565 570 575 

His Leu Phe Asp Leu Asp Gly Pro Val Asp Phe lie Asp Val Asp Val 

580 585 590 

Asp lie Asp Gly Ala Ala 
595 

<210>512 

<211>99 

<212>PRT 

<213>Chlamydia pneumoniae 
<400>512 

Gly Thr Pro Gly Ala Lys Thr Val Lys Ala Thr Thr Thr Thr Glu Thr 

15 10 15 

Ala Thr Ser Lys Thr Thr Arg Pro Ala Asn Lys Val Thr Glu Trp Val 

20 25 30 

Lys lie Leu Phe Arg Asn Pro Val Ser Ser Gly Leu Leu Gly Thr Arg 

35 40 45 

Glu Phe Gly Thr Gly Glu Arg Leu Arg Leu Phe Ala Arg Arg Glu Val 

50 55 60 

Phe Ser Val Ala Leu Asp Lys Asp Lys Tyr Arg Gly Ser Leu Leu lie 
65 70 75 80 

Gly Asp Val Asp lie Lys Glu lie Leu lie lie lie Phe Asn Tyr Lys 
85 90 95 

lie Asn Tyr 

<210>513 
<211>722 
<212>PRT 

<213>Chlainydia pneumoniae 
<400>513 

Pro Ser Met Val Asp Lys Leu lie His Pro Trp Asp Leu Asp Leu Leu 

15 10 15 

Val Ser Gly Arg Gin Lys Asp Pro His Lys Leu Leu Gly lie Leu Ala 

20 25 30 

Ser Glu Asp Ser Ser Asp His lie Val lie Phe Arg Pro Gly Ala His 

35 40 45 

Thr Val Ala lie Glu Leu Leu Gly Glu Leu His His Ala Val Ala Tyr 

50 55 60 

Arg Ser Gly Leu Phe Phe Leu Ser Val Pro Lys Gly lie Gly His Gly 
65 70 75 80 

Asp Tyr Arg Val Tyr His Gin Asn Gly Leu Leu Ala His Asp Pro Tyr 

85 90 95 

Ala Phe Pro Pro Leu Trp Gly Glu lie Asp Ser Phe Leu Phe His Arg 

100 105 110 

Gly Thr His Tyr Arg He Tyr Glu Arg Met Gly Ala He Pro Met Glu 

115 120 125 

Val Gin Gly He Ser Gly Val Leu Phe Val Leu Trp Ala Pro His Ala 

130 135 140 

Gin Arg Val Ser Val Val Gly Asp Phe Asn Phe Trp His Gly Leu Val 
145 150 155 160 

Asn Pro Leu Arg Lys He Ser Asp Gin Gly He Trp Glu Leu Phe Val 

165 170 175 

Pro Gly Leu Gly Glu Gly He Arg Tyr Lys Trp Glu He Val Thr Gin 

180 185 190 

Ser Gly Asn Val He Val Lys Thr Asp Pro Tyr Gly Lys Ser Phe Asp 

195 200 205 

Pro Pro Pro Gin Gly Thr Ala Arg Val Ala Asp Ser Glu Ser Tyr Ser 

210 215 220 

Trp Ser Asp His Arg Trp Met Glu Arg Arg Ser Lys Gin Ser Glu Gly 
225 230 235 240 

Pro Val Thr He Tyr Glu Val His Leu Gly Ser Trp Gin Trp Gin Glu 

245 250 255 

Gly Arg Pro Leu Ser Tyr Ser Glu Met Ala His Arg Leu Ala Ser Tyr 
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Cys 


Lys 


Glu 


Met 


His 




Thr 


His 






275 










280 


His 


Pro 


Leu 


Asn 


Glu 


Ser 


Trp 


Gly 




290 










295 




Pro 


Thr 


Ser 


Arg 


Tyr 


Gly 


Thr 


Leu 


305 










310 






Tyr 


Leu 


His 


Lys 


Glu 


Asn 


He 


Gly 










325 








His 


Phe 


Pro 


Val 


Asp 


Ala 


Phe 


Ala 








340 










Leu 


Tyr 


Glu 


Tyr 


Thr 


Gly 


His 


Ser 






355 










360 


Thr 


Phe 


Thr 


Phe 


Asp 


Tyr 


Ser 


Arg 




370 










375 




Gly 


Ser 


Ala 


Leu 


Phe 


Trp 


Leu 


Asp 


385 










390 






Val 


Asp 


Ala 


Val 


Ala 


Ser 


Met 


Leu 










405 








Gly 


Glu 


Trp 


Thr 


Pro 


Asn 


He 


Tyr 








420 










He 


Glu 


Phe 


Leu 


Lys 


His 


Leu 


Asn 






435 










440 


Gly 


Val 


Leu 


Thr 


Phe 


Ala 


Glu 


Glu 




450 










455 




Lys 


Asp 


Val 


Asp 


Gin 


Gly 


Gly 


Leu 


465 










470 






Gly 


Trp 


Met 


His 


Asp 


Thr 


Phe 


His 










485 








Arg 


Lys 


Tyr 


His 


Gin 


Lys 


Asp 


Leu 








500 










Gin 


Glu 


Ser 


Phe 


He 


Leu 


Pro 


Leu 






515 










520 


Lys 


Gly 


Ser 


Leu 


Val 


Asn 


Lys 


Leu 




530 










535 




Ala 


Gin 


Met 


Arg 


Val 


Leu 


Leu 


Ser 


545 










550 






Lys 


Leu 


Leu 


Phe 


Met 


Gly 


Gly 


Glu 










565 








Pro 


Asp 


Arg 


Pro 


Leu 


Asp 


Trp 


Glu 








580 










Thr 


Leu 


Arg 


Asn 


Cys 


Val 


Ser 


Ala 






595 










600 


Pro 


Tyr 


Leu 


Trp 


Met 


Gin 


Glu 


Ser 




610 










615 




Asp 


Phe 


His 


Asp 


He 


Glu 


Asn 


Asn 


625 










630 






Gly 


Ser 


Asn 


Arg 


Ser 


Ser 


Ala 


Leu 










645 








Ser 


Thr 


Phe 


Pro 


Ser 


Tyr 


Val 


Leu 








660 










Glu 


Leu 


Leu 


Leu 


Asn 


Thr 


Asp 


Asp 






675 










680 


Gly 


Asn 


Arg 


Ala 


Pro 


Val 


Val 


Cys 




690 










695 




Leu 


Asp 


lie 


Glu 


Leu 


Pro 


Pro 


Leu 


705 










710 







Phe Phe 



<210>514 
<211>340 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>514 



BNSDOCID: <WO 99271 05A2_L> 



PCT/IB98/01890 



265 










IP 






Val 


Glu 


Leu 


Leu 


Pro 




Thr 


Glu 










285 








Tyr 


Gin 


Val 


Thr 


Gly 


Tyr 


Tyr 


Ala 








300 










Gin 


Glu 


Phe 


Gin 


Tyr 


Phe 


Val 


Asp 






315 










320 


He 


He 


Leu 


Asp 


Trp 


Val 


Pro 


Gly 




330 










335 




Leu 


Ala 


Ser 


Phe 


Asp 


Gly 


Glu 


Pro 


345 










350 






Gin 


Ala 


Leu 


His 


Pro 


His 


Trp 


Asn 










365 








His 


Glu 


Val 


Thr 


Asn 


Phe 


Leu 


Leu 








380 










Lys 


Met 


His 


He 


Asp 


Gly 


Leu 


Arg 






395 










400 


Tyr 


Arg 


Asp 


Tyr 


Gly 


Arg 


Glu 


Asp 




410 










415 




Gly 


Gly 


Lys 


Glu 


Asn 


Leu 


Glu 


Ser 


425 










430 






Ser 


Val 


He 


His 


Lys 


Glu 


Phe 


Ser 










445 








Ser 


Thr 


Ala 


Phe 


Pro 


Gly 


Val 


Thr 








460 










Gly 


Phe 


Asp 


Tyr 


Lys 


Trp 


Asn 


Leu 






475 










480 


Tyr 


Phe 


Met 


Lys 


Asp 


Pro 


Met 


Tyr 




490 










495 




Thr 


Phe 


Ser 


Leu 


Trp 


Tyr 


Ala 


Phe 


505 










510 






Ser 


His 


Asp 


Glu 


Val 


Val 


His 


Gly 










525 








Pro 


Gly 


Asp 


Thr 


Trp 


Thr 


Arg 


Phe 








540 










Tyr 


Gin 


He 


Cys 


Leu 


Pro 


Gly 


Lys 






555 










560 


Phe 


Gly 


Gin 


Tyr 


Gly 


Glu 


Trp 


Ser 




570 










575 




Leu 


Leu 


Asn 


His 


His 


Tyr 


His 


Lys 


585 










590 






Leu 


Asn 


Ala 


Leu 


Tyr 


He 


His 


Gin 










605 








Ser 


Gin 


Glu 


Cys 


Phe 


His 


Trp 


Val 








620 










Val 


He 


Ala 


Tyr 


Tyr 


Arg 


Phe 


Ala 






635 










640 


Leu 


Cys 


Val 


His 


His 


Phe 


Ser 


Ala 




650 










655 




Arg 


Cys 


Glu 


Gly 


Val 


Lys 


His 


Cys 


665 










670 






Glu 


Ser 


Phe 


Gly 


Gly 


Ser 


Gly 


Lys 










685 








Gin 


Asp 


Gin 


Gly 


Val 


Ala 


Trp 


Gly 








700 










Ala 


Thr 


Val 


He 


Tyr 


Leu 


Val 


Thr 



715 720 



wo 99/27105 PCT/IB98/01890 





M.xy 


Gly 


Arg 




X cl 


Asp 


Trp 


vjxy 


As p 


Cys 








lie 


Met 


J. 


















T n 
1 U 










15 




o -L n 


ri X o 




. Lys 


Pro 


Tyr 


i nr 


Met 


vai 


Pro 


Lriy 


Ljin 


Lys 


Leu 


Pro 


lie 




























J 0 








Glv 


Ser 


Leu 


Leu 




>\x ct 


m n 

VjX 11 


Va 1 

V ct X 


Ph^ 




1 xix 


Leu 


Trp 


Arg 


Leu 






3 5 




















H b 








Phe 


Ser" 


Ser 


Lys 


His 


Glu 


He 


T 

XtC Ll 


A c n 


Gl 11 

w X Lt 


ox 11 


X 11 X 


Leu 


X 11 


V cLX 


Vjin 














t; 










c n 
b U 










Gly 


PlTO 


Leu 


Lys 


Arg 


ir lie 


^x ct 


V ct X 


PVi 


w X 11 


Asp 


Leu 


rll S 


Arg 


uiy 


tjiy 


o o 










'7 Cl 
/ U 










/ D 










80 


Leu 


Ala 


Val 


Thr 


Ser 


Glu 




lyr 


Lys 


Tyr 


Tyr 


Leu 


Leu 


Pro 


Ser 


Caiy 






























95 




Glu 


v_y £> 


Thr 


Gin 




X X c 


Lys 


L>xy 


Lys 


Leu 


Pro 


Ser 


Ala 


Ala 


Cjin 


Ala 








inn 

X U u 










1 UD 










110 






Gly 


Pjto 


Leu 


Leu 


Q ^ "T* 

3 C X 


Leu 


v3 X y 


V ^1 


Tlx S 


Lys 


rix 5 


A± a 


Asp 


Trp 


/-I T _ 

om 


Lys 






1 1 

X X 3 










Ton 










12 5 








Val 




Cv^ 
\_y £> 


Arg 


Arg 


As p 




Lys 


V7X U 


T 1 #a 
X X€ 


Leu 


Pro 


Leu 


Trp 


irne 


Arg 




X O V 










X J 3 










14 0 










Phe 


Ala 


Ala 


Met 


AT 3 

iAX ct 


IrX <w> 


Lys 


o'X y 


Ser 


Tyr 


Arg 


Asp 


Leu 


LilU 


mr 


Thr 


J. ri 3 










X 3 u 










ICC 

lb b 










160 


Ala 


lie 


Gly 


Ser 


XtC 


V CL X 


Lys 


1 ilx 


rlX d 


nx o 


uXIl 


Arg 


vai 


Leu 


JllS 


Arg 










J. O o 










170 










175 






^ IIX 


X iiX 


V7X u. 


X ± e 


rt± a 


Pro 


A.1 a 


Leu 


Leu 


Ser 


lie 


Ala 


Leu 


Ala 


Gly 








X o U 










185 










190 








Q ^ 

OCX 


V7X U. 


Cys 


irne 


Leu 


Pro 


Arg 


Ser 


Tyr 


Asp 


Glu 


Glu 


Phe 


Gin 


Gly 






X y D 










2 00 










2 05 








X X c 


Leu 


r'i vJ 


V3 X 11 


Asp 




Asp 


Pro 


t^iu 


tjiy 


L»iy 


val 


Pro 


Pne 


Glu 


Leu 




^ X u 










z xo 










22 0 










L6LI 


Ser 


i yi. 


Ser 


XT JiC 


o X y 




X J. e 


Ox n 


Asp 


lie 


Fne 


Leu 


Arg 


Hi s 


Gin 


"5 9 
^ ^ o 










z o U 










2 3 5 










240 


Gly 


Gin 


Leu 


V ct X 


O X u 


J. XC 


Leu 


Pro 


A,i a 


Leu 


Pro 


Pro 


Glu 


Pne 


Pro 


Cys 










9 4 Q 

Z 4 3 










250 










255 


Glv 


>4xy 


Leu 


Tie* 
X xc 


nx o 


V a X 


nX o 


Leu 


Pro 


Asn 


Leu 


uly 


Thr 


Leu 


Ser 


lie 








9 *c n 
Z o U 










o ^ c 

2 65 










270 






Val 




Thr 


T A/C 

xiy a 


Lys 


1 nx 


T 1 *a 


Arg 


uxn 


V ai 


VjIU 


Leu 


Hi S 


Ala 


Glu 


Tyr 






z / ^ 










o Q n 
2 o U 










2 85 








Ser 


Glv 

\jxy 


Glu 


Val 


XT lie? 


L u 


Lys 




Cys 


Ser 


Ser 


Leu 


Cys 


Ser 


Ala 


Arg 




Z J7 U 










1 Q C 










3 00 










Leu 




w X LL 


irp 


Se r 


o J. u 


Arg 


Arg 


Leu 


Ser 


Laiy 


Ser 


Lys 


Arg 


Leu 


Ser 


n ^ 










J 10 










315 










320 


Leu 


Gly 


Glu 


inr 


Leu 


Glu 


lie 


Lys 


Ala 


Gly 


Thr 


Thr 


Tyr 


Leu 


Trp 


Asp 










325 










330 










335 




Cys 


Phe 


His 


Lys 
































340 


























<210>515 




























<211>423 




























<212>PRT 




























<213>Chlamydia pneumoniae 




















<400>515 




























Arg 


Tyr 


Met 


Thr 


Val 


Ala 


Glu 


vai 


Lys 


L» ly 


mr 


Fne 


Lys 


Leu 


Val 


Cys 


1 








5 










10 










15 




Leu 


Gly 


Cys 


Arg 


Val 


Asn 


Gin 


Tyr 


VjIU 


V ai 


vjin 


Ala 


Tyr 


Arg 


Asp 


Gin 








20 










2 5 










3 0 






Leu 


Thr 


He 


Leu 


Gly 


Tyr 


Gin 


m n 

VJ± U. 


V ai 


Leu 


Asp 


Ser 


Glu 


lie 


Pro 


Ala 






35 










4 (J 










4 5 








Asp 


Leu 


Cys 


He 


He 


Asn 


Thr 


v-ys 


Ala 


V a X 


X iir 


i\ia 


Ser 


Ala 


It 

(jIU 


Ser 




50 










55 










5 0 










Ser 


Gly 


Arg 


His 


Ala 


Val 


Arg 


V3 Xll 


Leu 


Cys 


Arg 


oin 


Asn 


Pro 


mr 


Ala 


65 










70 










75 










80 


His 


lie 


Val 


Val 


Thr 


Gly 


Cys 


Leu 


m V 

u X y 


VjX u 


OCX 


Asp 


Lys 


ulU 


fne 


Fne 










85 










90 










95 




Ala 


Ser 


Leu 


Asp 


Arg 


Gin 


Cys 


Thr 


Leu 


Val 


Ser 


Asn 


Lys 


Glu 


Lys 


Ser 








100 










105 










110 






Arg 


Leu 


He 


Glu 


Lys 


He 


Phe 


Ser 


Tyr 


Asp 


Thr 


Thr 


Phe 


Pro 


Glu 


Phe 



690 



BNSDOCID: <WO 9927105A2_l_> 



wo 99/27105 PCT/IB98/01890 

115 

Lys lie His Ser Phe Gly Lys Ser Arg Ala Phe lie ^^Fval Gin 

130 135 140 

Asp Gly Cys Asn Ser Phe Cys Ser Tyr Cys lie lie Pro Tyr Leu Arg 
145 150 155 160 

Gly Arg Ser Val Ser Arg Pro Ala Glu Lys lie Leu Ala Glu lie Ala 

165 170 175 

Gly Val Val Asp Gin Gly Tyr Arg Glu Val Val lie Ala Gly lie Asn 

180 185 190 

Val Gly Asp Tyr Cys Asp Gly Glu Arg Ser Leu Ala Ser Leu lie Glu 

195 200 205 

Gin Val Asp Gin lie Pro Gly lie Glu Arg lie Arg He Ser Ser He 

210 215 220 

Asp Pro Asp Asp He Thr Glu Asp Leu His Arg Ala He Thr Ser Ser 
225 230 235 240 

Arg His Thr Cys Pro Ser Ser His Leu Val Leu Gin Ser Gly Ser Asn 

245 250 255 

Ser He Leu Lys Arg Met Asn Arg Lys Tyr Ser Arg Gly Asp Phe Leu 

260 265 270 

Asp Cys Val Glu Lys Phe Arg Ala Ser Asp Pro Arg Tyr Ala Phe Thr 

275 280 285 

Thr Asp Val He Val Gly Phe Pro Gly Glu Ser Asp Gin Asp Phe Glu 

290 295 300 

Asp Thr Leu Arg He He Glu Asp Val Gly Phe He Lys Val His Ser 
305 310 315 320 

Phe Pro Phe Ser Ala Arg Arg Arg Thr Lys Ala Tyr Thr Phe Asp Asn 

325 330 335 

Gin He Pro Asn Gin Val He Tyr Glu Arg Lys Lys Tyr Leu Ala Glu 

340 345 350 

Val Ala Lys Arg Val Gly Gin Lys Glu Met Met Lys Arg Leu Gly Glu 

355 360 365 

Thr Thr Glu Val Leu Val Glu Lys Val Thr Gly Gin Val Ala Thr Gly 

370 375 380 

His Ser Pro Tyr Phe Glu Lys Val Ser Phe Pro Val Val Gly Thr Val 
385 390 395 400 

Ala He Asn Thr Leu Val Ser Val Arg Leu Asp Arg Val Glu Glu Glu 

405 410 415 

Gly Leu He Gly Glu He Val 
420 

<210>516 
<211>472 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>516 

Leu Asp Thr He Asp Thr Pro Gly Glu Gin Gly Ser Gin Ser Phe Gly 

15 10 15 

Asn Ser Leu Gly Ala Arg Phe Asp Leu Pro Arg Lys Glu Gin Asp Pro 

20 25 30 

Ser Gin Ala Leu Ala Val Ala Ser Tyr Gin Asn Lys Thr Asp Ser Gin 

35 40 45 

Val Val Glu Glu His Leu Asp Glu Leu He Ser Leu Ala Asp Ser Cys 

50 55 60 

Gly He Ser Val Leu Glu Thr Arg Ser Trp He Leu Lys Thr Pro Ser 
65 70 75 80 

Ala Ser Thr Tyr He Asn Val Gly Lys Leu Glu Glu He Glu Glu He 

85 90 95 

Leu Lys Glu Phe Pro Ser He Gly Thr Leu He He Asp Glu Glu He 

100 105 110 

Thr Pro Ser Gin Gin Arg Asn Leu Glu Lys Arg Leu Gly Leu Val Val 

115 120 125 

Leu Asp Arg Thr Glu Leu He Leu Glu He Phe Ser Ser Arg Ala Leu 

130 135 140 

Thr Ala Glu Ala Asn He Gin Val Gin Leu Ala Gin Ala Arg Tyr Leu 
145 150 155 160 



691 



BNSDOCID: <WO 9927105A2J_> 



wo 99/271105 



PCT/IB98/01890 



•Leu 



Pro 



Arg Leu 




lArg 



Leu 



Trp 



Gly 



His 
170 



Leu 



Ser 




In 



Lys 
175 



Ser 



Gly 


Gly 


Gly 


Ser 
180 


Gly 


Gly 


Phe 


Val 


Lys 
185 


Gly 


Glu 


Gly 


Glu 


Lys 
190 


Gin 


He 


Glu 


Leu 


Asp 
195 


Arg 


Arg 


Met 


Val 


Arg 
200 


Glu 


Arg 


He 


His 


Lys 
205 


Leu 


Ser 


Ala 


Gin 


Leu 
210 


Lys 


Ala 


Val 


He 


Lys 
215 


Gin 


Arg 


Ala 


Glu 


Arg 
220 


Arg 


Lys 


Val 


Lys 


Ser 


Arg 


Arg 


Gly 


lie 


Pro 


Thr 


Phe 


Ala 


Leu 


He 


Gly 


Tyr 


Thr 


Asn 


Ser 


225 










230 










235 










240 


Gly 


Lys 


Ser 


Thr 


Leu 
245 


Leu 


Asn 


Leu 


Leu 


Thr 
250 


Ala 


Ala 


Asp 


Thr 


Tyr 
255 


Val 


Glu 


Asp 


Lys 


Leu 
260 


Phe 


Ala 


Thr 


Leu 


Asp 
265 


Pro 


Lys 


Thr 


Arg 


Lys 
270 


Cys 


Val 


Leu 


Pro 


Gly 
275 


Gly 


Arg 


His 


Val 


Leu 
280 


Leu 


Thr 


Asp 


Thr 


Val 
285 


Gly 


Phe 


He 


Arg 


Lys 
290 


Leu 


Pro 


His 


Thr 


Leu 
295 


Val 


Ala 


Ala 


Phe 


Lys 
300 


Ser 


Thr 


Leu 


Glu 


Ala 


Ala 


Phe 


His 


Glu 


Asp 


Val 


Leu 


Leu 


His 


Val 


Val 


Asp 


Ala 


Ser 


His 


305 










310 










315 










320 


Pro 


Leu 


Ala 


Leu 


Glu 
325 


His 


Val 


Gin 


Thr 


Thr 
330 


Tyr 


Asp 


Leu 


Phe 


Gin 
335 


Glu 


Leu 


Lys 


lie 


Glu 
340 


Lys 


Pro 


Arg 


He 


He 
345 


Thr 


Val 


Leu 


Asn 


Lys 
350 


Val 


Asp 


Arg 


Leu 


Pro 
355 


Gin 


Gly 


Ser 


He 


Pro 
360 


Met 


Lys 


Leu 


Arg 


Leu 
365 


Leu 


Ser 


Pro 


Leu 


Pro 
370 


Val 


Leu 


lie 


Ser 


Ala 
375 


Lys 


Thr 


Gly 


Glu 


Gly 
380 


He 


Gin 


Asn 


Leu 


Leu 


Ser 


Leu 


Met 


Thr 


Glu 


He 


He 


Gin 


Glu 


Lys 


Ser 


Leu 


His 


Val 


Thr 


385 










390 










395 










400 


Leu 


Asn 


Phe 


Pro 


Tyr 
405 


Thr 


Glu 


Tyr 


Gly 


Lys 
410 


Phe 


Thr 


Glu 


Leu 


Cys 
415 


Asp 


Ala 


Gly 


Val 


Val 
420 


Ala 


Ser 


Ser 


Arg 


Tyr 
425 


Gin 


Glu 


Asp 


Phe 


Leu 
430 


Val 


Val 


Glu 


Ala 


Tyr 
435 


Leu 


Pro 


Lys 


Glu 


Leu 
440 


Gin 


Lys 


Lys 


Phe 


Arg 
445 


Pro 


Phe 


He 


Ser 


Tyr 
450 


Val 


Phe 


Pro 


Glu 


Asp 
455 


Cys 


Gly 


Asp 


Asp 


Glu 
460 


Gly 


Arg 


Gly 


Pro 


Val 


Leu 


Glu 


Ser 


Ser 


Phe 


Gly 


Asp 



















465 470 



<210>517 
<211>273 
<212>PRT 

<2 13>Chlamydia pneumoniae 
<400>517 

Ala He Gly Met Val Arg Asp He Gin Ser Glu Ser He Gly Lys Leu 

15 10 15 

Val Phe Leu Gly Thr Gly Asn Pro Glu Gly He Pro Val Pro Phe Cys 

20 25 30 

Ser Cys Arg Val Cys Gin Asn Thr Gly He His Arg Leu Arg Ser Ser 

35 40 45 

Val Leu He Gin Tyr Gin Asn Lys Thr Leu Val He Asp Ala Gly Pro 

50 55 60 

Asp Phe Arg Thr Gin Met Leu Val Ala Gly Val Ser Glu Leu Asp Gly 
65 70 75 80 

Val Phe Leu Thr His Pro His Tyr Asp His He Gly Gly He Asp Asp 

85 ^ 90 95 

Leu Arg Ala Trp Tyr He Val Thr Gin Arg Ser Leu Pro Leu Val Leu 

100 105 110 

Ser Ala Ser Thr Tyr Arg Phe Leu Asn Lys Ala Lys Glu Tyr Leu Phe 

115 120 125 

Ala Thr Pro Asn Val Glu Ser Ser Leu Pro Ala Val Leu Glu Phe Thr 

130 135 140 

He Leu Asn Glu Asp Cys Gly Gin Glu Glu Phe Gin Gly He Pro Tyr 



692 



BNSCX3CID: <WO 9927105A2J_> 



wo 99/27105 PCT/1B98/01890 



145 






- - 


i 












155 










160 


Thr 


Tyr 


Val 


Ser 


Tyir 
165 




Gin 


Lys 


Ser 


Cys 
170 


His 


Val 


Thr 




Phe 
175 


Arg 


Phe 


Gly 


Asn 


Leu 
180 


Ala 


Tyr 


Leu 


Thr 


Asp 
185 


Leu 


Cys 


Ser 


Tyr 


Asp 
190 


Ala 


Lys 


He 


Phe 


Ser 
195 


Tyr 


Leu 


Asp 


Asn 


Val 
200 


Glu 


Thr 


Leu 


He 


Leu 
205 


Ser 


Ala 


Gly 


Pro 


Ser 
210 


Glu 


Thr 


Pro 


He 


Pro 
215 


Phe 


Gin 


Gly 


His 


Lys 
220 


Ser 


Ser 


His 


Leu 


Thr 


Val 


Glu 


Glu 


Ala 


Lys 


Ala 


Phe 


Ala 


Asn 


His 


Ala 


Gly 


He 


Lys 


Asn 


225 










230 










235 










240 


Leu 


He 


He 


Thr 


His 
245 


He 


Ser 


His 


Cys 


Leu 
250 


Glu 


Ala 


Glu 


Arg 


Asp 
255 


Gin 


His 


Pro 


Glu 


Val 
260 


Thr 


Phe 


Ala 


Tyr 


Asp 
265 


Gly 


Met 


Glu 


Val 


Leu 
270 


Trp 


Thr 



Leu 



<210>518 
<211>242 



<212>PRT 

<213 >Chlamydia pneumoniae 
<400>518 



Ser 


Asp 


Xaa 


Xaa 


He 


Ser 


Trp 


Gly 


He 


Ser 


Gly 


Arg 


Leu 


Gly 


Glu 


Phe 


1 








5 










10 










15 




Val 


Ser 


Lys 


Lys 


Glu 


Gin 


Asp 


Cys 


Met 


Leu 


Gly 


Ser 


Leu 


Pro 


Cys 


Tyr 








20 










25 










30 






Pro 


Gly 


Ala 


Gly 


Asn 


He 


Glu 


Glu 


Tyr 


Lys 


Asn 


Arg 


Tyr 


Phe 


Tyr 


Cys 






35 










40 










45 








Gin 


Leu 


Cys 


Ala 


Glu 


Val 


Val 


Ser 


Pro 


Tyr 


Val 


Val 


Pro 


Val 


He 


Val 




50 










55 










60 










Val 


Asp 


Val 


Gin 


Gly 


Ala 


Pro 


Pro 


Thr 


Gly 


He 


Leu 


Gin 


Val 


Leu 


Arg 


65 










70 










75 










80 


Cys 


Lys 


Gin 


His 


Lys 


Phe 


Gin 


Gly 


Leu 


Pro 


Val 


His 


Gly 


Pro 


He 


Thr 










85 










90 










95 




Ser 


Leu 


Trp 


Ala 


Leu 


Glu 


Pro 


Val 


Gly 


Lys 


Gly 


Ala 


Pro 


Gin 


Leu 


Glu 








100 










105 










110 






Ser 


Ala 


Met 


Tyr 


Glu 


Leu 


Cys 


Ser 


Gin 


Val 


Arg 


Asn 


Phe 


Asp 


He 


Cys 






115 










120 










125 








Ser 


He 


Val 


Ser 


Trp 


Val 


Phe 


Gly 


Gly 


Leu 


Cys 


He 


Phe 


Ala 


Gly 


Leu 




130 










135 










140 










He 


Val 


Gly 


Val 


Met 


Val 


Glu 


Ala 


Pro 


Leu 


He 


Ala 


Gly 


Leu 


Ser 


Ala 


145 










150 










155 










160 


Trp 


Val 


He 


Pro 


Cys 


He 


He 


Gly 


Gly 


Val 


Gly 


Ala 


He 


Leu 


Cys 


Leu 










165 










170 










175 




Phe 


Ala 


He 


Leu 


Met 


Ala 


Tyr 


Leu 


Gly 


Arg 


Gly 


Arg 


Val 


Arg 


Glu 


Trp 








180 










185 










190 






Leu 


Asn 


Leu 


Ser 


His 


Glu 


Tyr 


He 


Thr 


Gin 


Cys 


His 


Cys 


Arg 


Gin 


He 






195 










200 










205 








Gin 


Ala 


His 


Ser 


Gin 


Asn 


Tyr 


Ser 


Val 


He 


Thr 


Glu 


Tyr 


Pro 


Ala 


Thr 




210 










215 










220 










Cys 


Ala 


Leu 


Ser 


Gin 


Pro 


He 


Thr 


Lys 


Leu 
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230 










235 










240 



Asp Asn 



<210>519 
<211>545 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>519 

Ser Cys Leu Arg He Glu Gly He 

1 5 
Thr Ser Ser Thr Ser Val Gly Glu 
20 

Thr Glu Arg Thr Ser Arg Met Tyr 



Leu Met Ala Thr Ser Val Pro Val 

10 15 
Ala Asn Ser Ser Asn Glu Arg Phe 

25 30 
Tyr Ala Ala Leu Val Leu Gly Ala 
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250 










255 




Glu 


Asp 


Ala 


Leu 


Ala 


Gin 


Phe 
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Arg 
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Arg 
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Arg 


Arg 
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Glu 
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Trp 










43 0 
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Glu 
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Ser 
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445 
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545 

<210>520 
<211>237 
<212>PRT 

<2 13 >Chlamydia pneumoniae 
<400>520 

Met lie Lys Gin lie Gly Arg Phe Phe Arg Ala Phe lie Phe lie Met 

15 10 15 

Pro Leu Ser Leu Thr Ser Cys Glu Ser Lys lie Asp Arg Asn Arg lie 

20 25 30 

Trp lie Val Gly Thr Asn Ala Thr Tyr Pro Pro Phe Glu Tyr Val Asp 

35 40 45 

Ala Gin Gly Glu Val Val Gly Phe Asp lie Asp Leu Ala Lys Ala lie 

50 55 60 

Ser Glu Lys Leu Gly Lys Gin Leu Glu Val Arg Glu Phe Ala Phe Asp 
65 70 75 80 

Ala Leu lie Leu Asn Leu Lys Lys His Arg lie Asp Ala lie Leu Ala 

85 90 95 

Gly Met Ser lie Thr Pro Ser Arg Gin Lys Glu lie Ala Leu Leu Pro 

100 105 110 

Tyr Tyr Gly Asp Glu Val Gin Glu Leu Met Val Val Ser Lys Arg Ser 

115 120 125 

Leu Glu Thr Pro Val Leu Pro Leu Thr Gin His Ser Ser Val Ala Val 

130 135 140 

Gin Thr Gly Thr Phe Gin Glu His Tyr Leu Leu Ser Gin Pro Gly lie 
145 150 155 160 

Cys Val Arg Ser Phe Asp Ser Thr Leu Glu Val lie Met Glu Val Arg 

165 170 175 

Tyr Gly Lys Ser Pro Val Ala Val Leu Glu Pro Ser Val Gly Arg Val 

180 185 190 

Val Leu Lys Asp Phe Pro Asn Leu Val Ala Thr Arg Leu Glu Leu Pro 

195 200 205 

Pro Glu Cys Trp Val Leu Gly Cys Gly Leu Gly Val Leu Lys lie Val 

210 215 220 

Leu Lys Lys Tyr Lys Arg Phe Asn Lys Arg Leu Gin lie 
225 230 235 

<210>521 
<211>369 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>521 

Lys Leu Pro Asn Asn Arg Leu Arg Met Val Lys Thr Lys Asn Pro Met 

15 10 15 

Phe Pro Ser Arg Ala Arg Arg Pro Gin Arg Thr His Pro Arg Leu Pro 

20 25 30 

Pro Lys Leu Leu His Gin Arg Ala Gin Lys Ser Leu Lys Gin Pro Ala 

35 40 45 

Asp Lys Lys Pro Thr Pro Pro Pro Glu Ala Pro Pro Pro Pro Val Arg 

50 55 60 

Val Ala Thr Pro Met Pro Leu Arg Pro Ser Ser Gin Gly Tyr Trp Gin 
65 70 75 80 

Cys Leu Asn Arg Met Val Ser Met Val Leu Arg Arg Ala Pro Leu Pro 

85 90 95 

Leu Pro Ala Met Gin Val Asp Pro lie Leu Gly Asp Phe Asn Pro His 

100 105 110 

Phe Val Ala Ser Tyr Pro Asn Arg lie Asn Asn Glu Pro Met Tyr Phe 

115 120 125 

Gin lie Lys Gin Phe Lys Lys lie Ala Gin Asn Pro Asp Leu Pro Gin 

130 135 140 

Gin His Arg Arg Leu Ala Gin Leu Ser Leu Glu Gin Ala Leu Tyr Leu 
145 150 155 160 

Asn Asp Asn Tyr Tyr Leu Val Asn Val Pro Gly Asp Gly Asn Cys Phe 

165 170 175 

Tyr Arg Ala Tyr Ala Val Gly Trp Leu Ser Ala Leu Tyr Glu Glu Ser 
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180 ^^Bso 

Ser Arg Asn Asp I^^^al Phe Glu Gin Glu Ala Thr A^^^eu Leu Asp 

195 200 205 

Leu Pro Phe Ala Ser Ser Ser Pro Ala Asn Ala Asn Leu Cys Ala Glu 

210 215 220 

Met Ala Glu Leu Leu Gin Leu Cys Ser Thr Tyr Cys Ser Phe lie Asp 
225 230 235 240 

Leu Tyr Asp Gly Val lie Leu Ser Gin Lys His Thr Ala Thr Leu He 

245 250 255 

Ala Phe Leu Arg Lys Leu Ser Ala Tyr Ala He Arg Gin Gin He Ala 

260 265 270 

Ala Ser Ser Asn Glu Glu Thr Ala Arg Ala Leu Phe He Ser Asp Met 

275 280 285 

Gin Asp Asp Leu Leu Pro Ser Val Leu Glu Phe Leu Ala Ala Asn Arg 

290 295 300 

Pro Tyr Ser Glu Leu Phe Gin Asn Leu He Asp His Ser Ala His Pro 
305 310 315 320 

Thr Cys Asn Leu Glu Thr Asn Ser Phe Phe Ser Trp Asn He Cys Pro 

325 330 335 

Leu Ser Phe Leu Leu Met Gin Ser Phe Lys Arg Cys Leu Gin Lys He 

340 345 350 

Asn Asn Phe Glu Ser Asn Met Lys Glu Lys Tyr Glu Arg Leu Leu Leu 
355 360 365 

Ser 

<210>522 
<211>637 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>522 

Ser Phe Arg Thr Pro Tyr Met Gin Ser Arg Asp Lys Leu Phe Leu Leu 

15 10 15 

Leu Glu His Leu Pro Ala Leu Phe Leu Thr Asp Ala Glu Leu Gin Lys 

20 25 30 

Met Ser Pro Glu Asp Gin Gin Leu Arg Lys Gin Tyr Glu Arg Glu He 

35 40 45 

Arg Glu Ala Phe Ala Lys Leu Ser Arg Arg He Ala Asp Ser Gly Trp 

50 55 60 

Asp Thr Glu Arg Phe Asn Ala He Val Lys Asp His Leu Pro Glu Ala 
65 70 75 80 

He Arg Cys Gin Tyr Ser Arg Phe Leu Ala Thr He Glu Asn Arg Arg 

85 90 95 

Ser Gly Asp Leu Pro Trp Ser Pro Ala Leu Ser Phe Phe Ala Phe Leu 

100 105 110 

Cys Thr Cys Pro Ser Val Arg Phe His Lys Leu Cys Ala Thr Phe Tyr 

115 120 125 

Lys Ser Leu Glu Asp He He He Ala Ser Ala Pro Pro Gin Arg Ser 

130 135 140 

He Gin Glu He Leu Xaa He Ser Asn Ala Ser Leu Ser Tyr Leu Asn 
145 150 155 160 

Glu Asp Leu Asp Ser Ser Trp Gin Arg Glu Val He Ser Ser Asn He 

165 170 175 

Met Thr He Leu Thr Thr His Glu Ser Leu Thr Leu Glu Ser Ser Met 

180 185 190 

Pro Gin Leu Glu Thr Leu His Lys Arg He Ala Asn Leu Leu Lys Asn 

195 200 205 

Val He Ser Thr Ser Phe Glu Thr Pro. Pro Leu Ser Asn Gin Pro Asp 

210 215 220 

Leu Leu Ser Asn Leu Val Asn Lys Leu Leu Val Ala He His Ser Lys 
225 230 235 240 

Leu Glu Leu Lys Glu His Phe Asn Thr Val Cys Ser Ala Arg Ser Leu 

245 250 255 

Arg Leu Thr Arg Asp Glu Gly Ser Gly Leu Ser Gin Glu Gin Asp Leu 
260 265 270 
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Leu Tyr Thr Gin Al^^^B. Gin Leu Leu Phe Phe lie Leu His Pro 

275 280 285 

Gin Val Asn Asn Arg Pro Glu Thr Lys Asp Ala Val Lys Glu Leu Lys 

290 295 300 

Met Leu Leu Leu Pro Phe Leu Gin Tyr Ala Phe Lys Lys Val Glu Asn 
305 310 315 320 

Glu Lys Lys Leu Gin Lys Leu Leu Arg Ser lie Leu Gly Ser Leu Val 

325 330 335 

Leu Lys Pro Pro Ala Arg Tyr Pro Ser Thr Pro Ser Asn Lys Asp Lys 

340 345 350 

Glu Thr Phe Cys Lys Phe Trp Ser Arg His Pro Glu Val Met Val Leu 

355 360 365 

Asp Pro lie Leu Glu Lys Asn Cys Met Gin Phe Leu Arg Ala Thr Phe 

370 375 380 

Pro Asn Tyr Gin Leu Glu Thr Glu Ala lie Leu Leu Glu Lys Glu lie 
385 390 395 400 

Glu Ser Thr Phe Arg Asn Gly Trp Asn Val Phe Leu Thr Arg Leu Asn 

405 410 415 

Leu Phe Gly Ser Lys Leu Gly Ser Pro Ser Ser Pro Thr Ala Leu Ser 

420 425 430 

Asp Gin Phe Ser Lys Ser Phe Leu lie Phe Cys Phe Leu Asn Asn Tyr 

435 440 445 

Pro Lys Leu Leu Gin Lys Lys Thr Pro Leu Ala Ala Arg Leu Asp Ala 

450 455 460 

Phe Gin Arg Glu Ala Ser His Arg Phe Thr Gin Val Lys Asp Lys Leu 
465 470 475 480 

Leu Leu Ser Leu Lys Tyr Gly Phe Pro Leu Ala Thr Ala Thr lie Asn 

485 490 495 

Gin Tyr Ser Arg Ala Arg Asp Gin Leu lie Cys Asn Leu Leu Lys Asn 

500 505 510 

Thr Val Thr Ala Ser Asp Gly Phe Cys Arg Ser Gly Phe Arg Gin Ser 

515 520 525 

Leu lie Gly Tyr Leu His Ser Leu Ser Ser Asn Glu Leu Gly Asp lie 

530 535 540 

Leu Asp Asp Val Lys Glu Gin Ala Glu Ala Asn Asp Val Ala Ala Met 
545 550 555 560 

Thr Thr Val Pro Leu Gin Pro Phe Ala Val Cys Leu lie Met Ser Asp 

565 570 575 

Arg Asp Thr Val Ser Glu Glu Asn lie Glu Asn Phe Val Ala Met His 

580 585 590 

Gly Phe Leu Asn Thr lie Ser Pro Glu Arg Asp Ala Arg lie Phe Leu 

595 600 605 

lie Arg Phe Pro Asn His Tyr Gly Cys Leu Leu Pro Arg Asn Pro Arg 

610 615 620 

Thr Glu Asp Gin Asn Ser Lys Pro Asp Ser Ser Asn Pro 
625 630 635 

<210>S23 
<211>298 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>523 

Arg Ser Glu Leu Lys Thr Gly Gin Leu Lys Ser Leu Val Leu His Glu 

15 10 15 

Val Leu lie Leu Thr Phe Thr Tyr Pro Leu Pro Arg Thr Leu Lys Gin 

20 25 30 

His Pro Asp Glu Val His Thr Val Pro lie Ser Pro Asn Leu Ser Phe 

35 40 . 45 

Gly Glu Gly Ser Pro lie Leu lie Ala Gly Pro Cys Thr Leu Glu Ser 

50 55 60 

Tyr Glu His Thr Val Ser Ser Ala Leu Thr Val Lys Glu Ala Gly Ala 
65 70 75 80 

Gin Val Phe Arg Gly Ser lie Arg Lys Pro Arg Thr Ser Pro Phe Ser 

85 90 95 

Phe Gin Gly Trp Glu Lys Glu Cys Val Leu Trp His Lys Glu Ala Gin 
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100 105 ^V-^^ 

Ser lie His Gly bH^Pro Thr Glu Thr Glu Val Leu A^^^al Arg Asp 

115- 120 125 

Val Glu lie Thr Ala Glu His Val Asp lie Leu Arg lie Gly Ala Lys 

130 135 140 

Asn Met His Asn Thr Pro Leu Leu Gin Glu Val Ser Lys Ser His Arg 
145 150 155 160 

Pro lie lie Leu Lys Arg Ser Pro Ala Ala Thr Leu Glu Glu Trp Leu 

165 170 175 

Cys Ala Ala Glu Tyr lie Leu Ala Ser Ser Pro Ser Cys Pro Gly Val 

180 185 190 

lie Leu Cys Glu Arg Gly lie Arg Thr Phe Glu His Ser Thr Arg Tyr 

195 200 205 

Thr Leu Asp Leu Asn Thr Val Ala Leu Leu Lys Glu lie Ser Ser Leu 

210 215 220 

Pro Val lie Val Asp Pro Ser His Ala Ala Gly Lys Arg Ser Leu Val 
225 230 235 240 

Leu Pro Leu Ala Ser Ala Gly Leu Ser Val Gly Ala Asp Gly Leu Met 

245 250 255 

lie Glu Val His Ala His Pro Glu Lys Ala Leu Cys Asp Ala Lys Gin 

260 265 270 

Gin lie Thr Pro Glu Glu Leu His Leu Phe Ala Lys Lys His Phe Cys 

275 280 285 

Pro Ser Glu Ser Arg Ala His Ala lie Ser 

290 295 
<210>524 
<211>465 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>524 

Ala Gin His Arg Ser Leu Leu Lys Gly Asn lie Xaa His Leu Gly Cys 

15 10 15 

Gly Val Leu Tyr Phe Met Asn Phe Ser Leu Phe Leu Phe Phe Leu lie 

20 25 30 

Ala lie Gin Gly lie Cys Leu Tyr Val Gly Arg Arg Gly Ser Lys Lys 

35 40 45 

Val Glu Asp Arg Glu Ser Tyr Phe Leu Ala Gly Arg Ser Leu Lys lie 

50 55 60 

Phe Pro Leu Met Met Thr Phe lie Ala Thr Gin lie Gly Gly Gly Val 
65 70 75 80 

Leu Leu Gly Ala Ala Glu Glu Ala Phe Cys Tyr Gly Tyr Gly Gly lie 

85 90 95 

Leu Tyr Pro Leu Gly Val Ala Leu Gly Leu lie Phe Leu Gly Met Gly 

100 105 110 

Pro Gly Lys Arg Leu Ala Glu Gly Ser Leu Thr Thr Val Val Ser lie 

115 120 125 

Phe Glu Val Phe Tyr Gly Ser Lys Lys Leu Arg Lys lie Ala Phe Leu 

130 135 140 

Leu Ser Ala Gly Ser Leu Phe Phe lie Leu Val Ala Gin Val lie Ala 
145 150 155 160 

Leu Asp Arg Leu Phe Ser Ser Phe Pro Phe Gly Lys Tyr Val Thr Val 

165 170 175 

Ala Phe Trp lie Val Leu Ala Ser Tyr Thr Ser Thr Gly Gly Phe Arg 

180 185 190 

Gly Val Val Arg Thr Asp Val lie Gin Ala Gly Phe Leu Leu lie Ala 

195 200 205 

Val Leu Val Cys Gly Val Ser Val Trp Leu Ser Val Pro Lys Ser Leu 

210 215 220 

Ser Val Leu Asp Pro Phe Gin Ser Leu Pro Cys Ala Lys Phe Ser Asn 
225 230 235 240 

Trp lie Phe Met Pro Met Leu Phe Met Leu Val Glu Gin Asp Met Val 

245 250 255 

Gin Arg Cys Val Ala Ala Ser Ser Pro Lys Arg Leu Gin Trp Ala Ala 
260 265 270 
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Ser 
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Glu 
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Val 


Leu 


Gly 


Leu 
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Leu 
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He 
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He 


Leu 
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370 
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Ser 
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Cys 


Leu 


Ser 


Val 


Pro 


Val 


Gly 
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Leu 


Leu 
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Val 
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Gly 
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Val 
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Trp 
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Gly Asp 
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He 


Lys 
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He 
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Lys 
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He 
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Ala 


Lys 
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Val 


Thr 


Ala 


Thr 


Phe 


Leu 


Ser 


Gly 
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Gin 
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Gin 


Gly 


Trp 


Ser 


Phe 


Phe 


Ser 


Gly 


Met 


Phe 


Trp 


Glu 


Glu 
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Gly 


Asp 


Val 
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Thr 


Ser 


Glu 


Asp 


Leu 


Val 


Thr 


Asp 


Ala 


Cys 


Phe 


Ala 
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Leu 
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Lys 
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Trp 
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Glu 
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Leu 
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Cys 
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Glu 
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Ala 


Ala 


Gly 


Ala 


Leu 


Phe 


Ser 


He 


Phe 


Lys 









225 230 235 

<210>526 

<211>356 

<212>PRT 
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<2 13 >Chlamydia pn niae 
<400>526 





Ar*g 


TV* y 


tjxy 


Gxy 


xxe 


Ser 


Leu 


xnr 


Tyr 


Ser 


Ser 


rne 


Arg 


Trp 


AX a 


1 
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9 


10 










Xb 
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Tyr 
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He 
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Cys 


T-\ V-V j-i. 

pne 


Cys 
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Ser 
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2 0 










2 5 










3 0 






"DVi a 
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o e JT 
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Gxn 


Leu 


Leu 


xxe 


oxn 
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AX a 






3 5 










40 










45 








Lys 


va± 


Seir 


CjIU 


CjIU 


oiy 


lie 


Gly 


Leu 


Leu 


CjXU 


i>er 


Lys 


GXU 


Tyr 


Ser 




5 0 










55 










60 










Leu 


Leu 


Gin 


TV T 

Ala 


Lys 


Leu 


Val 


Leu 


Arg 


Ala 


Leu 


Ala 


Gin 


Asn 


Ser 


Ser 


6 5 










70 










75 










80 


r*n,e 


Asp 


Asp 


Trp 


Phe 


Arg 


Ser 


Pne 


Lys 


jjys 


Cys 


CjXn 


1 xe 


Ser 


Tyr 


Pro 










85 










90 










95 




K3±\l 


Leu 


A. J. a 


rlXS 


Asp 


Arg 


Asp 


vai 


Leu 


GXU 


oXU 


r'ne 


Gxy 


xxe 


Gxn 


vai 








100 










10 5 










110 






Ij6U 


Ax"g 


G J.U 


uiy 


lie 


OlU 


Asn 


Pro 


Ser 


vai 


xnr 


vax 


Arg 


AX a 


vai 


Ser 






115 










12 0 










125 








va. J. 


Leu 


A,xa 


xxe 


vjxy 


Leu 


Ala 


Arg 


Asp 


Fne 


Arg 


Leu 


vax 


Pro 


Leu 


Leu 




13 0 










135 










14 0 










Leu 


Gin 


Ser 


Cys 


Asn 


Asp 


Asp 


Ser 


TV T — 

Ala 


He 


Val 


Arg 


Ser 


Leu 


TV T 

Ala 


Leu 


14 5 










150 










155 










160 




val 


Ala 


val 


Asn 


Tyr 


Gly 


Ser 


Glu 


ber 


Leu 


Lys 


Lys 


Ala 


lie 


val 










165 










170 










175 




GJ.U 


Leu 


Ala 


Arg 


Asn 


Asp 


Asp 


Ser 


lie 


Hi s 


Val 


Arg 


Tin 

He 


Thr 


AT-. 

Ala 


Tyr 








180 










185 










190 








vai 


va J. 


Ax a 


Leu 


Leu 


Gxn 


xxe 


GXU 


GXU 


Leu 


Leu 


Pro 


f ne 


Leu 


Arg 






195 










2 00 










2 05 








Cj J.U 


Arg 


Ala 


Glu 


Asn 


Lys 


Leu 


Val 


Asp 


Ser 


Val 


Glu 


Arg 


Arg 


Glu 


A T — 

Ala 




210 










215 










220 










Trp 


Lys 


Ala 


Cys 


Leu 


Glu 


Leu 


Ser 


Ser 


Gin 


Phe 


Leu 


Glu 


Thr 


Gly 


Val 


225 










230 










235 










240 


Ala 


Lys 


Asp 


Asp 


He 


Asp 


Gin 


TV T 

Ala 


Leu 


Pne 


Thr 


Cys 


Glu 


Val 


Leu 


Arg 










24 5 










250 










255 




Asn 


Gly 


Met 


Leu 


Pro 


Glu 


Thr 


Thr 


Glu 


He 


Pne 


Thr 


Glu 


Leu 


Leu 


Ser 








260 










265 










270 






V a J. 


Lj X U. 


rl JL 5 


Pro 


CjXU 


vax 


Gxn 


GXU 


oer 


Leu 


Leu 


Leu 


i>er 


AX a 


Leu 


AX a 






275 










2 80 










2 8 5 








Trp 




XlXS 


Gxn 


Leu 


vjxn 


Asn 


rlX S 


Lys 


VjXU 


Phe 


Leu 


Ser 


Lys 


vax 


Arg 




2 90 










295 










300 










fllS 


val 


Met 


Cys 


Thr 


Ser 


Pro 


Pne 


Ala 


Lys 


Val 


Arg 


T\ U. n 

Pne 


Gin 


Ala 


A "1 

Ala 


^ A C 

J U 3 
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315 










32 0 


Ala 


Leu 


Leu 


His 


Leu 


His 


Gly 


Asp 


Pro 


Leu 


Gly Arg 


Asp 


Ser 


Leu 


Val 










325 










330 










335 




Glu 


Gly 


Cys 


Ala 


Leu 


Leu 


Asn 


Leu 


Leu 


Cys 


Val 


Arg 


Gin 


Leu 


Arg 


Arg 








340 










1 /I c 










*i n 






Leu 


Ser 


Ala 


Leu 






























355 




























<210>527 




























<211>110 




























<212>PRT 




























< 2 1 3 > Chi amydi a pneumoni ae 




















<400>527 




























Met 


Thr 


Val 


Phe 


Lys 


Gin 


He 


lie 


Asp 


Gxy 


Leu 


He 


Asp 


Cys 


^ 1 1 1 

GXU 


Lys 


1 








5 










10 










15 




Val 


Phe 


Glu 


Asn 


Glu 


Asn 


Phe 


He 


TV T 

Ala 


Tin 

lie 


Lys 


Asp 


Arg 


Pne 


Pro 


Gin 








20 










25 










30 






Ala 


Pro 


Val 


His 


Leu 


Leu 


He 


lie 


Pro 


Lys 


Lys 


Pro 


xxe 


Pro 


Arg 


irne 






35 










40 










45 








Gin 


Asp 


He 


Pro 


Gly 


Asp 


Glu 


Met 


He 


Leu 


Met 


Ala 


Glu 


Ala 


Gly 


Lys 




50 










55 










60 










He 


Val 


Gin 


Glu 


Leu 


Ala 


Ala 


Glu 


Phe 


Gly 


He 


Ala 


Asp 


Gly 


Tyr 


Arg 


65 










70 










75 










80 


Val 


Val 


He 


Asn 


Asn 


Gly Ala 


Glu 


Gly 


Gly Gin 


Ala 


Val 


Phe 


His 


Leu 
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85 90 . 95 

His lie His Leu Leu Gly Arg Pro Leu Gly Ala lie 

100 105 110 

<210>528 
<211>130 
<212>PRT 

<2 13 >Chlamydia pneumoniae 
<400>528 

Asn His Leu lie Pro Trp Asp lie Leu Lys Ser Trp Tyr Arg Phe Phe 

15 10 15 

Arg Asn Asp Lys Lys Met Asn Arg Ser Leu Arg Lys Thr lie Phe Tyr 

20 25 30 

Ser Tyr Glu lie Phe Val Phe Lys Tyr Leu Phe Thr lie Tyr Gin Ser 

35 40 45 

lie Asp Asn Leu Phe Glu Tyr Cys His Met lie Pro Arg Ser Cys Asn 

50 55 60 

Val Asn Arg Lys Ala Arg Trp Gin Leu Ser Leu Phe Val His Thr Glu 
65 70 75 80 

Arg Lys Arg Pro Leu Trp Gin Asn Thr Ala Pro Gly lie Pro Asp Thr 

85 90 95 

Leu Asp Asn Ser Leu Pro Asn Lys Pro Ala Gin Phe Ser Gly Lys Gly 

100 105 110 

Thr Arg Thr Ser lie Arg Arg Ser Lys Phe Gly Gly lie Pro Arg Lys 
115 120 125 

He His 
130 
<210>529 
<211>300 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>529 

Met Glu Asp Trp Leu Arg Arg He Val Gly Met Gin He Pro Arg Ser 

15 10 15 

He Gly Thr His Asp Gly Ser Phe His Ala Asp Glu Val Thr Ala Cys 

20 25 30 

Ala Leu Leu He He Phe Asp Leu Val Asp Glu Asn Lys He He Arg 

35 40 45 

Ser Arg Asp Pro Val Val Leu Ser Lys Cys Glu Tyr Val Cys Asp Val 

50 55 60 

Gly Gly Val Tyr Ser He Glu Asn Lys Arg Phe Asp His His Gin Val 
65 70 75 80 

Ser Tyr Asp Gly Ser Trp Ser Ser Ala Gly Met He Leu His Tyr Leu 

85 90 95 

Lys Glu Phe Gly Tyr Met Asp Cys Glu Glu Tyr His Phe Leu Asn Asn 

100 105 110 

Thr Leu Val His Gly Val Asp Glu Gin Asp Asn Gly Arg Phe Phe Ser 

115 120 125 

Lys Glu Gly Phe Cys Ser Phe Ser Asp He He Lys He Tyr Asn Pro 

130 135 140 

Arg Glu Glu Glu Glu Thr Asn Ser Asp Ala Asp Phe Ser Cys Ala Leu 
145 150 155 160 

His Phe Thr He Asp Phe Leu Cys Arg Leu Arg Lys Lys Phe Gin Tyr 

165 170 175 

Asp Arg Val Cys Arg Gly He Val Arg Glu Ala Met Glu Thr Glu Asp 

180 185 190 

Met Cys Leu Tyr Phe Asp Arg Pro Leu Ala Trp Gin Glu Asn Phe Phe 

195 200 , 205 

Phe Leu Gly Gly Glu Lys His Pro Ala Ala Phe Val Cys Phe Pro Ser. 

210 215 220 

Cys Asp Gin Trp He Leu Arg Gly He Pro Pro Asn Leu Asp Arg Arg 
225 230 235 240 

Met Glu Val Arg Val Pro Phe Pro Glu Asn Trp Ala Gly Leu Leu Gly 

245 250 255 

Lys Glu Leu Ser Lys Val Ser Gly He Pro Gly Ala Val Phe Cys His 
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260 ^^P^ 

Lys Gly Leu Phe Lel^^er Val Trp Thr Asn Arg Glu Se^^^s Gin Arg 

275 280 285 

Ala Leu Arg Leu Thr Leu Gin Asp Arg Gly lie lie 
290 295 300 

<210>530 
<211>154 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>530 

lie Met Tyr Asn Leu Leu His Ala His His Asp Ala Ala Ser Pro Asp 

15 10 15 

Gly Arg Leu Val Ser His Leu Lys Lys Leu Ser Pro His lie Tyr Glu 

20 25 30 

Gly Glu Val Leu lie Glu Asn lie Pro Ala Tyr Phe Leu Gly Phe His 

35 40 45 

Leu Pro Gin Gin Cys lie Gin Val Asn Leu Lys Ser Ser Leu Ala Gin 

50 55 60 

Leu Gly Val Glu Ala Val Leu Asn His Leu Glu Leu Asn Lys Ala Arg 
65 70 75 80 

Lys Glu Ala Arg Leu His Val Leu Phe Met Ser Gin Asp Pro lie Ala 

85 90 95 

Thr Ala Asn Val Gly Ala Pro Arg Ser Leu Xaa Val Leu Ser Ala Ser 

100 105 110 

Ser Leu Leu Leu Met lie Ala Asp Ser Tyr Val Arg Leu Val lie Ser 

115 120 125 

Thr Gly Cys Leu Arg Thr Gin Thr Val Gin Asp Leu Arg Ser Tyr Ala 

130 135 140 

Leu Gly Lys Asn Leu Ser Thr Ser Ser Leu 
145 150 
<210>531 
<211>230 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>531 

Glu Pro Gly Ser Phe Val Cys Lys Leu Phe Ala Ala Asp Asp Arg Arg 

15 10 15 

Leu Val Arg Ser Pro Cys Tyr Leu Asn Arg Met Phe Thr His Thr Asp 

20 25 30 

Arg Thr Gly Ser Pro Leu Leu Arg Phe Gly Lys Lys Leu Glu His Phe 

35 40 45 

lie Thr Leu Glu lie lie Asn Asp Arg Leu Val Val Phe Leu Pro lie 

50 55 60 

Leu Pro Gly Thr lie Cys Tyr Glu Glu Thr lie Tyr Gly Phe Leu Pro 
65 70 75 80 

Leu Met Ser Lys Ser Leu Thr Arg Pro His Leu Lys lie Arg Lys Phe 

85 90 95 

Leu Pro Leu Tyr Gin Met Val Thr Asp Arg Pro Pro Val Pro Glu Asp 

100 105 110 

His Lys lie Leu Leu lie Lys Thr Glu Pro Leu His lie Arg Thr Val 

115 120 125 

Phe Ala Arg Val Val Gin Asp Leu Leu Pro Gin Gly Leu Arg His Thr 

130 135 140 

Ala Ala Asp lie Leu Glu Pro Thr Thr Gin Glu Ser Gly Asp lie Tyr 
145 150 155 160 

Glu Phe Tyr Gly Ser Thr Ser Glu Pro lie Glu Arg lie Pro Leu Glu 

165 170 175 

Phe Phe Thr Leu Glu Pro Tyr Lys Glu His Ser Phe Phe Phe Tyr Arg 

180 185 190 

Asp Met Leu Gin Glu Thr Leu Xaa Ser Pro Gin Glu Val Phe Arg Val 

195 200 205 

Phe Glu Ser lie Pro Glu Gly Glu Asn Gin Ala Ala Met Phe lie Ser 

210 215 220 

Lys Gly Ser Glu Leu Ala 
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225 

<210>532 
<211>356 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>532 

Ala Cys Leu Ser Ser Pro Lys Thr Leu Gly Ser Ser Asn Leu Glu Ser 

1 5 10 15 

Pro His Gin Met Lys Asp Met Leu Gly Lys Phe Lys Ser Thr Leu Lys 

20 25 30 

Thr Gin Pro Cys Phe Pro Phe Leu Lys Ala Met Glu Thr Asp His lie 

35 40 45 

Thr Ser Gin Gly Val Leu Phe Ser Arg Tyr Phe Pro Ser Ala Ser Leu 

50 55 60 

Lys Gly Met Phe Leu Ser Asn Tyr Ser Arg Tyr Tyr Leu Gin His lie 
65 70 75 80 

Tyr Phe Gin lie Pro Ser Pro Thr Ser Gly Glu Phe Phe Ser Asn Arg 

85 90 95 

Asp Arg Ser Phe Leu Leu Asp Leu Tyr Phe Ala Gly lie Ser Val Phe 

100 105 110 

Trp Ala Asp Leu Glu Ser Lys Arg Leu Leu Gin Tyr lie Lys Arg Arg 

115 120 125 

Asn Lys Asp Val Gly Met Phe Val Pro Lys His Gin Ala Glu Gin Phe 

130 135 140 

Ala Gin Ser Tyr Phe lie Gly lie His Gly Ser Cys Leu lie Ala Gly 
145 150 155 160 

Asp Tyr Asp Glu Phe Leu Arg Glu Leu Leu Thr Gly Met His Thr Leu 

165 170 175 

Ser Gin Gin Phe Thr lie Pro Glu Phe Pro Pro Gin Thr Pro Leu Ala 

180 185 190 

lie Leu Thr Gly Gly Gly Ser Gly Ala Met Glu Leu Ala Asn Arg Val 

195 200 205 

Ala Thr Glu Leu Ser lie Leu Ser Cys Gly Asn Leu lie Ser Leu Asp 

210 215 220 

Thr Thr Asn Ala Tyr Val Glu Ala Lys Met Ser Tyr Ala lie Pro Asp 
225 230 235 240 

Leu Leu Glu Arg Gin Ala Asp Phe His Val Asp Leu Ala Val Phe Val 

245 250 255 

lie Gly Gly Met Gly Thr Asp Phe Glu Leu Leu Leu Glu Leu lie Ser 

260 265 270 

Leu Lys Thr Gly Lys Lys Ala Leu Val Pro Val Phe Leu lie Gly Pro 

275 280 285 

Val Asp Tyr Trp Lys Ser Lys lie Thr Ala Leu Tyr Asn Ser Asn His 

290 295 300 

Ala Val Gly Thr lie Arg Gly Ser Glu Trp Val His Asn Cys Leu Phe 
305 310 315 320 

Cys Leu Ser Ser Ala Lys Ala Gly lie Ala lie Phe Arg Arg Tyr Leu 

325 330 335 

Asn His Thr Leu Pro lie Gly Pro Glu His Pro Val Pro Glu Asp Gly 

340 345 350 

Phe Val lie Val 
355 

<210>533 
<211>420 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>533 

lie Leu Ser Ser Leu Tyr Thr Val Phe Thr Met Lys Thr Ala Phe His 

15 10 15 

Ser Cys Tyr Ser Tirp Phe Cys Trp Leu Phe Ser Phe Leu Val Leu Phe 

20 25 30 

Val Gly Gly lie Ala Gly Gly Glu Pro Leu Cys Pro Asp Cys Lys Tyr 

35 40 45 

Glu Thr Lys Ser Val Leu Arg Ser Asp Gin Leu Pro Asp His Leu Trp 

703 



BNSDOCtD: <WO 99271 05A2_I_> 



wo 99/27105 PCT/IB98/01890 




50 55 60 

Asn Tyr Glu Asn iS^Cys Tyr Leu Thr Gly Tyr Val G^^^er Leu Leu 

65 70 75 80 

Asp Met His Phe Leu Asp Ser Arg Thr Gin Val Val lie Glu Lys Asn 

85 90 95 

Arg Ala Tyr Leu Phe Ser Leu Pro Val Asp Ser Ser Leu Ser Glu Ala 

100 105 110 

lie Thr Asn Phe Val Arg Asp Leu Pro Phe lie Cys Ala Val Glu lie 

115 120 125 

Cys Glu Arg Pro Tyr Gly Glu Cys lie Thr Arg Ser Ser Ala Glu Arg 

130 135 140 

Pro Leu Leu Pro Lys Glu Lys Thr Leu Gly Met Pro lie Phe Cys Gly 
145 150 155 160 

Lys Glu Gly Val Trp Leu Pro Gin Asn Thr lie Leu Phe Ser Pro Leu 

165 170 175 

lie Ala Asp Pro Arg Gin Val Thr Asn Ser Ala Gly lie Arg Phe Asn 

180 185 190 

Glu Lys Val Val Gly Asn Arg Val Gly Ala Thr lie Phe Gly Gly Asp 

195 200 205 

Phe lie Leu Leu Arg Leu Phe Asp Val Ser Arg Phe His Val Asp Cys 

210 215 220 

Asp Phe Gly lie Gin Gly Gly Val Phe Ser Val Phe Asp Leu Asp His 
225 230 235 240 

Pro Glu Ser Cys Met Val Asn Ser Asp Phe Phe Val Ala Gly Leu Trp 

245 250 255 

Ser Gly Ala lie Asp Lys Trp Ser Phe Arg Phe Arg Leu Trp His Leu 

260 265 270 

Ser Ser His Leu Gly Asp Glu Phe lie Leu Thr His Pro Asn Phe Pro 

275 280 285 

Arg Phe Asn Leu Ser Asp Glu Gly Val Asp Leu Phe lie Ser Phe Arg 

290 295 300 

Tyr Thr Pro Gin lie Arg Leu Tyr Gly Gly Cys Gly Tyr lie Val Ser 
305 310 315 320 

Arg Asp Leu Thr Phe Pro Glu Arg Pro Phe Tyr Cys Glu Trp Gly Ala 

325 330 335 

Glu Leu Arg Pro Phe Gly Leu Arg Glu Gly Asn Leu His Ala Gin Pro 

340 345 350 

lie Phe Ala Met His Phe Arg Cys Trp Glu Glu Gin Lys Phe Gly Leu 

355 360 365 

Asp Gin Ser Tyr lie Leu Gly Met Glu Trp Ala Lys Phe Gin Glu lie 

370 375 380 

Gly Arg Lys lie Arg Ala Val Leu Glu Tyr His Gin Gly Phe Ser Lys 
385 390 395 400 

Glu Gly Gin Phe lie Arg Glu Pro Cys Asn Tyr T^'r Gly Phe Arg Leu 
405 410 415 

Thr Tyr Gly Phe 
420 

<210>534 

<211>96 

<212>PRT 

<213 >Chlamydia pneumoniae 
<400>534 

Ser Lys Thr Glu Gly Ser His Ser Lys Thr Ser Lys Gly Phe Val Gly 

1 5 10 15 

Arg Phe Val Gin Trp lie Arg Thr Phe Thr Gly Arg Gly Ser Lys Lys 

20 25 30 

Arg Ser Pro Ser Ser Phe Ser Pro Thr. His Pro Tyr lie Arg Leu Arg 

35 40 45 

Thr Tyr Thr Arg Ser Pro Lys Gin Ser Gly Val Glu Arg Lys Gin Glu 

50 55 60 

Asp Ala Glu Thr Ser Phe lie Glu Thr Pro Lys Gly lie Leu Lys Lys 
65 70 75 80 

Pro Gly Asn Lys Asp Pro Lys Gly Lys His Val His Trp Lys Asp Ser 
85 90 95 
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<210>535 
<211>421 
<212>PRT - 

<213>Chlamydia pneumoniae 
<400>535 

Met Ala lie Gin Lys Ala Gly Ala Phe Leu Arg Cys Leu Pro Ser Glu 

15 10 15 

Ser Arg Pro Tyr Leu Glu His Ala Met Arg Arg Asn Pro His Phe Ser 

20 25 . 30 

Leu Leu Lys Pro Gin Tyr Leu Phe Ser Glu lie Ser Lys Lys Leu Ala 

35 40 45 

Gin Phe Arg Lys Glu Asn Pro Glu lie Ser Val lie Asp Leu Ser lie 

50 55 60 

Gly Asp Thr Thr Gin Pro Leu Cys Arg Ser lie Thr Gin Ala lie Lys 
65 70 75 80 

Glu Phe Cys Val Ser Gin Glu Lys Gin Glu Thr Tyr Arg Gly Tyr Gly 

85 90 95 

Pro Glu Thr Gly Leu Glu Lys Leu Arg Thr Lys lie Ala Ser Glu Val 

100 105 110 

Tyr Glu Asn Arg lie Ser Pro Glu Glu lie Phe lie Ser Asp Gly Ala 

115 120 125 

Lys Pro Asp lie Phe Arg Leu Phe Ser Phe Phe Gly Ser Glu Lys Thr 

130 135 140 

Leu Gly Leu Gin Asp Pro Val Tyr Pro Ala Tyr Arg Asp lie Ala His 
145 150 155 160 

lie Thr Gly lie Arg Asp lie lie Pro Leu Ala Cys Arg Lys Glu Thr 

165 170 175 

Gly Phe lie Pro Glu Leu Pro Asn Gin Gin Ser Leu Asp lie Leu Cys 

180 185 190 

Leu Cys Tyr Pro Asn Asn Pro Thr Gly Thr Val Leu Thr Phe Gin Gin 

195 200 205 

Leu Gin Ala Leu Val Asn Tyr Ala Asn Gin His Gly Thr Val Leu lie 

210 215 220 

Phe Asp Ala Ala Tyr Ser Ala Phe Val Ser Asp Pro Ser Leu Pro Lys 
225 230 235 240 

Ser lie Phe Glu lie Pro Glu Ala Lys Tyr Cys Ala lie Glu lie Asn 

245 250 255 

Ser Phe Ser Lys Ser Leu Gly Phe Thr Gly Met Arg Leu Ala Trp Asn 

260 265 270 

Val lie Pro Lys Glu Leu Thr Tyr Asp Asn Asn Glu Pro Met lie Asn 

275 280 285 

Asp Trp Lys Arg Leu Phe Ala Thr Thr Phe Asn Gly Ala Ser Leu Leu 

290 295 300 

Met Gin Glu Ala Gly Tyr Tyr Gly Leu Asp Leu Phe Pro Thr Pro Pro 
305 310 315 320 

Ala lie Ser Leu Tyr Leu Thr Asn Ala Gin Lys Leu Lys Lys Ser Leu 

325 330 335 

Glu Thr Ala Gly Phe Ser Val His Gly Gly Asp His Ala Pro Tyr Leu 

340 345 350 

Trp Val Glu Leu Pro Glu Gly lie Ser Asp Glu Glu Ala Phe Asp Phe 

355 360 365 

Phe Leu His Gin Tyr His lie Ala Val Thr Pro Gly His Gly Phe Gly 

370 375 380 

Ser Cys Gly Gin Gly Phe Val Arg Phe Ser Ala Leu Thr Gin Pro Gin 
385 390 395 400 

Asn lie Ala Leu Ala Cys Asp Arg Leu Cys Thr Ala Ser Leu Lys Glu 

405 410 415 

Thr Met Val Leu Ala 
420 

<210>536 
<211>354 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>536 



705 



BNSDOCID: <WO 9927105A2J_> 



wo 99/27105 PCT/IB98/01890 



Pro Pro Leu Tyr A^^^he Thr Lys Arg Asn Asp Gly S^^B|/s Met Thr 

1 10 15 

lie Leu Arg Lys Leu Ser Gin Tyr Leu Phe Phe Phe Ser Leu Phe Cys 

20 25 30 

Ser Phe lie Tyr Val Ala Thr Cys Gly Ser Gin Pro Asp Ser Val Ser 

35 40 45 

Ser Pro Lys lie Ala lie Phe Leu Ser Phe Pro His Pro Leu Leu Glu 

SO 55 60 

Asp Cys Ser Lys Ser Cys lie Glu Thr Leu Lys Asp Phe Glu Asn Leu 
65 70 75 80 

Pro Glu lie Val Val Leu Asn Ala Glu Asp Ser lie Val Lys Ala Arg 

85 90 95 

Lys lie Ala Arg Ser Leu His Thr Asp Lys Asn Val Val Ala lie Val 

100 105 110 

Thr Leu Gly Thr lie Ala Thr Lys Val Met Ser His lie Glu Thr Gin 

115 120 125 

Lys Pro Val lie Tyr Ala Ala Val Pro Asp Arg Glu Ser Leu Thr Pro 

130 135 140 

Pro Lys Asn Thr Met Asn lie Tyr Gly Val Asn Asp Thr Leu Asp lie 
145 150 155 160 

Asn Gin Tyr Cys Phe Ala lie Gin Ala Val Ala Thr Asn Ala Gin Ser 

165 170 175 

lie Val Tyr Leu Lys Pro Ser Glu Pro Phe Pro Ser Asp Leu Gin Lys 

180 185 190 

Glu lie Val Lys Lys Leu His Ala Ser Gly lie Glu Val lie Glu lie 

195 200 205 

Ser lie Thr Ser Ser Thr Phe Lys Thr Arg lie Arg Gin Ala lie Asp 

210 215 220 

Lys Arg Pro Ser Ala lie Phe lie Pro Leu Ser Pro Leu Ser His Lys 
225 230 235 240 

Glu Gly Thr Ala Phe Leu Gin Glu lie Leu Lys Glu Lys lie Pro lie 

245 250 255 

lie Thr Asp Asp Thr Ser Leu lie Ser Glu Glu Pro Ala Leu Pro Val 

260 265 270 

Ala Trp lie Thr Lys Asn Gin Glu Asn Lys Ser Gin Lys lie Val His 

275 280 285 

His Leu Leu Tyr Asn Asn His Asp Val Asp Ser Leu Arg Lys lie lie 

290 295 300 

Ala Gin Arg Leu Ser Pro Thr Thr Thr Phe Asn Glu Asp lie lie Lys 
305 310 315 320 

Tyr Leu Gly lie Lys Leu His Lys Thr Glu Arg Asn Gin Phe Leu Ser 

325 330 335 

Phe Lys Ser Lys Lys Leu Glu Lys Ser Glu Lys Gly Lys Asn Val Ala 
340 345 350 

Val Ser 



<210>537 
<211>290 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>537 



Gin 


Ala 


Lys 


Ser 


Arg 


Cys 


Ser 


He 


Asp 


Lys 


Tyr 


He 


Pro 


Val 


Val 


Asn 


1 








5 










10 










15 




Arg 


Leu 


Leu 


Glu 


Val 


Cys 


Gly 


Leu 


Pro 


Glu 


Ala 


Glu 


Asn 


Val 


Glu 


Asp 








20 










25 










30 






Leu 


He 


Glu 


Ser 


Ser 


Ser 


Ala 


Trp 


Val 


Leu 


Thr 


Pro 


Glu 


Glu 


Arg 


Phe 






35 










40 










45 








Ser 


Gly 


Glu 


Leu 


Val 


Ser 


He 


Cys 


Gin 


Val 


Lys 


Asp 


Glu 


His 


Ala 


Phe 




50 










55 










60 










Tyr 


Asn 


Asp 


Leu 


Ser 


Leu 


Leu 


His 


Met 


Thr 


Gin 


Ala 


Val 


Pro 


Ser 


Tyr 


65 










70 










75 










80 


Ser 


Ala 


Thr 


Tyr 


Asp 


Cys 


Ala 


Val 


Val 


Phe 


Gly 


Gly 


Pro 


Leu 


Pro 


Ala 










85 










90 










95 




Leu 


Arg 


Gin 


Arg 


Leu 


Asp 


Phe 


Leu 


Val 


Arg 


Glu 


Trp 


Gin 


Arg 


Gly 


Val 
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e^^l Phe Leu Cys Gly Glu Arg Gly^Wg 



100 

Arg Phe Lys Lys Ile^^l Phe Leu Cys Gly Glu Arg Gly^^ff^ Tyr Gin 

115 120 125 

Ser lie Glu Glu Gin Glu His Phe Phe Asp Ser Arg Tyr Asn Pro Phe 

130 135 140 

Pro Thr Glu Glu Asn Trp Glu Ser Gly Asn Arg Val Thr Pro Ser Ser 
145 150 155 160 

Glu Glu Glu Val Ala Lys Phe Val Trp Met Gin Met Leu Leu Pro Arg 

165 170 175 

Ala Trp Arg Asp Ser Thr Ser Gly Val Arg Val Thr Phe Leu Leu Ala 

180 185 190 

Lys Pro Glu Glu Asn Arg Val Val Ala Asn Arg Lys Asp Thr Leu Leu 

195 200 205 

Leu Phe Arg Ser Tyr Gin Glu Ala Phe Pro Gly Arg Val Leu Phe Val 

210 215 220 

Ser Ser Gin Pro Phe lie Gly Leu Asp Ala Cys Arg Val Gly Gin Phe 
225 230 235 240 

Phe Lys Gly Glu Ser Tyr Asp Leu Ala Gly Pro Gly Phe Ala Gin Gly 

245 250 255 

Val Leu Lys Tyr His Trp Ala Pro Arg lie Cys Leu His Thr Leu Ala 

260 265 270 

Glu Trp Leu Lys Glu Thr Asn Gly Cys Leu Asn lie Ser Glu Gly Cys 
275 280 285 

Phe Gly 
290 
<210>538 
<211>400 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>538 

Leu Ser Val Tyr Leu Leu lie Phe Tyr Phe Cys Asn Cys Ser Thr Met 

15 10 15 

Ser Ser Val Asn Gin Ser Ser Gly Thr Pro Asn Pro Glu Glu Val Thr 

20 25 30 

Ser Pro Glu Ser Thr Glu Glu Asn Lys Asn Val Val Ser Ser Asp Glu 

35 40 45 

Ala Gin Ala Thr His Ala Val Ala Leu Pro lie Val Thr Gin Leu Ser 

50 55 60 

Leu Pro Glu Gly Val Gly Thr Ser Ser Glu Glu Thr Ala Ser Asn Pro 
65 70 75 80 

Lys Val Asp Glu lie Val Ala Glu Val Ser Ser Ser Arg Ala Val Ala 

85 90 95 

Asp Gin lie Ser Ser Leu Val Glu Arg Val Gly Glu Leu Leu Asp Asp 

100 105 110 

Leu Lys Gly Ala Gin Ser Leu Phe Thr Ser Phe Gin Ser Glu Leu Lys 

115 120 125 

Asn Cys Leu Pro Ala Trp Lys Ser Ser Thr Arg Arg Leu Glu Thr Arg 

130 135 140 

Gly Ala Gly Asp Asn Ala Asp lie Ala Arg Leu Glu Leu Phe Arg Ser 
145 150 155 160 

Asp Tyr Glu Ala Val Leu Gly His Ala Asn Gin Phe His Gly Lys Ala 

165 170 175 

His Leu lie Leu Ser Lys Leu Thr Asp Val His His Lys Leu Gin Gly 

180 185 190 

Leu Ser Arg Glu Asp Leu Ser Leu Ala Phe Asp Asn Asn Asp Arg Val 

195 200 205 

Leu Glu His Leu Gly Ser Leu Gly Leu Asp Val Asp Ala Glu Gly Asn 

210 215 220 

Trp Ser Leu Ser Cys Glu Arg Gly lie Pro Arg Leu Val Leu Thr Ala 
225 230 235 240 

Asp Ser Met Leu Val Gin lie Lys Lys Val Asn Leu Pro Thr Val Glu 

245 250 255 

Glu Leu Arg Thr Leu Gin Gly Thr Thr Glu Ser Ser Ser Asp Pro Arg 
260 265 270 
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Val Glu Glu Ser I^^Ber Cys Cys Glu Arg Leu Leu A^^Blu Leu Arg 
275 280 28^^ 

Arg Leu Trp- Ala Asn Phe Val Gly Phe lie Ser Ser Cys Tyr Asp Asn 

290 295 300 

lie Val Phe Val Leu Met Trp lie Val Arg Arg lie Asn Leu Leu Pro 
305 310 315 320 

Gly Leu Gly Cys Leu Pro Phe His Asn Pro Asp Ala Ser Gin Glu Asp 

325 330 335 

Gin Arg Ser Ser Ser Gly Glu Arg Ser Thr Arg Arg Glu Arg Leu Ser 

340 345 350 

Arg Arg Ser Asp Leu Ser Glu Glu Glu Met lie Val Arg Ala Glu Gly 

355 360 365 

Glu Ser lie His Pro Glu Ser Pro His Gly Asp Gly Arg Asn Gin Pro 

370 375 380 

Ser Arg Gly Asp Lys Gin Asp Ser Asp Ser Glu Glu Glu Thr Glu Leu 
385 390 395 400 

<210>539 
<211>568 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>539 

Met Lys Thr Ser Gin Leu Phe Tyr Lys Thr Ser Lys Asn Ala Asn Lys 

15 10 15 

Ser Ala Ala Val Leu Ser Asn Glu Leu Leu Glu Lys Ala Gly Tyr Leu 

20 25 30 

Phe Lys Val Ser Lys Gly Val Tyr Thr Tyr Thr Pro Leu Leu Trp Arg 

35 40 45 

Val Val Ser Lys Met Met Asn lie lie Arg Glu Glu Leu Asn Ala lie 

50 55 60 

Gly Gly Gin Glu Leu Leu Leu Pro Leu Leu His Asn Ala Glu Leu Trp 
65 70 75 80 

Gin His Thr Gly Arg Trp Glu Ala Phe Thr Ser Glu Gly Leu Leu Tyr 

85 90 95 

Thr Leu Lys Asp Arg Glu Gly Lys Ser His Cys Leu Ala Pro Thr His 

100 105 110 

Glu Glu Val lie Cys Ser Phe Val Ala Gin Trp Leu Ser Ser Lys Arg 

115 120 125 

Gin Leu Pro Leu His Leu Tyr Gin lie Ala Thr Lys Phe Arg Asp Glu 

130 135 140 

lie Arg Pro Arg Phe Gly Leu lie Arg Ser Arg Glu Leu Leu Met Glu 
145 150 155 160 

Asp Ser Tyr Thr Phe Ser Asp Ser Pro Glu Gin Met Asn Glu Gin Tyr 

165 170 175 

Glu Lys Leu Arg Ser Ala Tyr Ser Lys lie Phe Asp Arg Leu Gly Leu 

180 185 190 

Ala Tyr Val lie Val Thr Ala Asp Gly Gly Lys He Gly Lys Gly Lys 

195 200 205 

Ser Glu Glu Phe Gin Val Leu Cys Ser Leu Gly Glu Asp Thr He Cys 

210 215 220 

Val Ser Gly Ser Tyr Gly Ala Asn He Glu Ala Ala Val Ser He Pro 
225 230 235 240 

Pro Gin His Ala Tyr Asp Arg Glu Phe Leu Pro Val Glu Glu Val Ala 

245 250 255 

Thr Pro Gly He Thr Thr He Glu Ala Leu Ala Asn Phe Phe Ser He 

260 265 270 

Pro Leu His Lys He Leu Lys Thr Leu Val Val Lys Leu Ser Tyr Ser 

275 280 285 

Asn Glu Glu Lys Phe He Ala He Gly Met Arg Gly Asp Arg Gin Val 

290 295 300 

Asn Leu Val Lys Val Ala S«r Lys Leu Asn Ala Asp Asp He Ala Leu 
305 310 315 320 

Ala Ser Asp Glu Glu He Glu Arg Val Leu Gly Thr Glu Lys Gly Phe 

325 330 335 

He Gly Pro Leu Asn Cys Pro He Asp Phe Xaa Ala Asp Glu Thr Thr 
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345 

Ser Pro Met Thr Asn P^e Val Cys Ala Gly Asn Ala Lys ;:^^rljys His 

355 360 365 

Tyr Val Asn Val Asn Trp Asp Arg Asp Leu Leu Pro Pro Gin Tyr Gly 

370 375 380 

Asp Phe Leu Leu Ala Glu Glu Gly Asp Thr Cys Pro Glu Asn Pro Gly 
385 390 395 400 

His Pro Tyr Arg lie Tyr Gin Gly lie Glu Val Ala His lie Phe Asn 

405 410 415 

Leu Gly Thr Arg Tyr Thr Asp Ser Phe Glu Val Asn Phe Gin Asp Glu 

420 425 430 

His Gly Gin Thr Gin Gin Cys Trp Met Gly Thr Tyr Gly lie Gly Val 

435 440 445 

Gly Arg Thr Leu Ala Ala Cys Val Glu Gin Leu Ala Asp Asp Arg Gly 

450 455 460 

lie Val Trp Pro Lys Ala Leu Ala Pro Phe Ser lie Thr lie Ala Phe 
465 470 475 480 

Asn Gly Gly Asp Thr Val Ser Gin Glu Leu Ala Glu Thr lie Tyr His 

485 490 495 

Glu Leu Gin Ser Gin Gly Tyr Glu Pro Leu Leu Asp Asp Arg Asp Glu 

500 505 510 

Arg Leu Gly Phe Lys Leu Lys Asp Ser Asp Leu lie Gly lie Pro Tyr 

515 520 525 

Lys Leu lie Leu Gly Lys Ser Tyr Gin Ser Ser Gly lie Phe Glu lie 

530 535 540 

Glu Ser Arg Ser Gly Glu Lys Tyr Thr Val Ser Pro Glu Ala Phe Pro 
545 550 555 560 

Thr Trp Cys Gin Asn His Leu Ala 
565 

<210>540 
<211>126 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>540 

Leu Thr Phe Ser Gly Ser Phe Pro lie Met Leu Ser Val Thr lie Val 

15 10 15 

Leu Val Gly Leu Glu Met Ala Arg Ser Lys Val Ser Lys Arg Asp Ser 

20 25 30 

Lys lie Leu Asp lie Leu Phe Ala Thr Thr Glu Leu Tyr Leu Lys Thr 

35 40 45 

Gly Gin Pro Val Gly Ser Lys Thr Leu Lys Glu Ser Phe Cys Ser Asp 

50 55 60 

Leu Ser Thr Ala Thr lie Arg Asn Tyr Phe Ala Glu Leu Glu Ala Glu 
65 70 75 80 

Gly Phe Leu Lys Xaa Asn His Thr Ser Gly Gly Arg lie Pro Thr Asp 

85 90 95 

Leu Ala Leu Arg His Tyr Val Asp His Gin Glu Glu Cys Pro Glu Ala 

100 105 110 

Glu lie Ser Ala Pro lie Phe Asp Lys Xaa Ser Xaa Leu Pro 
115 120 125 

<210>541 
<211>304 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>541 

lie Thr Lys Lys Asn Ala Gin Lys Leu Arg Phe Leu Pro Pro Phe Leu 

1 5 ,10 15 

lie Xaa Ser Val Xaa Phe Pro Ser Glu Ser Arg Asn lie lie Lys Asp 

20 25 30 

Leu Gin Lys Ala Thr Glu Leu Leu Gly Glu lie Leu Asp Leu Pro Thr 

35 40 45 

Phe Phe Ser Ser Pro Arg Phe Glu Asn Asp Ser Val Thr Asn lie Gin 

50 55 60 

lie Thr Gin Val Asp Lys Gin Arg Ala Val Thr lie Leu Ser Thr Glu 
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Phe Gly Gin He pSWhr Asp Thr Leu Trp Leu Pro GlcPRa Cys Asp 

85 90 95 

Thr Leu Ser He Lys Arg He Glu Lys Phe Leu Gin Asn Tyr He Arg 

100 105 110 

Lys Leu Pro Thr Asn Glu Glu Leu Ser Lys Lys Glu Glu His Leu Ser 

115 120 125 

Met Ser Leu Tyr Asn Glu Val Val Val Arg Tyr Leu Thr Arg Tyr Cys 

130 135 140 

Asn Phe Ser Glu Glu Asp Leu Tyr Gin Thr Gly Met Ser Lys Leu Leu 
145 150 155 160 

Lys Tyr Glu Ala Phe Lys Asp Pro Glu Val Leu Ala Leu Gly Leu Ser 

165 170 175 

Leu Phe Glu Asn Arg Arg Gin Met Cys Glu Leu Leu Asn He Gly Met 

180 185 190 

His Lys Gly Arg Ala Thr Ala Phe He Gly Lys Glu Leu Ser Asp He 

195 200 205 

Leu Gly Thr Ser Asn Pro Gly Cys Ser Val He Thr He Pro Tyr Tyr 

210 215 220 

Met Asn Arg Ser Pro Leu Gly Ala Leu Gly He Leu Gly Pro He Asn 
225 230 235 240 

Leu Pro Tyr Lys Glu Ala Leu Pro Leu Leu Lys Leu Phe Ala Asn Lys 

245 250 255 

He Asn Glu Thr Leu Thr Gin Ser Phe Tyr Lys Phe Lys Leu Ser Phe 

260 265 270 

Arg Arg Pro Leu Thr Ser Asn Cys Lys Leu Ser Asn Glu Pro He Leu 

275 280 285 

Arg Thr Glu Tyr Ser Ser He Lys Leu Leu Pro Ser Lys Glu Thr Leu 

290 295 300 

<210>542 
<211>184 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>542 

Met Thr Asp Thr Pro Pro Glu Asn Glu Glu Gin His Glu Ser Asn Val 

15 10 15 

Gin Asn Glu Asn Glu Val Glu His Leu Gin Gin Glu He Val Thr Leu 

20 25 30 

Lys Thr Glu Leu Lys Glu Lys Asn Asp Lys Tyr Leu Met Ala Leu Ala 

35 40 45 

Glu Ser Glu Asn Ser Arg Lys Arg Leu Gin Lys Glu Arg Gin Glu Leu 

50 55 60 

Met Gin Tyr Ala Leu Glu Asn Thr Leu He Asp Phe Leu Asn Pro He 
65 70 75 80 

Glu Ser Met Glu Lys Ala Leu Gly Phe Ala Thr Gin Met Ser Asp Asp 

85 90 95 

Val Lys Asn Trp Ala Leu Gly Phe Asn Met He Leu Asn Gin Phe Lys 

100 105 110 

Gin He Phe Glu Glu Lys Gly He He Glu Tyr Ser Ser He Gly Gin 

115 120 125 

Lys Phe Asn Pro Phe Leu His Glu Ala Val Gin Thr Glu Glu Thr Ser 

130 135 140 

Glu Val Pro Glu Gly Thr He Leu Glu Glu Phe Ala Lys Gly Tyr Lys 
145 150 155 160 

He Gly Glu Arg Pro He Arg Val Ala Lys Val Lys Val Ala Lys Ala 

165 170 175 

Pro Thr Pro Lys Glu Asn Lys Glu 
180 

<210>543 
<211>539 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>543 

Met Ser Glu His Lys Lys Ser Ser Lys He He Gly He Asp Leu Gly 
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- 1 5 
Thr Thr Asn Ser Cys 
20 




10 

Ser Val Met Glu Gly Gly Gin 
25 




I 15 

Lys Val 



30 



He Thr Ser Ser Glu Gly Thr Arg Thr Thr Pro Ser He Val Ala Phe 

35 40 45 

Lys Gly Asn Glu Lys Leu Val Gly He Pro Ala Lys Arg Gin Ala Val 

50 55 60 

Thr Asn Pro Glu Lys Thr Leu Gly Ser Thr Lys Arg Phe lie Gly Arg 
65 70 75 80 

Lys Tyr Ser Glu Val Ala Ser Glu He Gin Thr Val Pro Tyr Thr Val 

85 90 95 

Thr Ser Gly Ser Lys Gly Asp Ala Val Phe Glu Val Asp Gly Lys Gin 

100 105 110 

Tyr Thr Pro Glu Glu He Gly Ala Gin He Leu Met Lys Met Lys Glu 

115 120 125 

Thr Ala Glu Ala Tyr Leu Gly Glu Thr Val Thr Glu Ala Val He Thr 

130 135 140 

Val Pro Ala Tyr Phe Asn Asp Ser Gin Arg Ala Ser Thr Lys Asp Ala 
145 150 155 160 

Gly Arg He Ala Gly Leu Asp Val Lys Arg He He Pro Glu Pro Thr 

165 170 175 

Ala Ala Ala Leu Ala Tyr Gly He Asp Lys Val Gly Asp Lys Lys He 

180 185 190 

Ala Val Phe Asp Leu Gly Gly Gly Thr Phe Asp He Ser He Leu Glu 

195 200 205 

He Gly Asp Gly Val Phe Glu Val Leu Ser Thr Asn Gly Asp Thr Leu 

210 215 220 

Leu Gly Gly Asp Asp Phe Asp Glu Val He He Lys Trp Met He Glu 
225 230 235 240 

Glu Phe Lys Lys Gin Glu Gly He Asp Leu Ser Lys Asp Asn Met Ala 

245 250 255 

Leu Gin Arg Leu Lys Asp Ala Ala Glu Lys Ala Lys He Glu Leu Ser 

260 265 270 

Gly Val Ser Ser Thr Glu He Asn Gin Pro Phe He Thr Met Asp Ala 

275 280 285 

Gin Gly Pro Lys His Leu Ala Leu Thr Leu Thr Arg Ala Gin Phe Glu 

290 295 300 

Lys Leu Ala Ala Ser Leu He Glu Arg Thr Lys Ser Pro Cys He Lys 
305 310 315 320 

Ala Leu Ser Asp Ala Lys Leu Ser Ala Lys Asp He Asp Asp Val Leu 

325 330 335 

Leu Val Gly Gly Met Ser Arg Met Pro Ala Val Gin Glu Thr Val Lys 

340 345 350 

Glu Leu Phe Gly Lys Glu Pro Asn Lys Gly Val Asn Pro Asp Glu Val 

355 360 365 

Val Ala He Gly Ala Ala He Gin Gly Gly Val Leu Gly Gly Glu Val 

370 375 380 

Lys Asp Val Leu Leu Leu Asp Val He Pro Leu Ser Leu Gly He Glu 
385 390 395 400 

Thr Leu Gly Gly Val Met Thr Thr Leu Val Glu Arg Asn Thr Thr He 

405 410 415 

Pro Thr Gin Lys Lys Gin He Phe Ser Thr Ala Ala Asp Asn Gin Pro 

420 425 430 

Ala Val Thr He Val Val Leu Gin Gly Glu Arg Pro Met Ala Lys Asp 

435 440 445 

Asn Lys Glu He Gly Arg Phe Asp Leu Thr Asp He Pro Pro Ala Pro 

450 455 . 460 

Arg Gly His Pro Gin He Glu Val Ser Phe Asp He Asp Ala Asn Gly 
465 470 475 480 

He Phe His Val Ser Ala Lys Asp Val Ala Ser Gly Lys Glu Gin Lys 

485 490 495 

He Arg He Glu Ala Ser Ser Gly Leu Gin Glu Asp Glu He Gin Arg 

500 505 510 

Met Val Arg Asp Ala Glu He Asn Lys Glu Glu Asp Lys Asn Val Val 
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520 

Lys Leu Gin Met h^Kys Met Lys Pro He Ala 

530 535 
<210>544 
<211>135 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>544 

Lys Arg Arg Glu Ala Ser Asp Ala Lys Asn Glu Ala Asp Ser Met lie 

15 10 15 

Phe Arg Ala Glu Lys Ala He Lys Asp Tyr Lys Glu Gin He Pro Glu 

20 25 30 

Thr Leu Val Lys Glu lie Glu Glu Arg He Glu Asn Val Arg Asn Ala 

35 40 45 

Leu Lys Asp Asp Ala Pro He Glu Lys He Lys Glu Val Thr Glu Asp 

50 55 60 

Leu Ser Lys His Met Gin Lys He Gly Glu Ser Met Gin Ser Gin Ser 
65 70 75 80 

Ala Ser Ala Ala Ala Ser Ser Ala Ala Asn Ala Lys Gly Gly Pro Asn 

85 90 95 

He Asn Thr Glu Asp Leu Lys Lys His Ser Phe Ser Thr Lys Pro Pro 

100 105 110 

Ser Asn Asn Gly Ser Ser Glu Asp His He Glu Glu Ala Asp Val Glu 

115 120 125 

He He Asp Asn Asp Asp Lys 
130 135 
<210>545 
<211>234 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>545 

Ala Thr Gin Phe Thr Ser Glu Thr Thr Gly Phe Leu Val Gin Cys Pro 

1,5 10 15 

Lys Leu Thr Gly Gly Ala Gin Leu Leu Lys Lys Pro Lys Arg Lys Pro 

20 25 30 

Gly Arg Arg Thr Tyr Gly Lys Ser Leu Lys He Phe He Pro Gly Thr 

35 40 45 

Leu Phe Val His Ala Arg Lys Gly Phe Gly Phe Val Ser Pro Asp Asn 

50 55 60 

Pro Glu Glu Tyr Pro Phe Asp He Phe Val Pro Ala Arg Asp Leu Arg 
65 70 75 80 

Gly Ala Leu Asp Gly Asp His Val He Val Ser Val Leu Pro Tyr Pro 

85 90 95 

Arg Asp Gly Gin Lys Leu Lys Gly Thr He Ser Glu Val Leu Ala Arg 

100 105 110 

Gly Lys Thr Thr Leu Val Gly Thr He Thr Ser Leu Val Ser Pro Thr 

115 120 125 

Ser Ala Leu Ala Tyr Thr Ser Met Ser Gly Ser Gin Ser Leu He Pro 

130 135 140 

Val Glu Leu Leu Pro Gly Arg Thr Tyr Lys He Gly Asp Arg He Leu 
145 150 155 160 

Leu Ser Thr Pro Pro Trp Val Asp Lys Pro Gin Glu Gly Ala Ser Pro 

165 170 175 

Ala Leu Gin Met Leu Glu Phe He Gly His He Thr Asn Ala Lys Ala 

180 185 190 

Asp Phe Gin Ala He Gin Ala Glu Tyr Asn Leu Ala Glu Glu Phe Pro 

195 200 205 

Pro Glu Val He Glu Glu Ala Ser Leu Phe Ser Gin Xaa Xaa Leu Thr 

210 215 220 

Gin Val Leu Gin Leu Ser Gin Arg Ser Pro 
225 230 
<210>546 
<211>258 
<212>PRT 
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<213>Chlamydia pneun^^HLe 
<400>546 

Pro Lys Phe Ser Asn Ser Arg Lys Asp Leu Arg Asp Leu Leu Cys Phe 

15 10 15 

Thr lie Asp Ser Ser Thr Ala Arg Asp Phe Asp Asp Ala lie Ser Leu 

20 25 30 

Thr Tyr Asp His Asn Asn Asn Tyr lie Leu Gly Val His lie Ala Asp 

35 40 45 

Val Ser His Tyr Val Thr Pro His Ser His Leu Asp Lys Glu Ala Ala 

50 55 60 

Lys Arg Cys Asn Ser Thr Tyr Phe Pro Gly Lys Val lie Pro Met Leu 
65 70 75 80 

Pro Ser Ala Leu Ser Asp Asn Leu Cys Ser Leu Lys Pro Asn Val Asp 

85 90 95 

Arg Leu Ala Val Ser Val Phe Met Thr Phe Thr Lys Ser Gly His Leu 

100 105 110 

Ser Asp Tyr Gin lie Phe Arg Ser Val lie Arg Ser Lys Tyr Arg Met 

115 120 125 

Thr Tyr Asp Glu Val Asp Asn lie lie Glu Lys Lys His Ser His Pro 

130 135 140 

Leu Ser Lys lie Leu Asn Glu Met Ala Thr Leu Ser Lys Lys Phe Ser 
145 150 155 160 

Asp lie Arg Glu Glu Arg Gly Cys lie Arg Phe Val Leu Pro Ser Val 

165 170 175 

Thr Met Ser Leu Asp Asn Leu Gin Glu Pro Val Ala Leu lie Glu Asn 

180 185 190 

His Gin Thr Phe Ser His Lys Leu lie Glu Glu Phe Met Leu Lys Ala 

195 200 205 

Asn Glu Val Val Ala Tyr His lie Ser His Gin Gly Val Ser Leu Pro 

210 215 220 

Phe Arg Ser His Glu Pro Pro Asn Asp Glu Asn Leu Leu Ala Phe Gin 
225 230 235 240 

Glu Xaa Ala Lys Asn Met Gly Phe Asp lie Thr Phe Thr Pro Thr Gin 
245 250 255 

Arg Thr 



<210>547 
<211>286 



<212>PRT 

<2 13 >Chlamydia pneumoniae 
<400>547 
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Ala 
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65 
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Glu 
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180 185 ^^F^ 

Thr Ala Asn His G^TCly Leu Ser Phe Val Val Thr Gl^^he Cys His 

195 200 205 

Glu Gly Phe lie Ala Ala Ala Glu Leu Pro Lys Glu Tyr Ser Leu Lys 

210 215 220 

Lys Asn Ala Leu Pro Glu Ser lie Pro Asp Lys Met Lys Pro Gly Ala 
225 230 235 240 

Ser Arg Lys Val Thr lie Asp Ser Val Asn Leu Leu Thr Gin Lys lie 

245 250 255 

Val Trp Ser lie Ala Thr Thr Thr Glu Asp Lys Pro Lys Lys lie Lys 

260 265 270 

Lys Thr Pro Ser Lys Lys Lys Gly Thr Lys Lys Arg Ala Ser 
275 280 285 

<210>548 
<211>201 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>548 

Lys Glu Pro Arg Asn Val Leu Gin Glu His Phe Phe Leu Ser Glu Asp 

15 10 15 

Val lie Thr Leu Ala Gin Gin Leu Leu Gly His Lys Leu lie Thr Thr 

20 25 30 

His Glu Gly Leu lie Thr Ser Gly Tyr lie Val Glu Thr Glu Ala Tyr 

35 40 45 

Arg Gly Pro Asp Asp Lys Ala Cys His Ala Tyr Asn Tyr Arg Lys Thr 

50 55 60 

Gin Arg Asn Arg Ala Met Tyr Leu Lys Arg Gly Ser Ala Tyr Leu Tyr 
65 70 75 80 

Arg Cys Tyr Gly Met His His Leu Leu Asn Val Val Thr Gly Pro Glu 

85 90 95 

Asp lie Pro His Ala Val Leu lie Arg Ala lie Leu Pro Asp Gin Gly 

100 105 110 

Lys Glu Leu Met lie Gin Arg Arg Gin Trp Arg Asp Lys Pro Pro His 

115 120 125 

Leu Leu Thr Asn Gly Pro Gly Lys Val Cys Gin Ala Leu Gly lie Ser 

130 135 140 

Leu Glu Asn Asn Arg Gin Arg Leu Asn Thr Pro Ala Leu Tyr lie Ser 
145 150 155 160 

Lys Glu Lys lie Ser Gly Thr Leu Thr Ala Thr Ala Arg lie Gly lie 

165 170 175 

Asp Tyr Ala Gin Glu Tyr Arg Asp Val Pro Trp Arg Phe Leu Leu Ser 

180 185 190 

Pro Glu Asp Ser Gly Lys Val Leu Ser 
195 200 

<210>549 
<211>189 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>549 

Ala Trp Leu Arg Asn Ser Leu Thr Lys Phe Ser Phe Tyr Thr Lys His 

15 10 15 

Arg Ala Leu Leu Lys Phe Val Leu Gin lie lie Leu Leu Phe Gly Leu 

20 25 30 

Phe Phe Ala Thr Val Leu Leu Gly Phe Leu Thr Arg lie Met lie Phe 

35 40 45 

Lys Ser Leu Leu Ser lie Tyr Asp Lys lie Leu His Arg lie Pro lie 

50 55 , 60 

lie Lys Thr Val Tyr Lys Ala Ala Gin Gin Val Met Thr Thr lie Phe 
65 70 75 80 

Gly Ser Lys Ser Gly Ser Phe Lys Gin Val Val Met Val Pro Phe Pro 

85 90 95 

Asn Ala Asn Val Gin Cys lie Gly Leu Val Ala Gly Asp Ala Pro Thr 

100 105 110 

Val Cys Cys Thr Gly Glu Lys Glu Asp Asp Pro Leu Val Thr Val Phe 
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115 120 125 

He Pro Thr Thr Pro Pro Thr Ser Gly Phe Leu Thr Li^^Phe Arg 

130 135 140 

Lys Ser Asp He Val Phe Leu Asp Met Lys He Glu Asp Ala Phe Lys 
145 150 155 160 

Tyr He He Ser Cys Gly Val Leu Ser Thr Pro Met Ala Cys Pro Ser 

165 170 175 

Ser Pro Leu Pro Asp Glu Leu His Gin Asp Gin Gly Ser 
180 185 

<210>550 
<211>390 
<212>PRT 

<2 13 >Chlamydia pneumoniae 
<400>550 

Gin Leu Asn Met Leu His He Leu Leu Ala He Phe Cys He Leu Leu 

15 10 15 

Phe Leu Ala Phe Gly Leu Thr Gin Pro Ser Cys His Gly Ser Ser Lys 

20 25 30 

Phe Leu Lys Thr Leu Asn Gin Arg Phe Phe Thr Asp Lys Gly Arg Glu 

35 40 45 

Tyr Pro Pro Phe Pro Ser Ala Pro Thr He Leu Ala Thr Leu Leu Cys 

50 55 60 

He Leu Tyr Gly Ala Leu Gly Thr Lys Leu Tyr Thr Leu Leu Pro Pro 
65 70 75 80 

Lys Thr Ala His Lys Asp Leu Leu Phe Trp Pro Leu Tyr Ser Leu Ser 

85 90 95 

Ala Leu He Ala Tyr Gly Phe Leu Pro Pro Trp He Ser Thr Lys Val 

100 105 110 

Pro Lys Glu Thr Thr Ala His Leu Arg Phe Leu Ala Ser Val Phe Gin 

115 120 125 

Leu Gly Leu Phe Pro Leu Gin Leu Leu Phe Tyr Arg Arg Arg Pro Asn 

130 135 140 

Gin Gin Val Arg Ser Ser Thr Ser Phe Gin Ser Gin Leu Ser Glu Ala 
145 150 155 160 

Leu Ser Ala Phe Asp Asn Leu He Val Arg Glu Val Met He Pro Lys 

165 170 175 

Val Asp He Phe Ala Leu Pro Glu Glu Thr Thr Leu Gin Glu Ala Leu 

180 185 190 

Val Leu Val Ser Glu Glu Gly Tyr Ser Arg Val Pro Val Tyr Lys Lys 

195 200 205 

Asn Leu Asp Asn He Thr Gly He Leu Leu Val Lys Asp Leu Leu Leu 

210 215 220 

Leu Tyr Thr Ser Ser His Asp Leu Ser Gin Pro He Ser Ser Val Ala 
225 230 235 240 

Lys Pro Pro Phe Tyr Ala Pro Glu He Lys Lys Ala Ser Ser Leu Leu 

245 250 255 

Gin Glu Phe Arg Gin Lys His Arg His Leu Ala He He Val Asn Glu 

260 265 270 

Tyr Gly Phe Thr Glu Gly He Ala Thr Met Glu Asp He He Glu Glu 

275 280 285 

He He Gly Glu He Ala Asp Glu His Asp Val Gin Glu Asn Thr Pro 

290 295 300 

Tyr Lys Lys He Gly Ser Ser Trp He Val Asp Gly Arg Met Asn He 
305 310 315 320 

Ser Asp Ala Glu Glu Tyr Phe Asn Leu Lys He Asp His Glu Asn Ser 

325 330 335 

Tyr Asp Thr Leu Gly Gly His Val Phe. His Lys Val Gly Ala Val Pro 

340 345 350 

Gin Lys Gly Met Arg He His His Glu Asn Phe Asp He Glu He He 

355 360 365 

Thr Cys Thr Glu Arg Asn Val Gly Lys Leu Lys He Thr Pro Arg Lys 

370 375 380 

Arg Lys Phe Asn He Ser 
385 390 
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<213>Chlamydia pneumoniae 
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<2 13 >Chlamydia pneumoniae 
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35 




40 



45 




Asn Trp Gin Leu Phe Pro Glu Thr Gly Phe Val lie U^FPro Asn 

50 55 60 

Leu Tyr Phe Asn Glu Pro Gly lie Tyr Arg lie Gin Leu Lys Asn Leu 
65 70 75 80 

Ser Thr Gin Xaa lie Phe He Ser Ala Pro lie Lys Cys Phe Ala Asp 

85 90 95 

Ser Ala Pro Asn Leu Met Trp Gly Leu Leu His Gly Glu Ser Glu Arg 

100 105 110 

Val Asp Ser Glu Glu Asn He Glu Thr Cys Met Arg Tyr Phe Arg Asp 

115 120 125 

Asp Arg Ala Leu Asn Phe Tyr Ala Ser Ser Ser Phe Glu Asn Gin Glu 

130 135 140 

Asn Leu Ser Pro Asp He Trp Lys Leu lie Asn Gin Thr Val Ser Asp 
145 150 155 160 

Phe Asn Glu Glu Asp Arg Phe He Thr Leu Ser Gly Phe Gin Tyr Ser 

165 170 175 

Gly Glu Pro His Leu Glu Gly Val Arg His He Leu His Thr Lys Glu 

180 185 190 

Thr Lys Ser His Ser Lys His Lys Glu Tyr Lys His He Pro Leu Ala 

195 200 205 

Lys Leu Tyr Lys Ser Thr Val Asn His Asp Met He Ser He Pro Ser 

210 215 220 

Phe Thr Ala Ser Lys Glu His Gly Phe Asp Phe Glu Asn Phe Tyr Pro 
225 230 235 240 

Glu Phe Glu Arg Val Val Glu He Tyr Asn Ala Trp Gly Ser Ser Glu 

245 250 255 

Thr Thr Ala Ala Leu Asn Asn Pro Phe Pro He Gin Gly Lys Asp Ser 

260 265 270 

Glu Asp Pro Arg Gly Thr Val He Glu Gly Leu Lys Lys Asn Leu Arg 

275 280 285 

Phe Gly Phe Val Ala Gly Gly Leu Asp Asp Arg Gly He Tyr Lys Asp 

290 295 300 

Tyr Phe Asp Ser Pro Gin Val Gin Tyr Ser Pro Gly Leu Thr Ala He 
305 310 315 320 

He Cys Asn Lys Tyr Thr Arg Glu Ser Leu Val Glu Ala Leu Phe Ala 

325 330 335 

Arg His Cys Tyr Ala Thr Thr Gly Pro Arg He Val Leu Ser Phe Asn 

340 345 350 

He Thr Ser Ala Pro Met Gly Ser Glu Leu Ser Thr Gly Ser Lys Pro 

355 360 365 

Gly Leu Asn Val Asn Arg His He Ser Gly His Val Ala Gly Thr Ala 

370 375 380 

Leu Leu Lys Thr Val Glu He He Arg Asn Gly Glu Val Leu His Thr 
385 390 395 400 

Phe Phe Pro Asp Ser Asn Asn Leu Asp Tyr Glu Tyr Asp Asp Met Val 

405 410 415 

Pro Leu Ser Ser Val Thr Leu Lys Asp Pro Asn Gly Lys Ala Pro Phe 

420 425 430 

Val Phe Tyr Tyr Leu Arg Val Thr Gin Ala Asp Asn Ala Met Ala Trp 

435 440 445 

Ser Ser Pro He Trp Val Asp Leu Asn 

450 455 
<210>554 
<211>409 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>554 

Leu Ala Gly Pro Ser Leu Lys Gly Val Lys Asn Gin He Ala Ala Lys 

1 5 . 10 15 

Lys Lys His Val Thr Lys Gin Ser Thr Val Leu Gin Asn Leu Glu Arg 

20 25 30 

He Val His Gin Ser Val His Gin Met Thr Thr Cys Leu Pro Gin Pro 
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<210>556 
<211>237 
<212>PRT 

<213>ChlaTnydia pneumoniae 
<400>556 

Leu Lys Asn Ser Gly Asn He Met Glu Pro Ser Thr Asn Lys Pro Asp 

15 10 15 

Cys Lys Lys He Phe Asp Ser He Ala Ser Lys Tyr Asp Arg Thr Asn 

20 25 30 

Thr He Leu Ser Leu Gly Met His His Phe Trp Asn Arg Ser Leu He 

35 40 45 

Gin He Leu Gly Ser Gly Tyr Ser Leu Leu Asp Leu Cys Ala Gly Thr 

50 55 60 

Gly Lys Val Ala Lys Arg Tyr He Ala Ala His Pro Gin Ala Ser Val 
65 70 75 80 

Thr Leu Val Asp Phe Ser Ser Ala Met Leu Asp He Ala Lys Gin His 

85 90 95 

Leu Pro Gin Gly Ser Cys Ser Phe He His Ser Asp He Asn Gin Leu 

100 105 110 

Pro Leu Glu Asn His Ser Tyr Pro Leu Ala Ala Met Ala Tyr Gly Leu 

115 120 125 

Arg Asn Leu Ser Asp Pro His Lys Ala Leu Gin Glu He Ser Arg Val 

130 135 140 

Leu Met Pro Ser Gly Lys Leu Gly He Leu Glu Leu Thr Pro Pro Lys 
145 150 155 160 

Lys Thr His Pro Thr Tyr Ser Ala His Lys Leu Tyr Leu Arg Ala Val 

165 170 175 

Val Pro Trp He Gly Lys Ser Val Ser Lys Asp Pro Asp Ala Tyr Ser 

180 185 190 

Tyr Leu Ser Lys Ser He Gin Gin Leu Pro Lys Asp His Asp Leu Glu 

195 200 205 

Asp Leu Phe Ser Lys Ser Gly Phe Tyr He Ala Lys Lys Lys Lys Leu 

210 215 220 

Phe Leu Gly Ala Ala Thr He Trp Leu Leu Glu Lys Gin 
225 230 235 

<210>557 
<211>550 
<212>PRT 

<2 13 > Chlamydia pneumoniae 
<400>557 

Arg He Ser He Ser Phe Arg Val Ser Trp Phe Val Lys He He Leu 
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10 

Lys Ala Tyr Tyr 
25 

Thr Leu Val Pro 

Gin His Thr Ser 
60 

Ser He He Ser 
75 

Arg Arg Pro Phe 
90 

Tyr Glu Glu Ala 
105 

Val Ser Gin He 

Gin Trp Ala Pro 
140 

Glu Thr Met Lys 
155 

Ala Val He Val 
170 

Gin Glu He Pro 
185 

Pro Gly Asn Thr 

Thr Thr Ser Gly 
220 

Ser Thr Pro Gly 
235 

Leu Val Val Gin 
250 

Val Met Phe Thr 
265 

Ala Arg Arg Met 

Glu Leu Ser Lys 
300 

Asn Trp Arg Thr 
315 

Phe Lys Thr Lys 
330 

Leu Gly Asn Met 
345 

Ala Arg He Lys 

Phe Asn Val Gly 
380 

Leu Asp Leu Phe 
395 

Leu Thr Glu Phe 
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515 520 525 

Arg Thr Lys Leu Val ^^^Ser Phe Ala Asp Glu Ser Leu ^^^Arg Gly 

530 535 540 

Arg Phe Thr lie Leu Val 
545 550 
<210>558 
<211>325 
<212>PRT 

<213>ChlaTnydia pneumoniae 
<400>558 

Phe Met Met Thr Tyr Pro Val Pro Gin Asn Pro Leu Leu Leu Arg lie 

15 10 15 

Leu Arg Leu Met Asp Ala Phe Ser Lys Ser Asp Asp Glu Arg Asp Phe 

20 25 30 

Tyr Leu Asp Arg Val Glu Gly Phe He Leu Tyr He Asp Leu Asp Lys 
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Asp Gin Glu Asp Leu Asn Lys He Tyr Gin Glu Leu Glu Glu Asn Ala 

50 55 60 

Glu Arg Tyr Cys Leu He Pro Lys Leu Thr Phe Tyr Glu Val Lys Lys 
65 70 75 80 

He Met Glu Thr Phe He Asn Glu Lys He Tyr Asp He Asp Thr Lys 

85 90 95 

Glu Lys Phe Leu Glu He Leu Gin Ser Lys Asn Ala Arg Glu Gin Phe 

100 105 110 

Leu Glu Phe He Tyr Asp His Glu Ala Glu Leu Glu Lys Trp Gin Gin 

115 120 125 

Phe Tyr Val Glu Arg Ser Arg He Arg He He Glu Trp Leu Arg Asn 

130 135 140 

Asn Lys Phe His Phe Val Phe Glu Glu Asp Leu Asp Phe Thr Lys Asn 
145 150 155 160 

Val Leu Glu Gin Leu Lys He His Leu Phe Asp Ala Lys Val Gly Lys 

165 170 175 

Glu He Thr Gin Ala Arg Gin Leu Leu Ser Asn Lys Ala Lys He Tyr 

180 185 190 

Tyr Ser Asn Glu Ala Leu Asn Pro Arg Pro Lys Arg Gly Arg Pro Pro 

195 200 205 

Lys Gin Ser Ala Lys Val Glu Thr Glu Thr Thr He Ser Ser Asp He 

210 215 220 

Tyr Thr Lys Val Pro Gin Ala Ala Arg Arg Phe Leu Phe Leu Pro Glu 
225 230 235 240 

He Thr Ser Pro Ser Ser He Thr Phe Ser Glu Lys Phe Asp Thr Glu 

245 250 255 

Glu Glu Phe Leu Ala Asn Leu Arg Gly Ser Thr Arg Val Glu Asp Gin 

260 265 270 

Leu Asn Leu Thr Asn Leu Ser Glu Arg Phe Ala Ser Leu Lys Glu Leu 

275 280 285 

Ser Ala Lys Leu Gly Tyr Asp Ser Leu Ser Thr Gly Asp Phe Phe Gly 

290 295 300 

Asp Asp Asp Glu Lys Val Val Thr Lys Thr Lys Gly Ser Lys Arg Gly 
305 310 315 320 

Arg Lys Lys Ser Ser 
325 

<210>559 
<211>261 
<212>PRT 

<213>ChlaTnydia pneumoniae 
<400>559 

Leu Val Tyr Trp Met Ala Phe Tyr Ser Pro Ser Thr He Ser Lys Tyr 

15 10 15 

Phe He Tyr Ser Gly Ala Gly Asn Arg Phe Leu Leu Gly Glu Thr Leu 

20 25 30 

Pro Glu Val Glu Asp Val Arg Phe Leu Cys Gin Glu Thr Arg Val Asp 

35 40 45 

Gly Phe Leu Tyr Leu Lys Pro Ser Ser Cys Ala Asp Ala Gin Leu He 
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ly Ser Arg Pro Thr Met Cys Gl^^^s 



50 

lie Phe Asn Ser ASf^ly Ser Arg Pro Thr Met Cys Gl^^sn Gly Leu 
65 70 75 80 

Arg Cys Ala lie Ala His Leu Ala Ser Gin Lys Gly Lys Ser Asp lie 

85 90 95 

Ser Val Ser Thr Asp Ser Gly Leu Tyr Ser Gly Tyr Phe Tyr Ser Trp 

100 105 110 

Asp Arg Val Leu Val Asp Met Thr Leu Ala Asp Trp Arg Ala Ser Val 

115 120 125 

His Arg Leu Glu Ser Arg Pro Asp Pro Leu Pro Lys Glu lie Val Cys 

130 135 140 

lie His Thr Gly Val Pro His Ala Val Val lie Leu Pro Glu lie Ser 
145 150 155 160 

Thr Leu Asp Leu Ser lie Leu Gly Pro Phe Leu Arg Tyr His Gin Thr 

165 170 175 

Phe Ser Pro Asp Gly Val Asn Val Asn Phe Val Gin lie Leu Gly His 

180 185 190 

Cys Gin Leu Arg Val Arg Thr Tyr Glu Arg Gly Val Glu Gly Glu Thr 

195 200 205 

Ala Ala Cys Gly Thr Gly Ala Leu Ala Ser Ala Leu Val Val Ser Asn 

210 215 220 

Ser Tyr Gly Trp Lys Glu Ser lie Gin lie His Thr Trp Gly Gly Glu 
225 230 235 240 

Leu Met Thr Val Ser Gin Asn Arg Gly Arg Val Tyr Leu Gin Gly Ser 

245 250 255 

Val Thr Arg Asp Leu 
260 

<210>560 
<211>196 
<212>PRT 

<213 >ChlaTnydia pneumoniae 
<400>560 

Glu Arg His Tyr Phe Met Ala Asp Gly Glu Val His Lys Leu Arg Asp 

15 10 15 

lie lie Glu Lys Glu Leu Leu Glu Ala Arg Arg Val Phe Phe Ser Glu 

20 25 30 

Pro Val Thr Glu Lys Ser Ala Ser Asp Ala lie Lys Lys Leu Trp Tyr 

35 40 45 

Leu Glu Leu Lys Asp Pro Gly Lys Pro lie Val Phe Val lie Asn Ser 

50 55 60 

Pro Gly Gly Ser Val Asp Ala Gly Phe Ala Val Trp Asp Gin lie Lys 
65 70 75 80 

Met Leu Thr Ser Pro Val Thr Thr Val Val Thr Gly Leu Ala Ala Ser 

85 90 95 

Met Gly Ser Val Leu Ser Leu Cys Ala Ala Pro Gly Arg Arg Phe Ala 

100 105 110 

Thr Pro His Ser Arg lie Met lie His Gin Pro Ser lie Gly Gly Pro 

115 120 125 

lie Thr Gly Gin Ala Thr Asp Leu Asp lie His Ala Arg Glu lie Leu 

130 135 140 

Lys Thr Lys Ala Arg lie lie Asp Val Tyr Val Glu Ala Thr Asn Gin 
145 150 155 160 

Pro Arg Asp lie lie Glu Lys Ala lie Asp Arg Asp Met Trp Met Thr 

165 170 175 

Ala Asn Glu Ala Lys Asp Phe Gly Leu Leu Asp Gly lie Leu Phe Ser 

180 185 190 

Phe Asn Asp Leu 
195 

<210>561 
<211>519 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>561 

Leu Leu Lys Val Phe Glu Lys Phe Lys Lys Phe Ala lie Val Glu lie 
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Glu 
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195 
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Arg 


Leu 
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Val 


Met 




210 










Val 
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Asp 
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Glu 


225 
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Lys 
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Ser 
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Leu 
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Gly 


Ser 
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Trp 
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Gly Gly 
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290 
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His 


305 
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Leu 
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Met 
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Gly 


Gly 
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340 
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Leu 
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Ala 
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370 
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Gly 
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He 
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Ser 
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Leu 


Gly 


Met 


Gly 


He 
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Val 


Lys 


Val 


Leu 


Arg 


Asn 



465 470 
Ser Lys Lys Asn Lys Gly 
485 

Arg Asp Arg Val Arg Asn 
500 

He Asp Leu Glu Ala Leu 
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Glu 
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Ser 


Gly 
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His 
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Gly 
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Glu 
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Arg 


Asn 


Ser 


Leu 


Pro 
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Gly 


He 


Arg 


Leu 


Gly 


Thr 




440 










Asp 


Glu 


Met 


Glu 


Glu 


Val 


455 
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He 


Arg 
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Ser 


Cys 


His 
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Glu 


Leu 


Pro 


Glu 


Ala 


He 








490 
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Leu 


Leu 


Arg 


Phe 


Pro 






505 








Val 
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Thr 
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Val 
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Glu 
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Ser 


Ser 
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Val 
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Thr 


His 


Gly 


Asn 


205 








Phe 


Pro 


Tyr 


Asp 


He 


Ser 


Arg 


Leu 








240 


Tyr 


Ser 


Ser 


Tyr 






255 




Ala 


Glu 


Asp 


Cys 




270 






Gly 


Leu 


Val 


Ala 


285 








Tyr 


Ala 


Asp 


He 


Arg 


Gly 


Gly 


Leu 








320 


Lys 


Ala 


Cys 


Pro 






335 




Ala 


Lys 


Thr 


Val 




350 






Tvr 


Ala 


His 


Gin 


365 








Leu 


Ser 


His 


Gly 


Met 


Val 


He 


Asp 








400 


Asp 


He 


Leu 


Ser 






415 




Ser 


Asp 


Ala 


He 




430 






Pro 


Ala 


Leu 


Thr 


445 








Ala 


Asp 


He 


He 


Val 


Glu 


Glv 


Ser 








4 80 


Ala 


Gin 


Glu 


Ala 






495 




Leu 


Tyr 


Pro 


Glu 




510 
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515 

<210>562 
<211>367 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>562 

Lys Val Phe Tyr Lys Lys Asn Val Met Ser Gly Pro Ser Arg Thr Glu 

15 10 15 

Ser Ser Gin Val Ser Val Leu Ser Tyr Val Pro Arg Asp Lys Glu He 

20 25 30 

Ala Pro Lys Lys Gin Phe Thr He Ala Lys He Ser Thr Leu Ala He 

35 40 45 

Leu Ala Ser Leu Ala Leu Gly Ala Leu Val Ala Gly He Ser Leu Thr 

50 55 60 

He Val Leu Gly Asn Pro Val Phe Leu Ala Leu Leu He Thr Thr Ala 
65 70 75 80 

Leu Phe Ser Val Val Thr Phe Leu Val Tyr His Gin Met Thr Ser Lys 

85 90 95 

Val Ser Ser Asn Trp Gin Lys Val Leu Glu Gin Asn Phe Lys Pro Leu 

100 105 110 

Gly Lys Ala Trp Gin Glu Lys Asn Val Asp Cys Xaa Ser Asn Glu Met 

115 120 125 

Gin Phe Tyr Asn Asn His Leu Asn Pro Lys Phe Lys Val Ala He Gin 

130 135 140 

Thr Asp Ala Xaa Gin Pro Phe Gin Pro Thr Phe Leu Thr Gly Leu Arg 
145 150 155 160 

Val He Glu Lys Asn Gin Ser Thr Gly He He Phe Asn Pro Val Gly 

165 170 175 

Pro Thr Asn Leu He Asp Asn Thr Ala Thr Asn Leu Ser Thr He Leu 

180 185 190 

Tyr Ser Thr Leu Lys Asp Lys Ser Val Trp Asp Thr Cys Lys Gin Arg 

195 200 205 

Glu Gly Gly Pro Ala Lys Gly Glu Asp Pro Phe Ser Pro Thr Glu Val 

210 215 220 

Arg Val Val Lys Leu Pro Asn Glu Ala Leu Asp Gin Thr Phe Asn Leu 
225 230 235 240 

Asn Leu Ser Ser Ala Glu Lys Lys Ser He Leu Pro Thr Phe Leu Gly 

245 250 255 

His Val Cys Gly Pro Lys Ser Glu Glu Leu Pro Asn Gin Gin Glu Tyr 

260 265 270 

Tyr Arg Gin Ala Leu Leu Ala Tyr Glu Asn Cys Leu Lys Ala Ala He 

275 280 285 

Glu Ser His Ala Ala He Val Ala Leu Pro Leu Phe Thr Ser Val Tyr 

290 295 300 

Glu Val Pro Pro Glu Glu He Leu Pro Lys Glu Gly Thr Phe Tyr Trp 
305 310 315 320 

Asp Asn Gin Thr Gin Ala Phe Cys Lys Arg Ala Leu Leu Asp Ala He 

325 330 335 

Gin Asn Thr Ala Leu Arg Tyr Pro Gin Arg Ser Leu Leu Val He Leu 

340 345 350 

Gin Asp Pro Phe Asn Thr He Glu Ser Gin Ser Arg Ser Glu Glu 
355 360 365 

<210>563 
<211>258 
<212>PRT 

<213 >ChlaTnydia pneumoniae 
<400>563 

Gly He He Phe Met His Asp Ala Leu Leu Ser He Leu Ala He Gin 

15 10 15 

Glu Leu Asp He Lys Met He Arg Leu Met Arg Val Lys Lys Glu His 

20 25 30 

Gin Lys Glu Leu Ala Lys Val Gin Ser Leu Lys Ser Asp He Arg Arg 

35 40 45 

Lys Val Gin Glu Lys Glu Leu Glu Met Glu Asn Leu Lys Thr Gin He 
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50 55 60 

Arg Asp Gly Glu Asn lie Gin Glu lie Ser Glu Gin Asn Lys 

65 70 75 80 

Leu Glu Asn Gin Gin Ala Ala Val Lys Lys Met Asp Glu Phe Asn Ala 

85 90 95 

Leu Thr Gin Glu Met Thr Thr Ala Asn Lys Glu Arg Arg Ser Leu Glu 

100 105 110 

His Gin Leu Ser Asp Leu Met Asp Lys Gin Ala Gly Gly Glu Asp Leu 

115 120 125 

lie Val Ser Leu Lys Glu Ser Leu Ala Ser Thr Glu Asn Ser Ser Ser 

130 135 140 

Val lie Glu Lys Glu lie Phe Glu Ser lie Lys Lys lie Asn Glu Glu 
145 150 155 160 

Gly Lys Ala Leu Leu Glu Gin Arg Thr Glu Leu Lys His Ala Thr Asn 

165 170 175 

Pro Glu Leu Leu Ser lie Tyr Glu Arg Leu Leu Asn Asn Lys Lys Asp 

180 185 190 

Arg Val Val Val Pro lie Glu Asn Arg Val Cys Ser Gly Cys His lie 

195 200 205 

Val Leu Thr Pro Gin His Glu Asn Leu Val Arg Xaa Lys Asp Arg Leu 

210 215 220 

lie Phe Cys Glu His Cys Ser Arg lie Leu Tyr Trp Gin Glu Ser Gin 
225 230 235 240 

Val Asn Ala Gin Glu Asn Ser Thr Ala Lys Arg Arg Arg Arg Arg Ala 
245 250 255 

Ala Val 



<210>564 
<211>329 



<212>PRT 

<213 >Chlamydia pneumoniae 
<400>564 
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Asp 
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Leu 


Val 


Ser 


Pro 


Gly 
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He 


Val 
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Glu 
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Thr 
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He 
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He 
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Ser 
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He 


Leu 


Pro 
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Leu 


He 


Pro 
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Ser 
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Thr 
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Met 


He 


Phe 


Gly 


Asp 


Phe 
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Met 


Leu 


Leu 


Phe 


His 
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Arg 


Gly 


Val 


Ser 
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Ser 


Thr 


Tyr 


Gly 


Lys 


Asn 


His 


Pro 


Ser 


Gly 
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Val 
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Gly 


Lys 


Val 


Lys 


Asp 
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Met 


Phe 


Pro 
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205 








Lys 


Thr 


Glu 


Val 


Pro 


Phe 


Cys 


His 


Leu 


Gly 


Asp 


Lys 


Val 


Ser 


Phe 


Ser 




210 










215 










220 










Leu 


Glu 


Val 


Phe 


Ser 


Ala 


Tyr 


Gly 


Cys 


Gly 


Cys 


Val 


Cys 


He 


Val 


Asp 


225 










230 










235 










240 


Pro 


Gin 
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Arg 
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He 
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Thr 
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Gly 


Asp 


Leu 
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Arg 










245 
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725 



BNSOOCID: <WO 9927105A2_I_> 



wo 99/27105 PCT/IB98/011890 

Ser Leu Ala Ser l^^Kly Gly Glu Val Leu Ser Leu S^^Beu Glu Lys 
260 265 ^^70 

Val Met Thr Ala Asn Pro Arg Cys lie Thr Glu Asp Ser Asp lie Ala 

275 280 285 

lie Ala Leu Gin Leu Met Glu Ser Ser Ser Pro Val Ala Val Leu Pro 

290 295 300 

Val Leu Asp Asn Glu Glu Asn Arg His Val Thr Gly Leu Leu His Met 
305 310 . 315 320 

His Thr Leu Ala Lys Ala Gly Leu Leu 
325 

<210>565 
<211>393 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>565 

Met lie Phe Glu Phe Arg Phe Pro Lys lie Gly Glu Thr Ser Ser Gly 

15 10 15 

Gly Ser lie Val Arg Trp Leu Lys Asn Leu Gly Asp His Val Ala Arg 

20 25 30 

Asp Glu Pro Leu lie Glu Val Ser Thr Asp Lys lie Ala Thr Glu Leu 

35 40 45 

Pro Ser Pro Lys Ala Gly Arg Leu Val Arg Phe Cys Val Asn Glu Gly 

50 55 60 

Asp Glu Val Ala Ser Gly Asp Val Leu Gly Leu lie Glu Leu Glu Glu 
65 70 75 80 

lie Ser Glu Ala Asp Asp Glu Ser Thr Ser Cys Pro Leu Thr Ser Cys 

85 90 95 

Glu Thr Lys Ser Glu Ala Gly Ser Ser Ser Ser Ser Val Trp Phe Ser 

100 105 110 

Pro Ala Val Leu Ser Leu Ala Gin Arg Glu Gly lie Gly Leu Asp Asn 

115 120 125 

Leu Gin Lys lie Ala Gly Thr Gly Lys Gly Gly Arg Val Thr Arg Gin 

130 135 140 

Asp Leu Glu Ala Tyr lie Ser Glu Ser Gin Gin Val Ser lie Pro Glu 
145 150 155 160 

lie Phe Gin Gly Glu Val Asn Arg lie Pro Met Ser Pro Leu Arg Arg 

165 170 175 

Ala lie Ala Ser Ser Leu Ser Lys Ser Ser Asp Glu Val Pro His Ala 

180 185 190 

Ser Leu Val Val Asp Val Asp Val Thr Asp Leu Met Asn Leu lie Ser 

195 200 205 

Gly Glu Arg Gin Arg Phe Leu Asp Thr His Gly Val Lys Leu Thr lie 

210 215 220 

Thr Ser Phe lie Val Gin Cys Leu Ala Gin Thr Leu Arg Gin Phe Pro 
225 230 235 240 

Leu Leu Asn Gly Ser Leu Asp Gly Thr Thr lie Val Met Lys Lys Ser 

245 250 255 

Val Asn Val Gly Val Ala Val Asn Leu Asn Lys Glu Gly Val Val Val 

260 265 270 

Pro Val lie His Asn Cys Gin Asp Arg Gly Leu Val Ser He Ala Lys 

275 280 285 

Ala Leu Ala Asp Leu Ser Ser Arg Ala Arg Leu Asn Lys Leu Asp Pro 

290 295 300 

Ser Glu Val Gin Asp Gly Ser Val Thr Val Thr Asn Phe Gly Met Thr 
305 310 315 320 

Gly Ala Leu He Gly Met Pro He He Arg Tyr Pro Glu Val Ala He 

325 , 330 335 

Leu Gly He Gly Thr He Gin Lys Arg Val Val Val Arg Asp Asp Asp 

340 345 350 

Ser Leu Ala He Arg Lys Met Val Tyr Val Thr Leu Thr Phe Asp His 

355 360 365 

Arg Val Leu Asp Gly He Tyr Gly Ser Glu Phe Leu Thr Ser Leu Lys 

370 375 380 

Asn Arg Leu Glu Ser Val Thr Met Gly 
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385 

<210>566 
<211>90 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>566 

Ala Lys Leu Ser Thr Ala Gly Glu Asn His Thr Glu Glu Leu Leu Glu 

15 10 X5 

Pro Ala Ser Asp Phe Val Ser Gin Glu Val Arg Gly His Glu Val Leu 

20 25 30 

Ser Ser Ser Ala Ser Glu lie Ser Ser Ser Ser lie Asn Pro Lys Thr 

35 40 45 

Ser Pro Glu Ala Thr Ser Ser Pro Ser Leu Thr Gin Lys Arg Thr Ser 

50 55 60 

Arg Pro Ala Leu Gly Glu Gly Asn Ser Val Ala lie Leu Ser Val Asp 
65 70 75 80 

Thr Ser lie Arg Gly Ser Ser Leu Ala Thr 
85 90 

<210>567 
<211>415 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>567 

Leu Met Lys Leu Trp Met Lys lie Phe lie Gly Leu Phe Val Gly Val 

15 10 15 

Thr Leu Gly Leu Val Leu Glu Asp Lys Ala lie Phe Phe Lys Pro lie 

20 25 30 

Gly Asp lie Phe Leu Asn Leu Leu Ser Met Val Val Tyr Pro Leu Val 

35 40 45 

Phe Cys Ser Met Val Leu Gly lie Ala Ser lie Ser Asp Met Lys Lys 

50 55 60 

Leu Gly Arg lie Gly lie Lys Ser Val Gly Leu Tyr Leu Gly Thr Thr 
65 70 75 80 

Ala Leu Ala lie Val lie Gly Leu Cys Phe Ala Trp lie Phe Ser Pro 

85 90 95 

Gly Asn Gly Cys Asp Phe Ala Gin Ala Gin Ser Met Asp Ser Ala Val 

100 105 110 

Thr Val lie Asp Ser Asn Lys Thr Ala Ala Tyr Phe Leu Ser lie lie 

115 120 125 

Ala Gin Val Phe Pro Ser Asn Pro Val Arg Ser Phe Ala Glu Gly Asn 

130 135 140 

lie Leu Gin lie lie lie Phe Ala lie Phe Leu Gly lie Ala Leu Arg 
145 150 155 160 

Leu Ser Gly Glu Arg Gly Arg Pro Val Glu Arg Phe lie Asp Gly Phe 

165 170 175 

Ser Glu lie Met Leu Arg Met Val Asn Met lie Met Ser Phe Ala Pro 

180 185 190 

Tyr Gly Val Gly Ala Ser Met Ala Trp lie Ser Gly Asn His Gly Leu 

195 200 205 

Gly Val Leu Trp Gin Leu Gly Lys Phe lie lie Ala Tyr Tyr Leu Ala 

210 215 220 

Cys Leu Phe His Ala Thr Leu Val Phe Gly Gly Leu Val Arg Phe Gly 
225 230 235 240 

Cys Lys Met Ser Phe Ser Lys Phe Leu Ser Ser Met Met Asp Ala lie 

245 250 255 

Ser Cys Ala Val Ser Thr Ala Ser Ser Ser Ala Thr Leu Pro Val Thr 

260 265 270 

Met Arg Cys Val Ser Lys Asn Leu Gly Val Ser Ala Glu Val Ser Gly 

275 280 285 

Phe Val Leu Pro Leu Gly Ala Thr Val Asn Met Asn Gly Thr Ala lie 

290 295 300 

Phe Gin Gly Met Ala Ala Val Phe lie Ala Gin Ala Tyr Asn Cys Pro 
305 310 315 320 

Leu Ser Leu Ser Ser Leu Leu Leu Leu Val Val Thr Ala Thr Phe Ser 
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3:^^ 330 335 

Ala Val Gly Ser A^Kly Val Pro Gly Gly Gly Met Il^^hr Leu Gly 

340 345 350 

Ser Val Leu Ala Ser Val Gly Leu Pro lie Gin Gly lie Ala lie Leu 

355 360 365 

Ala Gly lie Asp Arg Leu Arg Asp lie Val Gly Thr Pro Met Asn lie 

370 375 380 

Leu Gly Asp Ala Val Val Ala Thr Tyr Val Ala Ser Gly Glu Gly Glu 
385 390 395 400 

Leu Ser Pro Tyr Glu Ser lie Lys Gin Glu Ser Val Glu Thr Thr 
405 410 415 

<210>568 
<211>365 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>568 

Met Lys Lys Arg Phe Pro Ser Thr Leu Phe Leu Phe Tyr Arg Arg Val 

15 10 15 

Thr lie Ala lie Ser Leu Glu Gly lie Leu Gly Trp Gly Trp Leu Gly 

20 25 30 

Ser Leu Leu Ser Lys Val Phe Ala Phe Leu Val Ala Cys Trp Asn Arg 

35 40 45 

Phe Ser Trp Ser Thr Pro Tyr Arg Ala Arg Ser Thr Val lie Ser Val 

50 55 60 

Gly Asn He Val Val Gly Gly Ala Gly Lys Thr Pro Thr Val Leu Trp 
65 70 75 80 

Leu Ala Glu Ala Leu Arg Leu Arg Gly Tyr Ser Cys Gly Val Leu Ser 

85 90 95 

Arg Gly Tyr Lys Ser Gin Ser Ser Arg Gin Lys Lys Leu Thr Val Val 

100 105 110 

Asp Ser Lys Val His Ser Ala Ser Tyr Val Gly Asp Glu Pro Leu Leu 

115 120 125 

Met Ala Glu Lys Leu Pro Glu Gly Ser Val Trp Val His Lys Asp Arg 

130 135 140 

Arg He Ser Ala Ala Arg Ala Ala Glu Lys Phe Gly He Leu Leu Leu 
145 150 155 160 

Asp Asp Gly Leu Gin Tyr Arg Lys Leu His Lys Asp Val Glu He Ala 

165 170 175 

Val Val Asn Gly Gin Asp Pro Leu Gly Gly Arg Ala Phe Phe Pro Lys 

180 185 190 

Gly Arg Leu Arg Asp Phe Pro Leu Arg Leu Lys Thr Val Asp Ala He 

195 200 205 

He Val Asn Gly Gly Gly Lys Glu Ala Gly Thr Val Val Lys Arg Val 

210 215 220 

Ser Asn Ala Pro Gin He Phe Val Lys Pro Thr He Ala Ser Val Val 
225 230 235 240 

Trp Thr His Asn Gly Glu Arg He Pro Lys Glu Ala Leu Arg Glu Leu 

245 250 255 

Arg Val Gly Val Phe Cys Gly Leu Gly Phe Pro Gin Gly Phe Leu Asn 

260 265 270 

Met Leu Arg Glu Glu Gly He His He Leu Gly Lys Tyr Leu Leu Pro 

275 280 285 

Asp His Ala Ala He Thr Lys Lys Glu Leu Asn Tyr Phe Cys Gin Gin 

290 295 300 

Met Ala Met Arg Gin Gly Gin Gly Leu Leu Cys Thr Glu Lys Asp Ser 
305 310 315 320 

Val Lys Leu Pro Arg Leu Ser Gly Glu ,Val Ser Leu Leu Pro He Ala 

325 330 335 

Lys Val Glu Met Arg Leu Ser Val Asn Gin Asp Asp Thr Leu Ser Leu 

340 345 350 

Leu Asn Met He Glu Gin He His Lys Asn Arg Gly Asn 
355 360 365 

<210>569 
<211>287 
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<212>PRT 

<213 >Chlamydia pneum^^fae 
<400>569 

Val Val Leu Trp Gly Lys Phe Leu Trp Arg Arg Cys Gly Ser Leu Ala 

15 10 15 

Phe Trp Glu Phe Cys Ser Met Asp Cys lie Gly Lys His Asn Pro Leu 

20 25 30 

Val Lys Glu Ala Leu Ala Leu Lys Arg Ser Arg Cys Arg Lys Ser Ser 

35 40 45 

Trp Phe Leu Val Glu Gly Ala Arg Glu lie Gin Lys Ala Leu Arg Thr 

50 55 60 

Gly Tyr Leu Cys Gin His Val Phe Cys Ser Thr His Leu Ser Glu Lys 
65 70 75 80 

Glu Lys Glu Phe Leu Tyr Glu Leu Lys Arg Asn Ser Thr Lys lie Leu 

85 90 95 

Tyr Cys Leu Asp Ser Thr Leu Ala Gin Leu Ser Phe Lys Glu His His 

100 105 110 

Asp Ser Phe Val Ala Val He Gin Lys Arg Val Trp Asn Lys Glu Asp 

115 120 125 

Phe Leu He Gin Arg Lys Asn Ala Gin Pro Phe Tyr Leu He He Glu 

130 135 140 

Gin Val Glu Lys Pro Gly Asn Val Gly Ala He Leu Arg He Ala Asp 
145 150 155 160 

Gly Ala Gly Val Asp Gly Val He Leu Cys Asn Pro He Val Asp Leu 

165 170 175 

Tyr Asn Pro Asn Val Val Arg Ser Ser Leu Gly Ala Val Phe Ser Leu 

180 185 190 

Pro He Leu Ser He Ser Arg Glu Glu Gly Lys Glu Leu Phe Lys Gin 

195 200 205 

Glu Gly Trp Thr Val Phe Val Thr Ser Pro Arg Ala Glu Thr Met Tyr 

210 215 220 

Phe Ser Lys Asn Tyr Leu Gly Pro Thr Ala Leu Val Phe Gly Ser Glu 
225 230 235 240 

Lys Asp Gly Leu Thr Glu Asp Trp Phe Ser Glu Asp Phe Ser Glu He 

245 250 255 

Ala Leu Pro Met Leu Gly Glu Ser Asp Ser Leu Asn Leu Ala Thr Ser 

260 265 270 

Val Ala Ala Val Ala Tyr Glu Val Val Arg Gin Arg Trp Val Asn 
275 280 285 

<210>570 
<211>321 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>570 

Asp Ser Ser Lys Asp Asp Phe Arg Lys Glu Lys Gly Arg Arg Lys Ser 

15 10 15 

Gin Tyr Arg Asp Arg Tyr Val Asn Lys Asp Thr Gly Arg His Ser Lys 

20 25 30 

Thr Tyr Phe Ser Leu He Arg Glu Arg Leu Val Met Asp Tyr Lys Leu 

35 40 45 

Leu Asp Ser Gly Asp Gly Asn Lys Leu Glu Cys Phe Gly Pro Val Thr 

50 55 60 

Leu He Arg Pro Ser Ser He Ala Val Trp Pro Lys Ser Arg Pro Glu 
65 70 75 80 

Leu Trp Ser Gin Ala Gin Leu Gin Tyr Val Arg Glu Gly Glu Arg Gly 

85 90 95 

Ala Trp Lys Asn Phe Lys Arg Leu Pro Glu Glu Trp Glu Val Ala Phe 

100 105 110 

Ser Asp Val Arg Cys Leu Leu Lys Arg Thr Pro Phe Gly His Leu Gly 

115 120 125 

Val Phe Pro Glu His Met Gly Phe Trp Pro Ala Leu Lys Gin Ala He 

130 135 140 

Glu Lys His Lys Glu Arg Gin Val Leu Asn Leu Phe Ala Tyr Thr Gly 
145 150 155 160 
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<210>571 
<211>200 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>571 

Met Phe Ser Gly He He Gin Glu Leu Gly Glu Val Cys Phe Phe Glu 

15 10 15 

Ala Gin Gly Asn Gly Leu Ser Leu Gly He Lys Ser Thr Pro Leu Phe 

20 25 30 

Val Thr Pro Leu Val Thr Gly Asp Ser Val Ala Val Asp Gly Val Cys 

35 40 45 

Leu Thr Leu Thr Ser Cys Asn Glu Ser Lys He Phe Phe Asp Val He 

50 55 60 

Pro Glu Thr Leu Ala Cys Thr Thr Leu Gly Glu Lys Arg Cys Ser Asp 
65 70 75 80 

Gin Val Asn Leu Glu Ala Ala Leu Lys Met Gly Asp Ser He Gly Gly 

85 90 95 

His Leu Leu Ser Gly His Val Phe Gly Thr Ala Glu He Phe Leu He 

100 105 110 

Lys Glu Asn Arg Tyr Tyr Phe Arg Gly Ser Lys Glu Leu Ser Gin Tyr 

115 120 125 

Leu Phe Glu Lys Gly Phe He Ala He Asp Gly Val Ser Leu Thr Leu 

130 135 140 

Val Ser Val Asp Ser Asp Thr Phe Ser Val Gly Leu He Pro Glu Thr 
145 150 155 160 

Leu Gin Arg Thr Thr Leu Gly Lys Lys Arg Glu Gly Glu Arg Val Asn 

165 170 175 

He Glu He Asp Met Ser Thr Lys He Gin Val Asp Thr Val Lys Arg 

180 185 190 

He Leu Ala Ser Ser Gly Lys Asp 
195 200 

<210>572 
<211>152 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>572 

Met Gin Cys Pro Phe Cys Asn His Gly Glu Leu Lys Val He Asp Ser 

1 5 . 10 15 

Arg Asn Ala Pro Glu Ala Asn Ala He Lys Arg Arg Arg Glu Cys Leu 

20 25 30 

Lys Cys Ser Gin Arg Phe Thr Thr Phe Glu Thr Val Glu Leu Thr Leu 
35 40 45 
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<210>575 
<211>449 
<212>PRT 

<2 13 >Chlamydia pneumoniae 
<400>575 
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<212>PRT 

<213>Chlamydia pneumoniae 
<400>576 
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Ala Thr Asn Lys Tyr Cys Ser lie Ala Gly Asn Val Lys Phe Thr Ala 

580 585 590 

lie Glu Ala Ser Ala Gly Lys Ala lie Ser Phe Tyr Asp Ala Val Asn 

595 600 605 

Val Ser Thr Lys Xaa Thr Asn Ala Gin Glu Leu Lys Leu Asn Glu Lys 

610 615 620 

Ala Thr Ser Thr Gly Thr lie Leu Phe Ser Gly Glu Leu His Glu Asn 
625 630 635 640 

Lys Ser Tyr lie Pro Gin Lys Val Thr Phe Ala His Gly Asn Leu lie 

645 650 655 

Leu Gly Lys Asn Ala Glu Leu Ser Val Val Ser Phe Thr Gin Ser Pro 

660 665 670 

Gly Thr Thr lie Thr Met Gly Pro Gly Ser Val Leu Ser Asn His Ser 

675 680 685 

Lys Glu Ala Gly Gly lie Ala lie Asn Asn Val lie lie Asp Phe Ser 

690 695 700 

Glu lie Val Pro Thr Lys Asp Asn Ala Thr Val Ala Pro Pro Thr Leu 
705 710 715 720 

Lys Leu Val Ser Arg Thr Asn Ala Asp Ser Lys Asp Lys lie Asp lie 

725 730 735 

Thr Gly Thr Val Thr Leu Leu Asp Pro Asn Gly Asn Leu Tyr Gin Asn 

740 745 750 

Ser Tyr Leu Gly Glu Asp Arg Asp lie Thr Leu Phe Asn lie Asp Asn 

755 760 765 

Ser Ala Ser Gly Ala Val Thr Ala Thr Asn Val Thr Leu Gin Gly Asn 

770 775 780 

Leu Gly Ala Lys Lys Gly Tyr Leu Gly Thr Trp Asn Leu Asp Pro Asn 
785 790 795 800 

Ser Ser Gly Ser Lys lie lie Leu Lys Trp Thr Phe Asp Lys Tyr Leu 

805 810 815 

Arg Trp Pro Tyr lie Pro Arg Asp Asn His Phe Tyr lie Asn Ser lie 

820 825 830 

Trp Gly Ala Gin Asn Ser Leu Val Thr Val Lys Gin Gly lie Leu Gly 

835 840 845 

Asn Met Leu Asn Asn Ala Arg Phe Glu Asp Pro Ala Phe Asn Asn Phe 

850 855 860 

Trp Ala Ser Ala lie Gly Ser Phe Leu Arg Lys Glu Val Ser Arg Asn 
865 870 875 880 

Ser Asp Ser Phe Thr Tyr His Gly Arg Gly Tyr Thr Ala Ala Val Asp 

885 890 895 

Ala Lys Pro Arg Gin Glu Phe lie Leu Gly Ala Ala Phe Ser Gin Val 

900 905 910 

Phe Gly His Ala Glu Ser Glu Tyr His Leu Asp Asn Tyr Lys His Lys 

915 920 925 

Gly Ser Gly His Ser Thr Gin Ala Ser Leu Tyr Ala Gly Asn lie Phe 

930 935 940 

Tyr Phe Pro Ala lie Arg Ser Arg Pro lie Leu Phe Gin Gly Val Ala 
945 950 955 960 

Thr Tyr Gly Tyr Met Gin His Asp Thr Thr Thr Tyr Tyr Pro Ser lie 

965 970 975 

Glu Glu Lys Asn Met Ala Asn Trp Asp Ser lie Ala Trp Leu Phe Asp 

980 985 990 

Leu Arg Phe Ser Val Asp Leu Lys Glu Pro Gin Pro His Ser Thr Ala 

995 1000 1005 

Arg Leu Thr Phe Tyr Thr Glu Ala Glu Tyr Thr Arg lie Arg Gin Glu 
1010 1015 1020 
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Lys Phe Thr Glu Leu Tyr Asp Pro Arg Ser Phe Ser Cys Ser 

1025 wfo 1035 1040 

Tyr Gly Asn Leu Ala lie Pro Thr Gly Phe Ser Val Asp Gly Ala Leu 

1045 1050 1055 

Ala Trp Arg Glu lie lie Leu Tyr Asn Lys Val Ser Ala Ala Tyr Leu 

1060 1065 1070 

Pro Val lie Leu Arg Asn Asn Pro Lys Ala Thr Tyr Glu Val Leu Ser 

1075 1080 1085 

Thr Lys Glu Lys Gly Asn Val Val Asn Val Leu Pro Thr Arg Asn Ala 

1090 1095 1100 

Ala Arg Ala Glu Val Ser Ser Gin lie Tyr Leu Gly Ser Tyr Trp Thr 
1105 1110 1115 1120 

Leu Tyr Gly Thr Tyr Thr lie Asp Ala Ser Met Asn Thr Leu Val Gin 

1125 1130 1135 

Met Ala Asn Gly Gly He Arg Phe Val Phe 
1140 1145 

<210>581 
<211>289 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>581 

Asn Asn Arg Ser Ser Tyr Gin Thr Ala Phe Val Met His Lys Val He 

15 10 15 

Val Xaa He Phe Leu Thr Leu Tyr Ser Leu Lys Ser Tyr Gly Asn Asp 

20 25 30 

Val He Asp Lys Pro His Val Leu Val Ser He Ala Pro Tyr Lys Phe 

35 40 45 

Leu Val Glu Gin He Ala Glu Glu Thr Cys Phe Val Tyr Ala He Val 

50 55 60 

Thr Asn His Tyr Asp Pro His Thr Tyr Glu Leu Pro Pro Gin Gin He 
65 70 75 80 

Lys Glu Leu Arg Gin Gly Asp Leu Trp Phe Arg He Gly Glu Ala Phe 

85 90 95 

Glu Lys Thr Cys Glu Arg Asn Leu Thr Cys Gin Gin Val Asp Leu Ser 

100 105 110 

Gin Asn Val Ser Leu He Gin Gly Lys Pro Cys Cys Asn Gin His Thr 

115 120 125 

Thr Asn Tyr Asp Thr His Thr Trp Leu Ser Pro Lys Asn Leu Lys Val 

130 135 140 

Gin Val Glu Thr He Val Thr Thr Leu Ser Lys Lys Tyr Pro Gin His 
145 150 155 160 

Ala Thr Leu Tyr Gin Ser Asn Gly Glu Lys Leu Leu Leu Ala Leu Asp 

165 170 175 

Gin Leu Asn Glu Glu He Leu Thr He Thr Ser Lys Ala Lys Gin Arg 

180 185 190 

His He Leu Val Ser His Gly Ala Phe Gly Tyr Phe Cys Arg Asp Tyr 

195 200 205 

Asn Phe Ser Gin His Thr He Glu Lys Ser Ser His Val Glu Pro Ser 

210 215 220 

Pro Lys Asp Val Ala Arg Val Phe Arg Asp He Glu Gin Tyr Lys He 
225 230 235 240 

Ser Ser Val He Leu Leu Glu Tyr Ser Gly Arg Arg Ser Ser Ala Met 

245 250 255 

Leu Ala Asp Arg Phe His Met His Thr Val Asn Leu Asp Pro Tyr Ala 

260 265 270 

Glu Asn He Leu Val Asn Leu Lys Thr He Ala Thr Thr Phe Ser Ser 
275 280 ^ 285 

Leu 

<210>582 
<211>352 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>S82 
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Leu Lys Lys 
1 



Asp Lyi 




|n Val lie Met Phe Val Asp Gl 
10 




Thr Leu 
15 



Glu Leu Arg Ala Gly Lys Gly Gly Asn Gly Val Val Ala Trp Arg Lys 

20 25 30 

Glu Lys Tyr Leu Pro Lys Gly Gly Pro Tyr Gly Gly Asn Gly Gly Asn 

35 40 45 

Gly Gly Ser Val He He Glu Ala Thr Thr Ser Val Tyr Ser Phe Glu 

50 55 60 

Ala Tyr Arg Asn He Arg Phe Leu Lys Ala Pro Asp Gly Gin Ser Gly 
65 70 75 80 

Ala Thr Asn Asn Arg Thr Gly Arg Ser Gly Lys Asp Leu He Val Ser 

85 90 95 

Val Pro Thr Gly Thr Leu Leu Arg Asp Ala Glu Thr Gly Glu He Leu 

100 105 110 

His Asp Phe Thr Val Asp Gly Glu Arg Leu Leu Val Ser Gin Gly Gly 

115 120 125 

Lys Gly Gly Lys Gly Asn Thr Phe Phe Lys Thr Ser Val Asn Arg Ala 

130 135 140 

Pro Thr Lys Ala Thr Pro Gly Lys Pro Gly Glu He Arg Gin Val Glu 
145 150 155 160 

Leu Glu Leu Lys Leu He Ala Asp He Gly Leu Val Gly Phe Pro Asn 

165 170 175 

Ala Gly Lys Ser Thr Leu Phe Asn Thr Leu Ala His Thr Glu Val Lys 

180 185 190 

Val Gly Ala Tyr Pro Phe Thr Thr Leu Ala Pro Ser Leu Gly Leu Val 

195 200 205 

Leu Cys Lys Asp Arg Leu Tyr Gin Lys Pro Trp He He Ala Asp He 

210 215 220 

Pro Gly He He Glu Gly Ala His Gin Asn Lys Gly Leu Gly Leu Asp 
225 230 235 240 

Phe Leu Arg His He Glu Arg Thr Leu Leu Leu Leu Phe Val He Asp 

245 250 255 

Val Ser Lys Arg Glu Arg Asn Ser Pro Glu Glu Asp Leu Glu Thr Leu 

260 265 270 

He His Glu Leu His Ser His Gin Pro Asp Phe Glu Lys Lys Asp Met 

275 280 285 

Leu Val Ala Leu Asn Lys He Asp Asp Leu Leu Pro Asp Glu Gin Glu 

290 295 300 

Glu Cys Leu Gin Ser Phe Gin Lys Arg Phe Pro Ser Tyr Thr Phe Val 
305 310 315 320 

Leu He Ser Gly Leu Thr Gly Glu Gly Val Asp Gly Leu Tyr Arg Phe 

325 330 335 

Phe Thr Gin Asp Ser Leu Tyr Asn Xaa Thr Pro Ser Ala Met He Ser 
340 345 350 

<210>583 

<211>84 

<212>PRT 

<213>Chlamydia pneumoniae 
<400>583 

Met Ala His Lys Lys Gly Gin Gly Ala Ser Arg Asn Gly Arg Asp Ser 

15 10 15 

Lys Ser Lys Arg Leu Gly Val Lys Val Gly Ala Gly Gin Lys Val Ser 

20 25 30 

Thr Gly Ser He Leu Val Arg Gin Arg Gly Thr Arg Trp Asn Pro Ala 

35 40 45 

Gin Asn Val Gly Arg Gly Arg Asp Asp Thr Leu Phe Ala Leu Val Asp 

50 55 , 60 

Gly He Val Val Met Lys Lys Thr Asn Arg Thr Tyr He Ser Val Val 
65 70 75 80 

Pro Glu Gin Leu 



<210>584 
<211>107 
<212>PRT 
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<213>ChlaTnydia pneum| 
<400>584 

Leu Met Glu Pro Tyr Ala Val lie Gin Thr Gly Ser Lys Gin Tyr Gin 

15 10 15 

Val Arg Ser Gly Asp Val lie Asp Val Glu Leu Leu Gly Glu Val Ala 

20 25 30 

Ser Asp Lys Glu Val lie Phe Gin Asp Val Leu Phe Val Phe Asp Gly 

35 40 45 

Thr Lys Ala Ser Leu Gly Ser Pro Thr lie Ala Asn Ala Gin Val Lys 

50 55 60 

Ala Glu Tyr Leu Ser His Val Lys Gly Glu Lys Val Val Ala Tyr Lys 
65 70 75 80 

Tyr Lys Lys Arg Lys Asn Tyr His Arg Lys His Gly His Arg Gin Lys 

85 90 95 

Tyr Leu Arg Val Lys lie Arg Glu lie Leu lie 
100 105 

<210>585 
<211>199 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>585 

Val Asn Phe Arg Asn Phe Val Val Ser Ser Val Lys Glu lie Leu Lys 

15 10 15 

Lys Asn lie Tyr Gin Val Val Met Asp Arg Asp Asn Glu Val Pro Leu 

20 25 30 

Pro Lys Pro Lys Trp lie Tyr Arg Thr Gly lie Gly Gin Asp Ser His 

35 40 45 

Arg Phe Leu Pro Glu Ser Ser Thr Lys Pro Cys lie Leu Gly Gly lie 

50 55 60 

lie Phe Asp His Cys Pro Gly Phe Gin Ala Asn Ser Asp Gly Asp lie 
65 70 75 80 

lie Phe His Ala lie Cys Asn Ala lie Ser Ser Val Thr Asn Lys lie 

85 90 95 

lie Leu Gly Lys Val Ala Asp Glu Leu Leu Gin Thr Arg Gly lie Thr 

100 105 110 

Asp Ser Gly lie Tyr Leu Glu Glu Ala Leu Lys Ser Leu Lys Pro Asn 

115 120 125 

Gin Lys lie Ser His Val Ala lie Thr lie Glu Gly Ser Arg Pro Lys 

130 135 140 

Phe Leu Cys Lys Leu Ser Ala Leu Arg Gin Asn lie Ala Gin Val Met 
145 150 155 160 

Asn Leu Thr Pro Thr Asp lie Gly lie Thr Ala Thr Ser Gly Glu Gly 

165 170 175 

Leu Ser Asp Phe Gly Cys Gly Asp Gly Val Gin Cys Phe Cys Val Leu 

180 185 190 

Thr Val Met Glu Tyr Cys Asp 
195 

<210>586 
<211>246 
<212>PRT 

<213>ChlaTnydia pneumoniae 
<400>586 

lie Pro Ala Lys Leu Asn Ser Phe Phe Pro Asp Lys Asp Pro Lys lie 

15 10 15 

Thr Leu Tyr Asp Ala He Gin Glu Tyr Arg Pro Gin lie Pro He Glu 

20 25 30 

Leu Phe Ala Glu Ser Val Phe Pro Leu Leu Pro Arg Phe Tyr Ser He 

35 40 45 

Ala Ser Ser Pro Asp Leu His Pro Lys Ser He Glu Leu Leu Val Lys 

50 55 60 

His Val Ser Tyr Pro Gly Lys Tyr Gin Lys Arg Phe Gly Val Cys Ser 
65 70 75 80 

Ser Phe Leu Cys Ser Glu Leu Gin Val Asn Asp Ser Ala Tyr He Phe 
85 90 95 
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Val Gin Pro Thr Ly^^BLs Phe Thr Leu Ser Thr Gin Th^^Hu Gly Lys 
100 105 ^KO 

Pro Leu Val Met lie Gly Ala Gly Thr Gly lie Ala Pro Tyr Lys Ala 

115 120 125 

Phe Leu Glu Glu Arg Leu Phe Asn Lys Asp Pro Gly Asn Asn Leu Leu 

130 135 140 

Phe Phe Gly Glu Arg Lys Glu Lys Val Asn Phe Tyr Tyr Arg Glu Phe 
145 150 155 160 

Trp Asn His Ala Glu Glu Glu Gly Lys Leu Lys Leu Phe Leu Ala Phe 

165 170 175 

Ser Arg Glu Arg Asp Gin Lys Val Tyr Val Gin Asp Leu Leu Arg lie 

180 185 190 

Gin Lys Asp Glu Val Arg Lys Ala Tyr Glu Glu Gly Gly Phe Phe Phe 

195 200 205 

Val Cys Gly Arg Lys Val Leu Gly lie Glu Val Lys His Ala Leu Glu 

210 215 220 

Glu lie Leu Gly Lys Asp Thr Leu Ala Ser Leu Arg Lys Glu His Arg 
225 230 235 240 

Tyr Val Val Asp Val Tyr 
245 

<210>587 

<211>85 

<212>PRT 

<2 13 >Chlamydia pneumoniae 
<400>587 

Lys Met Tyr Leu Gin Glu Lys Phe Lys Ala Gin Gin Val Pro Leu Val 

15 10 15 

Leu Arg Glu Leu Leu Ser Cys Ser Asp Ser lie Asn Asp Ser Asp Pro 

20 25 30 

lie Tyr Arg Met Val Phe Asp Ser Asn Asp Thr Thr lie Ser Tyr Lys 

35 40 45 

Val Gly Asp Ala Leu Gly Val Leu Pro Glu Asn Ser Lys Glu Val Ser 

50 55 60 

Glu His Val Leu Gin Leu Leu Arg Leu Phe Pro Asn Asp Pro Cys Gin 
65 70 75 80 

Arg Lys Lys Asn Phe 
85 

<210>588 
<211>118 
<212>PRT 

<2 13 >Chlamydia pneumoniae 
<400>588 

Lys Lys Phe Lys Lys Arg Leu Leu Arg Ser Lys Gly Cys Met Lys Gin 

15 10 15 

Gin Lys Gin Lys lie Arg lie Arg Leu Lys Gly Phe Asp Gin Gly Gin 

20 25 30 

Leu Asp Arg Ser Thr Ala Asp lie Val Glu Thr Ala Lys Arg Thr Gly 

35 40 45 

Ala Arg Val Val Gly Pro lie Pro Leu Pro Thr Lys Arg Glu Val Tyr 

50 55 60 

Thr Val Leu Arg Ser Pro His Val Asp Lys Lys Ser Arg Glu Gin Phe 
65 70 75 80 

Glu lie Arg Thr His Lys Arg Leu Val Asp lie Leu Asp Pro Thr Gly 

85 90 95 

Lys Thr lie Asp Ala Leu Lys Met Leu Ala Leu Pro Ala Gly Val Asp 

100 105 110 

lie Lys lie Lys Ala Ala 
115 

<210>589 
<211>651 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>589 

Ser His Glu Gly Gly Ala Thr Met Asp Trp Met Ala Gin Glu Gin Glu 
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.1 








5 


m 








10 








m 


|l5 




Arg 


Gly 


He 


Thr 


He 


m 


Ser 


Ala 


Ala 


Thr 


Thr 


Val 


Phe 


T^P 


^eu 


Gly 








20 










25 










30 






Ala 


Lys 


He 


Asn 


He 


He 


Asp 


Thr 


Pro 


Gly 


His 


Val 


Asp 


Phe 


Thr 


He 






35 










40 










45 








Glu 


Val 


Glu 


Arg 


Ser 


Leu 


Arg 


Val 


Leu 


Asp 


Gly 


Ala 


val 


Ala 


Val 


Phe 




50 










55 










60 










Asp 


Ala 


Val 


Ser 


Gly 


Val 


Glu 


Pro 


Gin 


Ser 


Glu 


Thr 


Val 


Trp 


Arg 


Gin 


65 










70 










75 










80 


Ala 


Asp 


Lys 


Tyr 


Gly 


Val 


Pro 


Arg 


He 


Ala 


Phe 


Val 


Asn 


Lys 


Met 


Asp 










85 










90 










95 




Arg 


Met 


Gly 


Ala 


Asp 


Tyr 


Phe 


Ala 


Ala 


Val 


Glu 


Ser 


Met 


Lys 


Glu 


Lys 








100 










105 










110 






Leu 


Gly 


Ala 


Asn 


Ala 


Phe 


Pro 


Val 


His 


Cys 


Pro 


He 


Gly 


Ser 


Glu 


Ser 






115 










120 










125 








Gin 


Phe 


Val 


Gly 


Met 


Val 


Asp 


Leu 


He 


Ser 


Gin 


Lys 


Ala 


Leu 


Tyr 


Phe 




130 










135 










140 










Leu 


Asp 


Asp 


Thr 


Leu 


Gly 


Ala 


Lys 


Trp 


Glu 


Glu 


Lys 


Glu 


He 


Ser 


Glu 


145 










150 










155 










160 


Asp 


Leu 


Lys 


Glu 


Arg 


Cys 


Ala 


Glu 


Leu 


Arg 


Ala 


Asn 


Leu 


Leu 


Glu 


Glu 










165 










170 










175 




Leu 


Ala 


Thr 


He 


Asp 


Glu 


Ser 


Asn 


Glu 


Ala 


Phe 


Met 


Met 


Lys 


Val 


Leu 








180 










185 










190 






Glu 


Asp 


Pro 


Asp 


Ser 


He 


Thr 


Glu 


Asp 


Glu 


He 


His 


Gin 


Val 


Met 


Arg 






195 










200 










205 








Lys 


Gly 


Val 


He 


Glu 


Asn 


Lys 


He 


Asn 


Pro 


Val 


Leu 


Cys 


Gly 


Thr 


Ala 




210 










215 










220 










Phe 


Lys 


Asn 


Lys 


Gly 


Val 


Gin 


Gin 


Leu 


Leu 


Asn 


Val 


He 


Val 


Lys 


Trp 


225 










230 










235 










240 


Leu 


Pro 


Ser 


Pro 


Leu 


Asp 


Arg 


Gly 


Asn 


He 


Arg 


Gly 


He 


Asn 


Leu 


Lys 










245 










250 










255 




Thr 


Asp 


Gin 


Glu 


He 


Ser 


Leu 


Glu 


Pro 


Arg 


Arg 


Asp 


Gly 


Pro 


Leu 


Ala 








260 










265 










270 






Ala 


Leu 


Ala 


Phe 


Lys 


He 


Met 


Thr 


Asp 


Pro 


Tyr 


Val 


Gly 


Arg 


He 


Thr 






275 










280 










285 








Phe 


He 


Arg 


He 


Tyr 


Ser 


Gly 


Thr 


Leu 


Lys 


Lys 


Gly 


Ser 


Ala 


He 


Leu 




290 










295 










300 










Asn 


Ser 


Thr 


Lys 


Asp 


Lys 


Lys 


Glu 


Arg 


He 


Ser 


Arg 


Leu 


Leu 


Glu 


Met 


305 










310 










315 










320 


His 


Ala 


Asn 


Glu 


Arg 


Thr 


Asp 


Arg 


Asp 


Glu 


Phe 


Thr 


Val 


Gly 


Asp 


He 










325 










330 










335 




Gly 


Ala 


Cys 


Val 


Gly 


Leu 


Lys 


Phe 


Ser 


Val 


Thr 


Gly 


Asp 


Thr 


Leu 


Cys 








340 










345 










350 






Asp 


Asp 


Asn 


Gin 


Glu 


He 


Val 


Leu 


Glu 


Arg 


He 


Glu 


Phe 


Pro 


Asp 


Pro 






355 










360 










365 








Val 


He 


Asp 


Met 


Ala 


He 


Glu 


Pro 


Lys 


Ser 


Lys 


Gly 


Asp 


Arg 


Glu 


Lys 




370 










375 










380 










Leu 


Ala 


Gin 


Ala 


Leu 


Ser 


Ser 


Leu 


Ser 


Glu 


Glu 


Asp 


Pro 


Thr 


Phe 


Arg 


385 










390 










395 










400 


Val 


Ser 


Thr 


Asn 


Glu 


Glu 


Thr 


Gly 


Gin 


Thr 


He 


He 


Ser 


Gly 


Met 


Gly 










405 










410 










415 




Glu 


Leu 


His 


Leu 


Asp 


He 


Leu 


Arg 


Asp 


Arg 


Met 


He 


Arg 


Glu 


Phe 


Lys 








420 










425 










430 






Val 


Glu 


Ala 


Asn 


Val 


Gly 


Lys 


Pro 


Gin 


Val 


Ser 


Tyr 


Lys 


Glu 


Thr 


He 






435 










440 










445 








Thr 


Val 


Ser 


Gly 


Asn 


Ser 


Glu 


Thr 


Lys 


Tyr 


Val 


Lys 


Gin 


Ser 


Gly 


Gly 




450 










455 










460 










Arg 


Gly 


Gin 


Tyr 


Ala 


His 


Val 


Cys 


Leu 


Glu 


He 


Glu 


Pro 


Asn 


Glu 


Pro 


465 










470 










475 










480 


Gly 


Lys 


Gly 


Asn 


Glu 


Val 


Val 


Ser 


Lys 


He 


Val 


Gly 


Gly 


Val 


He 


Pro 










485 










490 










495 




Lys 


Glu 


Tyr 


He 


Pro 


Ala 


Val 


He 


Lys 


Gly 


He 


Glu 


Glu 


Gly 


Leu 


Asn 








500 










505 










510 






Thr 


Gly 


Val 


Leu 


Ala 


Gly 


Tyr 


Gly 


Leu 


Val 


Asp 


Val 


Lys 


Val 


Ser 


He 
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520 ^^^B 

x^BR-S Glu Val Asp Ser Ser Glu MeWKc 



515 

Val Phe Gly Ser Ty^lTis Glu Val Asp Ser Ser Glu Met^Ra Phe Lys 

530 535 540 

lie Cys Gly Ser Met Ala Val Lys Asp Ala Cys Arg Lys Ala Lys Pro 
545 550 555 560 

Val lie Leu Glu Pro lie Met Lys Val Ala Val lie Thr Pro Glu Asp 

565 570 575 

His Leu Gly Asp Val lie Gly Asp Leu Asn Arg Arg Arg Gly Lys lie 

580 585 590 

Leu Gly Gin Glu Ser Ser Arg Gly Met Ala Gin Val Asn Ala Glu Val 

595 600 605 

Pro Leu Ser Glu Met Phe Gly Tyr Thr Thr Ser Leu Arg Ser Leu Thr 

610 615 620 

Ser Gly Arg Ala Thr Ser Thr Met Glu Pro Ala Phe Phe Ala Lys Val 
625 630 635 640 

Pro Gin Lys lie Gin Glu Glu lie Val Lys Lys 
645 650 

<210>590 

<211>82 

<212>PRT 

<213 >Chlamydia pneumoniae 
<400>590 

Leu Asn Tyr Gly Glu Asn Asn Lys Phe Met Ser Asn Gin Glu Phe Asp 

15 10 15 

Leu Ser Ala lie Arg Asn lie Gly lie Met Ala His lie Asp Ala Gly 

20 25 30 

Lys Thr Thr Thr Thr Glu Arg lie Leu Phe Tyr Ala Gly Arg Thr His 

35 40 45 

Lys lie Gly Glu Val Met Lys Ala Glu Leu Pro Trp Thr Gly Trp Pro 

50 55 60 

Arg Ser Lys Lys Glu Glu Leu Arg Leu Pro Leu Leu Gin Leu Leu Ser 
65 70 75 80 

Ser Gly 



<210>591 
<211>159 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>591 



Met 


Tyr 


Met 


Ser 


Arg 


Arg 
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Glu 
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Asp 


He 


Pro 


Gly 
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Val 


He 
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Glu 
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He 
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Val 


Ala 


Arg 
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He 


Val 
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Ser 


Ala 
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Leu 


Glu 


Arg 


Phe 


Gly 


Lys 


Lys 


Leu 


Asn 


Leu 


Glu 


Asn 


Val 


Leu 


Glu 


Gly 




50 










55 










60 










Phe 


Gly 


Glu 


Ala 


Leu 


Glu 


Asn 


Ala 


Lys 


Pro 


He 


Leu 


Glu 


Val 


Arg 


Ser 


65 
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Arg 


Arg 


Val 


Gly 


Gly Ala 


Thr 


Tyr 


Gin 


Val 


Pro 


Val 


Glu 


Val 


Ala 


Ser 










85 










90 










95 




Glu 


Arg 


Arg 


Asn 


Cys 


Leu 


Ala 


Met 


Gin 


Trp 


He 


He 


Lys 


His 


Ala 


Arg 
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105 










110 






Ser 


Lys 


Pro 


Gly 


Lys 


Ser 


Met 


Glu 


Val 


Gly 


Leu 


Ala 


Thr 


Glu 


Leu 


He 
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120 










125 








Asp 


Cys 


Phe 


Asn 


Lys 


Gin 


Gly 


Ala 


Thr 


He 


Lys 


Lys 


Arg 


Glu 


Asp 


Thr 




130 










135 










140 










His 


Arg 


Met 


Ala 


Glu 


Ala 


Asn 


Lys 


Ala 


Phe 


Ala 


His 


Tyr 


Lys 


Trp 





145 150 155 

<210>592 

<211>146 

<212>PRT 

<213 >Chlamydia pneumoniae 
<400>592 
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Leu 
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Pro 


Gin 
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Ara 
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Leu 


Gin 


Val 


Lys 


Thr 


Lys 


Thr 
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Ser Gly Lys Ser Thr Leu Gin Gly Val Lys Ser Asp Leu lie 
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Pro Ser Leu Tyr Ala Glu Asp Arg Leu Gly Glu Arg Phe Leu Glu His 

530 535 540 

Pro Leu Pro Ala Asp Cys Cys Asp Asn Val Leu His Asp Pro Leu Thr 
545 550 555 560 

Asp Leu Asp Thr Gin Thr Arg Pro Trp Phe Gin Lys Tyr Tyr Leu Pro 

565 570 575 

Asn Leu Gin Lys Gin Glu Thr Leu Trp Arg Glu Met Leu Pro Gin Leu 

580 585 590 

Thr Lys Asn Ser Glu Gin Arg Leu Ser Glu Asn Ser Asn Phe Gin Ala 
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Phe Leu Ser Gin lie Lys Ser Ser Glu Lys Thr Asp Leu Ser Tyr Gly 
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Ser Asn Asp Leu Gin Leu Glu Glu Ser lie Asn lie Leu Lys Asp Met 
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Glu Asn Gly Met Ser Ser Asn Leu His Pro Val Gly Gly Thr Gly Thr 
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Gly Ala Ala Ala Pro Glu Ser Val Leu Asn lie Val Glu Glu lie Ala 

20 25 30 

Ala Ser Gly Ser Val Thr Ala Gly Leu Gin Ala lie Thr Ser Ser Pro 

35 40 45 

Gly Met Val Asn Leu Leu lie Gly Trp Ala Lys Thr Lys Phe lie Gin 

50 55 60 

Pro lie Arg Glu Ser Lys Leu Phe Gin Ser Arg Ala Cys Gin lie Thr 
65 70 75 80 

Leu Leu Val Leu Gly lie Leu Leu Val Val Ala Gly Leu Ala Cys Met 

85 90 95 

Phe lie Phe His Ser Gin Leu Gly Ala Asn Ala Phe Trp Leu lie lie 

100 105 110 

Pro Ala Ala lie Gly Leu lie Lys Leu Leu Val Thr Ser Leu Cys Phe 

115 120 125 

Asp Glu Ala Cys Thr Ser Glu Lys Leu Met Val Phe Gin Lys Trp Ala 

130 135 140 

Gly Val Leu Glu Asp Gin Leu Asp Asp Gly lie Leu Asn Asn Ser Asn 
145 150 155 160 

Lys lie Phe Gly His Val Lys Thr Glu Gly Asn Thr Ser Arg Ala Xaa 
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Thr Pro Val Leu Asn Asp Gly Arg Gly Xaa Pro Val Leu Ser Pro Leu 
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Val Ser Lys lie Ala Arg Val 
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Met Ser Lys Leu lie Arg Arg Val Val Thr Val Leu Ala Leu Thr Ser 
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Met Ala Ser Cys Phe Ala Ser Gly Gly lie Glu Ala Ala Val Ala Glu 
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Ser Leu lie Thr Lys He Val Ala Ser Ala Glu Thr Lys Pro Ala Pro 
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Val Pro Met Thr Ala Lys Lys Val Arg Leu Val Arg Arg Asn Lys Gin 
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Pro Val Glu Gin Lys Ser Arg Gly Ala Phe Cys Asp Lys Glu Phe Tyr 
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Gly Leu Asp Phe Ser Thr Glu Thr Leu Asn Glu Thr Gin Asn Phe Trp 

805 810 815 

Ser Lys Val Ser Ser Lys Leu Ser Lys Lys Met Arg Tyr Gin Ala Thr 

820 825 830 

lie Gly Leu Leu Gly Ala Leu Ala lie lie Leu Leu Tyr Val Ser Leu 

835 840 845 

Arg Phe Glu Trp Gin Tyr Ala Phe Ser Ala Val Cys Ala Leu lie His 

850 855 860 

Asp Leu Leu Ala Thr Cys Ala Val Leu Phe lie Ala His Phe Phe Leu 
865 870 875 880 

Lys Lys lie Gin lie Asp Leu Gin Ala lie Gly Ala Leu Met Thr Val 

885 890 895 

Leu Gly Tyr Ser Leu Asn Asn Thr Leu lie lie Phe Asp Arg lie Arg 

900 905 910 

Glu Asp Arg Gin Ala Asn Leu Phe Thr Pro Met His Val Leu Val Asn 

915 920 925 

Asp Ala Leu Gin Lys Thr Phe Ser Arg Thr Val Met Thr Thr Ala Thr 

930 935 940 

Thr Leu Ser Val Leu Leu Met Leu Leu Phe lie Gly Gly Ser Ser Val 
945 950 955 960 

Phe Asn Phe Ala Phe He Met Thr He Gly He Leu Leu Gly Thr Leu 

965 970 975 

Ser Ser Leu Tyr He Ala Pro Pro Leu Leu Leu Phe Met Val Arg Lys 

980 985 990 

Glu Asn Arg Ser Lys 
995 

<210>603 
<211>435 
<212>PRT 

<2 13 > Chlamydia pneumoniae 
<400>603 

Ser Gly Ala Met Lys Gin Lys Val Lys Arg Asn Phe Ala He He He 

15 10 15 

Cys Val Phe Ala Leu Ala Leu Tyr Tyr Val Leu Pro Thr Cys Leu Tyr 

20 25 30 

Tyr Ala Lys Pro Leu Asp Lys Lys He Asp Gly Asn Glu Ala Glu His 
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165 170 ^Ml75 

Asp lie Leu Asn Lys lie Ser Ser Asp Asp Leu Ser ^BrSer Leu 

180 185 190 

lie Ser Ser Tyr Leu Asp Thr Ser Gly Leu Thr Asp Pro Asp Leu Leu 

195 200 205 

lie Arg Thr Gly Gly Glu Met Arg Val Ser Asn Phe Leu Leu Trp Gin 

210 215 220 

lie Ala Tyr Thr Glu Leu Tyr lie Thr Asp Thr Leu Trp Pro Asp Phe 
225 230 235 240 

Thr Pro Gin Asp Leu Phe Glu Ala lie Asn Val Tyr Gin Gin Arg Ser 

245 250 255 

Arg Arg Gly Gly Lys 
260 

<210>606 
<211>308 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>606 

Val Leu Asn Ser Asn Lys Phe Lys Ser Lys Thr Gly Ala Tyr Gly Asp 

15 10 15 

Leu Phe Gin Arg Val Val Val His Ser Leu Val Leu Thr Phe Leu Val 

20 25 30 

Leu Leu Leu Tyr Ser Ser Leu Phe Pro Leu Thr Ser Phe Ala Leu Gly 

35 40 45 

Phe lie Thr Ala Thr Cys Gly Ala Val Gly Thr Tyr Glu Tyr Ser Ser 

50 55 60 

Met Ala Lys Ala Lys Met His Tyr Pro Leu Ser Thr Phe Ser Ala lie 
65 70 75 80 

Gly Ser Phe Leu Phe Leu Ala Leu Ser Phe Leu Ser lie Arg Trp Gly 

85 90 95 

His Ser Leu Pro Gly Phe Phe Asp Ala Leu Pro Trp Thr Leu Leu lie 

100 105 110 

Val Trp Val Val Trp Ser lie Phe Arg Val Arg Lys Ser Thr lie Gly 

115 120 125 

Ala Leu Gin Leu Ser Gly Val Thr Leu Phe Ser lie Leu Tyr Val Gly 

130 135 140 

He Pro He Arg Leu Phe Leu His Val Leu Tyr Ser Phe He His Thr 
145 150 155 160 

Gin Glu Pro Tyr Leu Gly He Trp Trp Ala Ser Phe Leu He Ala Thr 

165 170 175 

Thr Lys Gly Ala Asp He Phe Gly Tyr Phe Phe Gly Lys Ala Phe Gly 

180 185 190 

Asn Lys Lys He Ala Pro Gin He Ser Pro Asn Lys Thr Val Val Gly 

195 200 205 

Phe Val Ala Gly Cys Leu Gly Ala Thr Leu He Ser Phe He Phe Phe 

210 215 220 

Leu Gin He Pro Thr Arg Phe Ala Ser Tyr Phe Pro Met Pro Ala He 
225 230 235 240 

Leu He Pro Leu Gly Leu Ala Leu Gly He Thr Gly Phe Phe Gly Asp 

245 250 255 

He He Glu Ser He Phe Lys Arg Asp Ala His Leu Lys Asn Ser Asn 

260 265 270 

Lys Leu Lys Ala Val Gly Gly Met Leu Asp Thr Leu Asp Ser Leu Leu 

275 280 285 

Leu Ser Thr Pro He Ala Tyr Leu Phe Leu Leu He Thr Gin Ser Lys 

290 295 300 

Glu Phe He Gly 
305 

<210>607 
<211>220 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>607 

Arg Val Tyr Trp Met He He Thr He Asp Gly Pro Ser Gly Thr Gly 

757 



BNSDOCID: <WO 99a7105A2J_> 



wo 99/27105 PCT/1B98/01890 

Lys Ser Thr Thr A^Kys Ala Leu Ala Asp His Leu Hi^^he Asn Tyr 

20 25 30 

Cys Asn Thr Gly Lys Met Tyr Arg Thr Leu Ala Tyr Ala Arg Leu Gin 

35 40 45 

Ser Pro Trp Ala Thr Leu Pro Leu Thr Lys Phe Leu Glu Glu Pro Pro 

50 55 60 

Phe Ser Phe Thr Phe Ala Thr Gly Gin Pro Leu Glu Ser Phe Phe Asn 
65 70 75 80 

Gly His Leu Leu Thr Ser Glu Leu Thr Thr Gin Glu Val Ala Asn Ala 

85 90 95 

Ala Ser Glu Leu Ser Gin Leu Pro Glu Val Arg Ala Phe Met Gin Asp 

100 105 110 

Leu Gin Arg Arg Tyr Ala Gin Leu Gly Asn Cys Val Phe Glu Gly Arg 

115 120 125 

Asp Met Gly Ser Lys Val Phe Pro Asn Ala Asp Leu Lys lie Phe Leu 

130 135 140 

Thr Ser Ser Pro Glu Val Arg Ala Gin Arg Arg Leu Lys Asp Leu Pro 
145 150 155 160 

Glu Gly Thr Leu Ser Pro Glu Gin Leu Gin Ala Glu Leu Val Lys Arg 

165 170 175 

Asp Ala Ala Asp Ala Gin Arg Ala His Asp Pro Leu Val lie Pro Glu 

180 185 190 

Asn Gly lie Val lie Asp Ser Ser Asp Leu Thr lie Arg Gin Val Leu 

195 200 205 

Glu Lys lie Leu Ala Leu Leu Phe Arg Asn Glu Leu 
210 215 220 

<210>608 
<211>234 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>608 

Leu Phe Gly Phe Asp Asn Lys Thr Ser Ser Gly Glu Asn Phe Ser Phe 

15 10 15 

Thr lie Ser Lys Arg Ala Met lie Phe Arg lie Cys Lys Phe Phe Thr 

20 25 30 

Trp Val Ala Phe Ser Leu Phe Tyr Lys Leu Lys Val Tyr Gly Val Lys 

35 40 45 

Lys Asn Phe lie Lys Gly Pro Ala lie lie Ala Val Asn His Asn Ser 

50 55 60 

Phe Leu Asp Pro lie Ala Leu His Met Cys Val His Glu Cys lie Tyr 
65 70 75 80 

His Leu Ala Arg Ala Ser Leu Phe Asn lie Pro Trp Leu Trp Lys Gin 

85 90 95 

Trp Gly Cys Phe Pro Val Arg Gin Asp Glu Gly Asn Ser Ala Ala Phe 

100 105 110 

Lys lie Ala Ser Arg Leu Phe Asn Lys Arg Lys Lys Leu Val lie Tyr 

115 120 125 

Pro Glu Gly Ala Arg Ser Pro Asp Gly Gin Leu Gin Pro Gly Lys Val 

130 135 140 

Gly lie Gly Met Met Ala Ala Lys Ser Arg Val Pro lie lie Pro Val 
145 150 155 160 

Tyr lie Arg Gly Thr Phe Glu Ala Phe Asn Arg His Gin Lys lie Pro 

165 170 175 

His Val Trp Lys Thr lie Thr Cys Val Phe Gly Thr Pro Met Tyr Phe 

180 185 190 

Asp Asp lie lie Gin Asn Pro Glu lie, Lys Asn Lys Glu Thr Tyr Gin 

195 200 205 

lie lie Thr Asn Gin Thr Met Asn Lys lie Ala Glu Leu Lys Ala Trp 

210 215 220 

Tyr Glu Ser Gly Cys Lys Gly Asp Val Pro 
225 230 
<210>609 
<21X>580 
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<212>PRT 

<213 >Chlamydia pneuni^mae 
<400>609 

Leu Pro Ser Ser Lys His Gly Met Asn Arg Gly Ala Lys Glu Thr Ser 

15 10 15 

Pro Lys Leu Met Ser Thr Leu Leu Ser lie Leu Ser Val lie Cys Ser 

20 25 30 

Gin Ala lie Ala Lys Ala Phe Pro Asn Leu Glu Asp Trp Ala Pro Glu 

35 40 45 

lie Thr Pro Ser Thr Lys Glu His Phe Gly His Tyr Gin Cys Asn Asp 

50 55 60 

Ala Met Lys Leu Ala Arg Val Leu Lys Lys Ala Pro Arg Ala lie Ala 
65 70 75 80 

Glu Ala lie Val Ala Glu Leu Pro Gin Glu Pro Phe Ser Leu lie Glu 

85 90 95 

lie Ala Gly Ala Gly Phe lie Asn Phe Thr Phe Ser Pro Val Phe Leu 

100 105 110 

Asn Gin Gin Leu Glu His Phe Lys Asp Ala Leu Lys Leu Gly Phe Gin 

115 120 125 

Val Ser Gin Pro Lys Xaa lie lie lie Asp Phe Ser Ser Pro Asn lie 

130 135 140 

Ala Lys Asp Met His Val Gly His Leu Arg Ser Thr lie lie Gly Asp 
145 150 155 160 

Ser Leu Ala Arg lie Phe Ser Tyr Val Gly His Asp Val Leu Arg Leu 

165 170 175 

Asn His lie Gly Asp Trp Gly Thr Ala Phe Gly Met Leu lie Thr Tyr 

180 185 190 

Leu Gin Glu Asn Pro Cys Asp Tyr Ser Asp Leu Glu Asp Leu Thr Ser 

195 200 205 

Leu Tyr Lys Lys Ala Tyr Val Cys Phe Thr Asn Asp Glu Glu Phe Lys 

210 215 220 

Lys Arg Ser Gin Gin Asn Val Val Ala Leu Gin Ala Lys Asp Pro Gin 
225 230 235 240 

Ala He Ala He Trp Glu Lys He Cys Glu Thr Ser Glu Lys Ala Phe 

245 250 255 

Gin Lys He Tyr Asp He Leu Asp He Val Val Glu Lys Arg Gly Glu 

260 265 270 

Ser Phe Tyr Asn Pro Phe Leu Pro Glu He He Glu Asp Leu Glu Lys 

275 280 285 

Lys Gly Leu Leu Thr Val Ser Asn Asp Ala Lys Cys Val Phe His Glu 

290 295 300 

Ala Phe Ser He Pro Phe Met Val Gin Lys Ser Asp Gly Gly Tyr Asn 
305 310 315 320 

Tyr Ala Thr Thr Asp Leu Ala Ala Met Arg Tyr Arg He Glu Glu Asp 

325 330 335 

His Ala Asp Lys He He He Val Thr Asp Leu Gly Gin Ser Leu His 

340 345 350 

Phe Gin Leu Leu Glu Ala Thr Ala He Ala Ala Gly Tyr Leu Gin Pro 

355 360 365 

Gly He Phe Ser His Val Gly Phe Gly Leu Val Leu Asp Pro Gin Gly 

370 375 380 

Lys Lys Leu Lys Thr Arg Ser Gly Glu Asn Val Lys Leu Arg Glu Leu 
385 390 395 400 

Leu Asp Thr Ala He Glu Lys Ala Glu Glu Ala Leu Arg Glu His Arg 

405 410 415 

Pro Glu Leu Thr Asp Glu Ala He Gin Glu Arg Ala Pro Val He Gly 

420 425 430 

He Asn Ala He Lys Tyr Ser Asp Leu Ser Ser His Arg Thr Ser Asp 

435 440 445 

Tyr Val Phe Ser Phe Glu Lys Met Leu Arg Phe Glu Gly Asn Thr Ala 

450 455 460 

Met Phe Leu Leu Tyr Ala Tyr Val Arg He Gin Gly He Lys Arg Arg 
465 470 475 480 

Leu Gly He Ser Gin Leu Ser Leu Glu Gly Pro Pro Glu He Gin Glu 
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490 

LaiPLeu Ala Leu Thr Leu Leu Arg Pl^^Ti 



495 

Pro Ala Glu Glu L^SIFLeu Ala Leu Thr Leu Leu Arg PlJ^^ro Glu Ala 

500 505 510 

Leu Glu Ser Thr lie Lys Glu Leu Cys Pro His Phe Leu Thr Asp Tyr 

515 520 525 

Leu Tyr Asn Leu Thr His Lys Phe Asn Gly Phe Phe Arg Asp Ser His 

530 535 540 

He Gin Asp Ser Pro Tyr Ala Lys Ser Arg Leu Phe Leu Cys Ala Leu 
545 550 555 560 

Ala Glu Gin Val Leu Ala Thr Gly Met His Leu Leu Gly Leu Lys Thr 
565 570 575 

Leu Glu Arg Leu 
580 

<210>610 
<211>458 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>610 

Met Gin He Ala Gin Val Phe Gly Cys Gly Arg Leu Asn Gly Glu Val 

1 5 10 15 

Lys Val Ser Gly Ala Lys Asn Ala Ala Thr Lys Leu Leu Val Ala Ser 

20 25 30 

Leu Leu Ser Asp Gin Lys Cys Thr Leu Arg Asn Val Pro Asp He Gly 

35 40 45 

Asp Val Ser Leu Thr Val Glu Leu Cys Lys Ser Leu Gly Ala His Val 

50 55 60 

Ser Trp Asp Lys Glu Thr Glu Val Leu Glu He Tyr Thr Pro Glu He 
65 70 75 80 

Gin Cys Thr Arg Val Pro Pro Thr Phe Ser Asn Val Asn Arg He Pro 

85 90 95 

He Leu Leu Leu Gly Ala Leu Leu Gly Arg Cys Pro Glu Gly Val Tyr 

100 105 110 

Val Pro Thr Val Gly Gly Asp Ala He Gly Glu Arg Thr Leu Asn Phe 

115 120 125 

His Phe Glu Gly Leu Lys Gin Leu Gly Val Gin He Ser Ser Asp Ser 
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Ser Gly Tyr Tyr Ala Lys Ala Pro Arg Gly Leu Lys Gly Asn Tyr He 
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His Leu Pro Tyr Pro Ser Val Gly Ala Thr Glu Asn Leu He Leu Ala 
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Ala He His Ala Lys Gly Arg Thr Val He Lys Asn Val Ala Leu Glu 
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He Thr Thr Asp Asn Asp Arg Thr He Asp He Phe Gly Thr Gly Gly 
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Ser Phe Gly Met Ala Ala Val Val Ser Gly Gly Arg Val Phe Val Arg 
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Glu Arg Pro Leu Val Gly Gly Val Val Leu Glu Thr Asp Val His Pro 
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Gly Phe Leu Thr Asp Trp Gin Gin Pro .Phe Ala Val Leu Leu Ser Gin 
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Ala Gin Gly Ser Ser Val He His Glu Thr Val His Glu Asn Arg Leu 

325 330 335 

Gly Tyr Leu His Gly Leu Gin His Met Gly Ala Glu Cys Gin Leu Phe 

340 345 350 

His Gin Cys Leu Ser Thr Lys Ala Cys Arg Tyr Ala He Gly Asn Phe 
355 360 365 
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Pro His Ser Ala Val His Gly Ala Thr Pro Leu Trp i^^^^er His 

370 375 380 

Leu Val lie Pro Asp Leu Arg Ala Gly Phe Ala Tyr Val Met Ala Ala 
385 390 395 400 

Leu lie Ala Glu Gly Gly Gly Ser lie lie Glu Asn Thr His Leu Leu 

405 410 415 

Asp Arg Gly Tyr Thr Asn Trp Val Gly Lys Leu Arg Ser Leu Gly Ala 

420 425 430 

Lys lie Gin lie Phe Asp Met Glu Gin Glu Glu Leu Thr Thr Ser Pro 

435 440 445 

Lys Ser Leu Ala Leu Arg Asp Ala Ser Leu 

450 455 
<210>611 
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<212>PRT 

<213>Chlamydia pneumoniae 
<400>611 

His Asn Asp Met Pro Trp Tyr Leu Ser Thr Asp Glu Lys Ala Asp Thr 
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Gin Leu Pro Cys Ala Glu Asp His Glu Gly Ser Arg Gly Asp Phe His 

20 25 30 

Gly Gin Ser His Gly Leu Leu Lys lie Pro Glu Pro Val lie Val Glu 
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Leu Arg Arg Val Val Ala Ser Pro Ser Gly Thr Leu Asp Glu His Arg 
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Phe Pro Arg Gin His Leu Pro Pro Arg Gly Val Leu Glu Lys lie Leu 
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Phe Pro Thr Arg Arg Pro Lys lie Leu Arg Leu Trp Ser Ala Thr Ser 
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lie Met Ala Ala Pro lie Asn Gin Pro Ser Thr Thr Thr Gin lie Thr 

15 10 15 

Gin Thr Gly Gin Thr Thr Thr Thr Thr Thr Val Gly Ser Leu Gly Glu 
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Met Lys Pro Arg Ser Ser Phe He Phe Val Arg Asn Gly Asp Trp Ser 
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Ser Ala Glu Arg G^^Hhe Arg His Pro lie Val Met V^^HLu Thr Val 

1 10 15 

Leu His Asn Phe Gin Arg Tyr Leu Ser Lys Tyr Leu Tyr Arg Val Phe 

20 25 30 

Arg Phe Pro Cys Arg Gin Lys Thr Phe Leu Ser Ser His Arg Val Leu 

35 40 45 

Ala Arg Pro Ser Phe Pro Val Asp Tyr Cys Pro Gly Lys lie Tyr Asp 

50 55 60 

Leu Gin Glu lie Tyr Glu Glu Leu Asn Ala Gin Leu Phe Gin Gly Ala 
65 70 75 80 

Leu Arg Leu Gin lie Gly Trp Phe Gly Arg Lys Ala Thr Arg Lys Gly 

85 90 95 

Lys Ser Val Val Leu Gly Leu Phe His Glu Asn Glu Gin Leu lie Arg 

100 105 110 

lie His Arg Ser Leu Asp Arg Gin Glu lie Pro Arg Phe Phe Met Glu 

115 120 125 

Tyr Leu Val Tyr His Glu Met Val His Ser Val Val Pro Arg Glu Tyr 

130 135 140 

Ser Leu Ser Gly Arg Ser lie Phe His Gly Lys Lys Phe Lys Glu Tyr 
145 150 155 160 

Glu Gin Arg Phe Pro Leu Tyr Asp Arg Ala Val Ala Trp Glu Lys Ala 

165 170 175 

Asn Ala Tyr Leu Leu Arg Gly Tyr Lys Lys Arg Val Gly Gly Gly Tyr 
180 185 190 

Gly Arg Ala 
195 
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<212>PRT 

<2 13 >Chlamydia pneumoniae 
<400>617 

Ser lie Phe Gly Arg Val Trp Xaa Xaa Phe Met Thr Ala Glu Lys Gin 

15 10 15 

Asn Thr Gly lie Leu Gly Leu Glu lie Arg Tyr Thr Leu Pro Ser Asp 

20 25 30 

Ala Thr Tyr Met Leu Lys Trp Leu Asn Asp Pro Lys lie Leu Arg Gly 

35 40 45 

Phe Pro lie Gin Thr Glu Ala Glu lie Arg Glu Thr Val Asn Phe Trp 

50 55 60 

Val Gly Phe Tyr Arg Tyr His Ser Ser Leu Thr Ala Val Tyr Asn Gly 
65 70 75 80 

Asn Val Ala Gly Val Ala Thr Leu Val Leu Asn Pro Tyr Val Lys Val 

85 90 95 

Ser His His Ala Leu lie Ser lie lie Val Gly Glu Glu Phe Arg Asn 

100 105 110 

Lys Gly lie Gly Thr Ala Leu Leu Asn Asn Leu lie His Leu Ala Lys 
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Thr Arg Phe Lys Leu Glu Val Leu Tyr Leu Glu Val Tyr Glu Gly Asn 

130 135 140 

Pro Ala Leu His Leu Tyr Gin Arg Phe Gly Phe Val Glu Val Gly Arg 
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Gin Asn Arg Phe Tyr Lys Asp Glu lie Gly Tyr Leu Ala Lys Thr Thr 
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Met Glu Lys Gly Ser lie Glu Arg Arg Lys Arg Phe 
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<212>PRT 

<213>Chlamydia pneumoniae 
<400>618 

Asp Glu lie Arg Pro Asn Asp Leu Arg lie Asp Thr Phe Arg Ser Ser 

1 5 10 15 

Gly Ala Gly Gly Gin His Val Asn Val Thr Glu Ser Ala Val Arg He 
20 25 30 
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Val Gly Lys Gly Ala Pro Pro Glu His Leu Leu Asp ^^BLeu Glu 

210 215 220 

Gin Lys Asn Arg Arg Glu Gly Pro Ser Ala Ala Pro Ala Tyr Gly Leu 
225 230 235 240 

Ser Leu His His Val Cys Tyr Ser Ser Pro Tyr Asn Asn Phe Cys Cys 

245 250 255 

Glu Gin Cys Ser Val Ser Thr Ser Asn Glu Gly 
260 265 

<210>623 
<211>263 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>623 

Glu Gly Leu Arg Trp Arg Ser Val Lys Ser Phe Leu Arg Gin Cys Trp 

15 10 15 

lie Tyr Ser Met Leu Val Ser Asp Glu Phe Gin Leu Cys Leu Arg Ser 

20 25 30 

Gly Met Tyr Leu Glu Asp Tyr Asp Val Phe Phe Phe Asp Leu Asp Gly 

35 40 45 

Leu Leu Val Asp Thr Glu Pro Cys Phe Tyr Arg Ala Phe Leu Gin Ala 

50 55 60 

Cys Ala Glu Phe Ser Leu Glu Val His Trp Asp Phe Ser Thr Tyr Tyr 
65 70 75 80 

Ser His Thr Thr Leu Gly Thr Glu lie Phe Ser Lys Lys Phe lie Glu 

85 90 95 

Gin Tyr Pro Gin Ala Gin Glu Tyr Met Ala Glu lie Phe Ala Lys Arg 

100 105 110 

Leu Gin lie Tyr Tyr Lys Ser Leu Glu His Ala Gly Pro Ala Leu Met 

115 120 125 

Pro Gly Val Glu Ala Phe lie Glu Leu Val Leu Ser Leu Asn Lys Thr 

130 135 140 

Phe Gly Val Val Thr Asn Ser Pro Arg Asp Ala Thr His Thr Leu Arg 
145 150 155 160 

Thr Met Tyr Pro lie Leu Asn Lys Phe Leu Phe Trp Val Thr Arg Glu 

165 170 175 

Asn Tyr Ala Arg Pro Lys Pro Tyr Gly Asp Ser Tyr Asp Tyr Ala Tyr 
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Arg Thr Phe Ala Arg Glu Gly Met Lys Val lie Gly Phe Glu Asp Ser 
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Val Lys Gly Leu Arg Ala Leu Ser Lys lie Pro Ala Thr Leu Val Cys 
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lie Asn Ser Met Ala Glu lie Thr Pro Glu Asp Tyr Pro Glu Leu Lys 
225 230 235 240 

Gly Lys Glu Phe Phe Ser Tyr Pro Ser Phe Asp Val Leu Thr Glu His 
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Cys Ser Gin Gin Lys Leu Leu 
260 
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<212>PRT 

<213>Chlamydia pneumoniae 
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Lys Asn Pro Asn Ala Leu Leu Lys Lys lie Gin His Arg Leu Val Lys 
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Met His Asp Lys Asn Lys Val Leu Tyr Leu Gin Ala Asn His Leu Asn 
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Gin Lys Arg Lys Arg His Asn Pro Leu, Asn Thr Tyr His Ser Ser Asn 
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Thr Thr Glu Thr Arg Arg Leu Pro Thr Tyr Tyr Lys Ser Asn lie Val 
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Leu Lys Met lie Leu Arg lie Ser Thr Val Ser Leu Leu Thr Ser Cys 
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Ser Phe Ser Lys Asn Ser Arg Thr Cys Phe Val Thr Pro Glu Arg lie 
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Leu Tyr Asp Trp He Ser Pro Asn Arg Glu Val He 

120 125 
Phe Tyr Cys Arg Gly Gin Gly Asn Ser He He Thr 

135 140 
Leu Tyr Asp Cys Asp Gly Leu His His Ser He Thr 
150 155 160 

Arg Tyr He His Pro Arg Leu He Glu Val Val Arg 
165 170 175 

Asp His Pro Lys Val Ser He He Glu Ala Phe Cys 
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Phe His Phe Leu Glu Ala Ser Gly He Ser Leu Ser 

200 205 
Gin Gly Thr Ala Ala Thr Phe Ala Leu Asp Pro Pro 

215 220 
Lys Leu Leu Ala Thr He Lys Lys Leu Tyr Lys Lys 
230 235 240 

Ser Leu Ser Asn Phe He Val Thr Glu Ala Thr Leu 
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Leu Arg Leu Thr Gin Gin Asp Leu Gly Ser His Thr 
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180 185 ^M90 

Gin Arg Leu Gin gWRiu Asn Ala Gin Leu Arg Ala GjS^^al Glu Arg 

195 200 205 

Leu Glu Gin Glu Gin Phe Gin Gly 

210 215 
<210>628 
<211>212 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>628 

Gly Val Gly Ser Met Thr Ser Arg Arg Asp Ala Gly Arg Leu Tyr Asn 

15 10 15 

Val Phe Asn Gin Ser Gin Lys Asp He Gin Arg Ala His Asp Arg Glu 

20 25 30 

Ala Ser Gin Arg Ala Cys Glu Gly Thr Glu Met Asp Cys Ala Glu Arg 

35 40 45 

Gin Gin Leu Glu Lys Asp Leu Arg Arg Gin Leu Lys Ser Met Gin Glu 

50 55 60 

Trp He Glu Met Arg Gly Thr He His Gin Gin Glu Lys Ala Trp Arg 
65 70 75 80 

Lys Gin Asn Ala Lys Leu Glu Arg Leu Gin Glu Asp Leu Arg Leu Thr 

85 90 95 

Gly He Ala Phe Asp Glu Gin Ser Leu Phe Tyr Arg Glu Tyr Lys Glu 

100 105 110 

Lys Tyr Leu Ser Gin Lys Leu Asp Met Gin Lys He Leu Gin Glu Val 

115 120 125 

Asn Ala Glu Lys Ser Glu Lys Ala Cys Leu Glu Ser Leu Val His Asp 

130 135 140 

Tyr Glu Lys Gin Leu Glu Gin Lys Asp Ala Asn Leu Lys Lys Ala Ala 
145 150 155 160 

Ala Val Trp Glu Glu Glu Leu Gly Lys Gin Gin Gin Glu Asp Tyr Glu 
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Gin Thr Gin Glu He Arg Arg Leu Asn Thr Phe He Leu Glu Tyr Gin 
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He Ser Leu Arg Arg Lys He Leu Arg Pro Asn Asn Phe Ser He Gly 
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Asp Cys Ser Ser Asn Met Ala Thr Pro Ala Gin Lys Ser Pro Thr Phe 

20 25 30 

Gin Asp Pro Ser Phe Val Arg Glu Leu Gly Ser Asn His Pro Val Phe 
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Ser Pro Leu Thr Leu Glu Glu Arg Gly Glu Met Ala He Ala Arg Val 
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Glu Val Leu Leu Lys Asp Arg Asp Ala Lys Asp Pro Ala Val Pro Gin 
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Leu Gin Ala lie lie ^^HVla Lys Lys Phe Ser Glu Leu L^^^la lie 

X95 200 205 

Ala Glu Phe Pro lie Ala lie Ala Glu Lys lie Phe Tyr Leu Phe Asp 

210 215 220 

Ser Leu Gin Glu Glu Lys Lys Ser Glu Arg Asn Ser Ser Glu Asp Pro 
225 230 235 240 

Tyr His Glu lie Leu Arg Leu Ser Lys Val Val His Pro Tyr 
245 250 

<210>633 
<211>207 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>633 

Leu Phe Leu Tyr Gly Asp His Asn Leu Gly Phe Ala Cys Arg Tyr Leu 

15 10 15 

Phe Phe Phe lie Val Leu Phe Ala Ser Gly Ser Phe Gly Asn Gin Leu 

20 25 30 

Leu Ser Val Pro Cys Trp Leu Ser Glu Glu Glu Ser Phe Tyr Thr His 

35 40 45 

Arg Phe Asp Phe Ser Lys Ser Tyr Pro Asp Met Glu Asn Met Glu lie 

50 55 60 

Gin Ala Gin Arg Lys Lys Arg Val Glu Phe Asn Leu Thr Gly Glu Phe 
65 70 75 80 

Pro Lys Leu Glu Thr Leu Asn Tyr Gin Gly Ser Phe Gly His Leu Arg 

85 90 95 

Ala Lys Cys Arg Gly Val Tyr Pro Val Leu Tyr Ala Leu Asn Phe Ser 

100 105 110 

Cys Ser Ser Cys Lys Met Asp Met Asp Phe Arg Gly Lys Trp Asn Arg 

115 120 125 

Ser Ser Thr lie Thr lie Ser Asn Gin Lys Glu Ser lie Asn Leu Lys 

130 135 140 

Leu Pro Lys Asp Val Gly Val lie Val Asn Thr Lys Thr Ser Leu Lys 
145 150 155 160 

Gly Asn Val Cys Pro Gly Ser Thr Phe lie Lys Gin Gly Trp Gly Val 

165 170 175 

Trp Asn Lys lie Tyr His Asn Asp Leu Val Gly Phe Ser Glu Val Thr 

180 185 190 

Leu lie Phe Asn Val Ser Ser Glu Gly Gly Thr lie Thr Phe Ser 
195 200 205 

<210>634 
<211>219 
<212>PRT 

<2 13 >Chlamydia pneumoniae 
<400>634 

Ser Leu lie Met Arg Cys Thr Ala Tyr Cys Thr Ala Ser Ala Tyr Asn 

1 5 10 15 

Leu His Val Leu Phe His Leu Leu Lys Pro Arg Tyr Pro Thr lie Leu 

20 25 30 

Ser Arg Glu Tyr Val Leu Ala Asn Leu Asp Ser Thr Gin Ala Ser Asn 

35 40 45 

Gin Leu Ala lie Phe Phe Pro Phe Gly Val Ala Val Phe Trp Gly Trp 

50 55 60 

Glu Glu Ser Glu Glu lie Lys Leu Leu Gin Thr lie Val Thr Ala Ser 
65 70 75 80 

Pro Glu lie Leu Pro Gin Pro Glu lie Asp Cys Tyr Asn Phe His Tyr 

85 90 95 

Gly Asp Lys Leu Gin lie Arg Arg Asp . Arg Leu Thr Leu Ala Asp Thr 

100 105 110 

Thr Leu Asn Thr Lys Leu Ala lie Ala Phe Gly Leu Ala Gin Ser Val 

115 . 120 125 

Lys Leu Thr Thr Phe Glu Thr Thr lie Tyr Lys Thr lie Glu Asp Ser 

130 135 140 

Lys Arg Leu Pro Gin Asp Leu Ala Thr Lys Gly Lys lie Ser Met Ser 
145 150 155 160 



773 



BNSDOCID: <WO_9927105A2J_> 



wo 99/27105 PCT/IB98/01890 





Lys 


A.X a 


T 1 
X X 6 


AOfl 




Lys 


xxe 


oxy 


Lys 


Leu 


fne 




P 


Lys 


AX a 










Xfa^ 


r 








X / U 










17 5 




Sex* 


VaJL 


Asn 


Leu 


nx s 


Ser 


Asp 


xxe 


Leu 


Asp 


VjXU 


Pro 


Asp 


•m i_ ^ 

Fne 


7-v a 

pne 


Trp 








X O U 










IOC 

X o b 










190 






Asp 


His 


Pro 


^X U 


inr 


GXn 


Axa 


xxe 


Tyr 


Arg 


Asp 


vax 


Leu 


Ser 


Cys 


Leu 






195 










o n n 
^ 0 U 










"1 A C 








Asp 


lie 


Glu 


AX a 


Arg 


xxe 


Asn 


vax 


Leu 


X xe 


vax 














210 










215 




















<210>635 




























<211>368 




























<212>PRT 




























<213>Chlamydia pneumoniae 




















<400>635 




























vax 


Leu 


vjiy 


AX a 


Xiys 


Cys 


Met 


AX o 


file 


Lys 


Arg 


Lys 


i nr 


Arg 


Trp 


Leu 


T 
X 








5 










T A 

10 










15 




Trp 


Cjxn 


vax 


Leu 


X xe 


Leu 


Ser 


V ^x 


oxy 


Leu 


Asn 


ine u 


Leu 


f ne 


Leu 


Leu 








2 0 




















3 0 






Leu 


Pne 


Tyr 


Ser 


AX a 


xxe 


pne 


Arg 


Lys 


Asp 


xxe 


Tyr 


Lys 


Leu 


Hi s 


Leu 
















4 0 










4 5 








Pne 


Ser 


Gly 


Pro 


Leu 


He 


Ala 


Lys 


Ser 


Ser 


Arg 


Lys 


vax 


Tyr 


Leu 


ber 




c r\ 
3 0 










55 










60 










Glu 


Asp 


Pne 


Leu 


Asn 


Glu 


He 


Ser 


(jXn 


A 1 = 

AX a 


Ser 


Leu 


Asp 


Asp 


Leu 


IXe 


ez c 

O D 










70 










75 










8 0 


Ser 


Leu 


Pne 


Lys 


Asp 


Glu 


Arg 


Tyr 


Met 


Tyr 


Gly 


Arg 


Pro 


He 


Lys 


Leu 










85 










90 










95 




Trp 


A±a 


Leu 


Ser 


vax 


AX a 


xxe 


Ala 

Axa 


Ser 


HXS 


rlX S 


xxe 


Asp 


xie 


Thr 


Pro 








10 0 










105 










110 






vax 


Leu 


Ser 


Lys 


Pro 


Leu 


inr 


Tyr 


X XlX 


uXU 


Leu 


Lys 




Ser 


Ser 


vax 






X X 3 










X2 0 










12 5 








Arg 


Trp 


Leu 


Leu 


Pro 


Asn 


xxe 


Asp 


Leu 


Lys 


Asp 


pne 


Pro 


vax 


xxe 


Leu 




X J U 










13 5 










14 0 










Asp 


Tyr 


Leu 


Arg 


Cys 


His 


Lys 


Tyr 


Pro 


Tyr 


i nr 


Ser 


Lys 


Gly 


Leu 


pne 


X** o 










150 










155 










160 


Leu 


Leu 


X xe 


GXU 


Lys 


Met 


vax 


CjXn 


Glu 


Gly 


Trp 


Val 


Asp 


Glu 


Asp 


Cys 










165 










170 










175 




Leu 


Tyr 


xiX S 


fne 


Cys 


Ser 


rnr 


Pro 


vjXU 


TU Vi A 

Fne 


Leu 


Tyr 


Leu 


Arg 


Thr 


Leu 








18 0 










18 5 










190 






Leu 


V a. X 


Ljxy 


AX a 


Asp 


vax 


Lixn 


AX a 


Ser 


Ser 


vax 


A T -a 

AX a 


Ser 


Leu 


TV T _ 

AX a 


Arg 






X 17 3 










"5 A O 
Z U U 










2 05 








fie t- 


V dX 


X X6 


Arg 


Cys 


tjXy 


Ser 


oXU 


Arg 


irne 


fne 


riX S 


fne 


Cys 


Asn 


vjXU 




Z X u 










215 










O 1 A 

2 2 0 










CjXU 


ser 


Arg 


xnr 


Ser 


Met 


X xe 


Ser 


AX a 


inr 


vjjxn 


Arg 


vjxn 


Lys 


vax 


Leu 


225 










23 0 










235 










24 0 


Lys 


Ser 


Tyr 


Leu 


Asp 


Cys 


Glu 


CjXU 


Ser 


Leu 


AX a 


A T ^ 

Ala 


Leu 


Leu 


Leu 


Leu 










245 










250 










25 5 




Val 


His 


Asp 


Ser 


Asp 


Val 


Val 


Leu 


HXS 


CjXU 


pne 


Cys 


Asp 


Glu 


Asp 


Leu 








260 










265 










270 






Glu 


Lys 


Val 


He 


Arg 


Leu 


Met 


Pro 


vjxn 


LiXU 


Ser 


Pro 


Tyr 


Ser 


CjXn 


Asn 






275 










2 80 










285 








Phe 


Phe 


Ser 


Arg 


Leu 


Gin 


His 


ocx 


Pro 


Arg 


Arg 




Leu 


Ala 

AX a 


Cys 


Men 




290 










295 










3 0 0 










Ser 


Thr 


Arg 


Arg 


Val 


Glu 


Ala 


Pro 


Arg 


vax 


vjxn 


taXU 


ASp 


Gxn 


Asp 


GXU 


305 










310 










315 










320 


Glu 


Tyr 


Val 


Val 


Gin 


Asp 


Gly 


Asp 


Ser 


Leu 


Trp 


Leu 


He 


Ala 


Lys 


Arg 










325 










330 










335 




Phe 


Gly 


He 


Pro 


Met 


Asp 


Lys 


He 


He 


Gin 


Lys 


Asn 


Gly 


Leu 


Asn 


His 








340 










345 










350 






His 


Arg 


Leu 


Phe 


Pro 


Gly 


Lys 


Val 


Leu 


Lys 


Leu 


Pro 


Ala 


Lys 


Gin 


Ser 






355 










360 










365 









<210>636 
<211>797 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>€36 



774 



BNSDOCID: <WO 992710SA2J_> 



wo 99/27105 PCT/IB98/01890 

Leu Arg Leu Ser Ser Arg lie Pro lie Thr Leu Leu (^^BCaa Tyr 

15 10 15 

Phe Ser Glu Pro Leu Ser Thr Lys Glu lie Leu Glu Ala Cys Asp His 

20 25 30 

lie Gly lie Glu Xaa Glu lie Glu Asn Thr Thr Leu Tyr Ser Phe Ala 

35 40 45 

Ser Val lie Thr Ala Lys lie Leu His Thr lie Pro His Pro Asn Ala 

50 55 60 

Asp Lys Leu Arg Val Ala Thr Leu Thr Asp Gly Glu Lys Glu His Gin 
65 70 75 80 

Val Val Cys Gly Ala Pro Asn Cys Glu Ala Gly Leu lie Val Ala Leu 

85 90 95 

Ala Leu Pro Gly Ala Lys Leu Phe Asp Ser Glu Gly Gin Ala Tyr Thr 

100 105 110 

lie Lys Lys Ser Lys Leu Arg Gly Val Glu Ser Gin Gly Met Cys Cys 

115 120 125 

Gly Ala Asp Glu Leu Gly Leu Asp Glu Leu Gin lie Gin Glu Arg Ala 

130 135 140 

Leu Leu Glu Leu Pro Glu Ala Thr Pro Leu Gly Glu Asp Leu Ala Thr 
145 150 155 160 

Val Leu Gly Asn Thr Ser Leu Glu lie Ser Leu Thr Pro Asn Leu Gly 

165 170 175 

His Cys Ala Ser Phe Leu Gly Leu Ala Arg Glu lie Cys His Val Thr 

180 185 190 

Gin Ala Asn Leu Val lie Pro Lys Glu Phe Ser Phe Glu Asn Leu Pro 

195 200 205 

Thr Thr Ala Leu Asp Met Gly Asn Asp Pro Asp lie Cys Pro Phe Phe 

210 215 220 

Ser Tyr Val Val lie Thr Gly lie Ser Ala Gin Pro Ser Pro He Lys 
225 230 235 240 

Leu Gin Glu Ser Leu Gin Ala Leu Lys Gin Lys Pro He Asn Ala He 

245 250 255 

Val Asp He Thr Asn Tyr He Met Leu Ser Leu Gly Gin Pro Leu His 

260 265 270 

Ala Tyr Asp Ala Ser His Val Ala Leu Asp Ser Leu Arg Val Glu Lys 

275 280 285 

Leu Ser Thr Pro Glu Ser Leu Thr Leu Leu Asn Gly Glu Thr Val Leu 

290 295 300 

Leu Pro Ser Gly Val Pro Val Val Arg Asp Asp His Ser Leu Leu Gly 
305 310 315 320 

Leu Gly Gly Val Met Gly Ala Lys Ala Pro Ser Phe Gin Glu Thr Thr 

325 330 335 

Thr Thr Thr Val He Lys Ala Ala Tyr Phe Leu Pro Glu Ala Leu Arg 

340 345 350 

Ala Ser Gin Lys Leu Leu Pro He Pro Ser Glu Ser Ala Tyr Arg Phe 

355 360 365 

Thr Arg Gly He Asp Pro Gin Asn Val Val Pro Ala Leu Gin Ala Ala 

370 375 380 

He His Tyr He Leu Glu He Phe Pro Glu Ala Thr He Ser Pro He 
385 390 395 400 

Tyr Ser Ser Gly Glu He Cys Arg Glu Leu Lys Glu Val Ala Leu Arg 

405 410 415 

Pro Lys Thr Leu Gin Arg He Leu Gly Lys Ser Phe Ser He Glu He 

420 425 430 

Leu Ser Gin Lys Leu Gin Ser Leu Gly Phe Ser Thr Thr Pro Gin Glu 

435 440 445 

Thr Ser Leu Leu Val Lys Val Pro Ser Tyr Arg His Asp He Asn Glu 

450 455 460 

Glu He Asp Leu Val Glu Glu He Cys Arg Thr Glu Ser Trp Asn He 
465 470 475 480 

Glu Thr Gin Asn Pro Val Ser Cys Tyr Thr Pro He Tyr Lys Leu Lys 

485 490 495 

Arg Glu Thr Ala Gly Phe Leu Ala Asn Ala Gly Leu Gin Glu Phe Phe 
500 505 510 
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Thr Pro Asp Leu I^^^sp Pro Glu Thr Val Ala Leu Tj^^^rg Lys Glu 

515 520 
Lys Glu Glu lie Ser Leu Gin Gly Ser Lys His Thr Thr Val Leu Arg 

530 535 540 

Ser Ser Leu Leu Pro Gly Leu Leu Lys Ser Ala Ala Thr Asn Leu Asn 
545 550 555 560 

Arg Gin Ala Pro Ser Val Gin Ala Phe Glu lie Gly Thr Val Tyr Ala 

565 570 575 

Lys His Gly Glu Gin Cys Gin Glu Thr Gin Thr Leu Ala lie Leu Leu 

580 585 590 

Thr Glu Asp Gly Glu Ser Arg Ser Trp Leu Pro Lys Pro Ser Leu Ser 

595 600 605 

Phe Tyr Ser Leu Lys Gly Trp Val Glu Arg Leu Leu Tyr His His His 

610 615 620 

Leu Ser He Asp Ala Leu Thr Leu Glu Ser Ser Ala Leu Cys Glu Phe 
625 630 635 640 

His Pro Tyr Gin Gin Gly Val Leu Arg He His Lys Gin Ser Phe Ala 

645 650 655 

Thr Leu Gly Gin Val His Pro Glu Leu Ala Lys Lys Ala Gin He Lys 

660 665 670 

His Pro Val Phe Phe Ala Glu Leu Asn Leu Asp Leu Leu Cys Lys Met 

675 680 685 

Leu Lys Lys Thr Thr Lys Leu Tyr Lys Pro Tyr Ala He Tyr Pro Ser 

690 695 700 

Ser Phe Arg Asp Leu Thr Leu Thr Val Pro Glu Asp He Pro Ala Asn 
705 710 715 720 

Leu Leu Arg Gin Lys Leu Leu His Glu Gly Ser Lys Trp Leu Glu Ser 

725 730 735 

Val Thr He He Ser He Tyr Gin Asp Lys Ser Leu Glu Thr Arg Asn 

740 745 750 

Lys Asn Val Ser Leu Arg Leu Val Phe Gin Asp Tyr Glu Arg Thr Leu 

755 760 765 

Ser Asn Gin Asp He Glu Glu Glu Tyr Cys Arg Leu Val Ala Leu Leu 

770 775 780 

Asn Glu Leu Leu Thr Asp Thr Lys Gly Thr He Asn Ser 
785 790 795 

<210>637 
<211>328 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>637 

Arg Asp Tyr Gin Phe Met Lys Gin Leu Leu Phe Cys Val Cys Val Phe 

15 10 15 

A.la Met Ser Cys Ser Ala Tyr Ala Ser Pro Arg Arg Gin Asp Pro Ser 

20 25 30 

Val Met Lys Glu Thr Phe Arg Asn Asn Tyr Gly He He Val Ser Gly 

35 40 45 

Gin Glu Trp Val Lys Arg Gly Ser Asp Gly Thr He Thr Lys Val Leu 

50 55 60 

Lys Asn Gly Ala Thr Leu His Glu Val Tyr Ser Gly Gly Leu Leu His 
65 70 75 80 

Gly Glu He Thr Leu Thr Phe Pro His Thr Thr Ala Leu Asp Val Val 

85 90 95 

Gin He Tyr Asp Gin Gly Arg Leu Val Ser Arg Lys Thr Phe Phe Val 

100 105 110 

Asn Gly Leu Pro Ser Gin Glu Glu Leu Phe Asn Glu Asp Gly Thr Phe 

115 120 . 125 

Val Leu Thr Arg Trp Pro Asp Asn Asn Asp Ser Asp Thr He Thr Lys 

130 135 140 

Pro Tyr Phe He Glu Thr Thr Tyr Gin Gly His Val He Glu Gly Ser 
145 150 155 160 

Tyr Thr Ser Phe Asn Gly Lys Tyr Ser Ser Ser He His Asn Gly Glu 

165 170 175 

Gly Val Arg Ser Val Phe Ser Ser Asn Asn He Leu Leu Ser Glu Glu 
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180 l^^k 

Thr Phe Asn Glu Gly ^f^Met Val Lys Tyr Thr Thr Phe T^^^ro Asn 

195. 200 205 

Arg Asp Pro Glu Ser lie Thr His Tyr Gin Asn Gly Gin Pro His Gly 

210 215 220 

Leu Arg Leu Thr Tyr Leu Gin Gly Gly lie Pro Asn Thr lie Glu Glu 
225 230 235 240 

Trp Arg Tyr Gly Phe Gin Asp Gly Thr Thr lie Val Phe Lys Asn Gly 

245 250 255 

Cys Lys Thr Ser Glu lie Ala Tyr Val Lys Gly Val Lys Glu Gly Leu 

260 265 270 

Glu Leu Arg Tyr Asn Glu Gin Glu lie Val Ala Glu Glu Val Ser Trp 

275 280 285 

Arg Asn Asp Phe Leu His Gly Glu Arg Lys lie Tyr Ala Gly Gly lie 

290 295 300 

Gin Lys His Glu Trp Tyr Tyr Arg Gly Arg Ser Val Ser Lys Ala Lys 
305 310 315 320 

Phe Glu Arg Leu Asn Ala Ala Gly 
325 

<210>638 
<211>460 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>638 

Trp Glu Ser Ser Arg Ser Arg Val Thr Glu Asn Leu Lys Lys Met Arg 

15 10 15 

Ala Glu Lys Val Arg Glu Asn lie Ser Lys Val Asn Ser Glu Met Val 

20 25 30 

Met Leu Leu Pro Lys Asp Thr Arg Thr Trp Glu Met Glu Arg Arg Tyr 

35 40 45 

Met Ser Thr Tyr Glu Gin Leu Gly lie Leu He Lys Ala Lys Tyr Arg 

50 55 60 

Lys Lys Gin Glu Ala Ser Val Lys Lys Tyr Gin Val Ala Phe Glu Glu 
65 70 75 80 

Lys Arg Gin Ser Pro Met Pro Thr Leu Arg His Leu Glu Met Lys Asn 

85 90 95 

Glu Gly lie Cys Leu Lys Arg Leu Gin Gin Arg Val Asp Lys Met Gin 

100 105 110 

Arg Pro Tyr Glu Met Ala Gin Gin Ala Trp Asn Arg Ala Thr Asp Asn 

115 120 125 

Tyr Arg Pro Phe Leu Met Ala Leu Thr Arg He Glu His Glu Leu Arg 

130 135 140 

Leu Ala Asp Tyr Asn Asn Trp Gly Gin Pro Glu Asp Leu Cys He Ala 
145 150 155 160 

Tyr Ala Asn Val Glu Lys Arg Ala Glu Pro Tyr Lys Lys Ser Leu Leu 

165 170 175 

Glu He Arg Gin Val Leu Glu Asp Tyr Ala Lys Leu Arg Ser Ala He 

180 185 190 

Ser Phe He Gin Asp Lys Arg Leu Trp He Glu Lys Glu Ser Glu Asp 

195 200 205 

Leu Arg He Leu He Asn Pro Phe Phe Ser Ser Phe His Trp Glu Asp 

210 215 220 

Asp Ala Gly Gly Ser Arg Glu Met Asn Lys Tyr Val Pro Trp Trp Gin 
225 230 235 240 

Leu Ser Arg Val Thr Arg Lys Asp Leu Leu Ala Ala Leu Val Phe Gly 

245 250 255 

He Arg He Ala Leu Val Val Ala Gly, He Gly He Thr He Ala Leu 

260 265 270 

Ala He Gly He Met He Gly Leu Val Ser Gly Tyr Phe Gly Gly Thr 

275 . 280 285 

Val Asp Met He Leu Ser Arg Phe Thr Glu He Trp Glu Thr Met Pro 

290 295 300 

Val Leu Phe He Leu Met Leu Val He Ser He Thr Gin Gin Lys Ser 
305 310 315 320 
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L.eu Leu Leu Asn T^^Bal Leu Leu Gly Cys Phe Ser Tz^^^ir Gly Phe 
bSI^ 330 335 

Ser Arg Tyr Val Arg lie Glu Val Leu Lys Gin Arg Asp Arg Gly Tyr 

340 345 350 

Val Leu Ala Ala Thr Asn Leu Gly Tyr Ser His Tyr Tyr lie Met Val 

355 360 365 

His Gin lie Leu Pro Asn Ala lie Val Pro Val lie Ser Leu Val Pro 

370 375 380 

Phe Ala Met Met Ala Met lie Ser Cys Glu Ala Gly Leu Thr Phe Leu 
385 390 395 400 

Gly Leu Gly Glu Glu Ser Ser Ala Ser Trp Gly Asn Leu Met Arg Glu 

405 410 415 

Gly Val Thr Gly Phe Pro Ala Glu Ser Ala Val Leu Trp Pro Pro Ala 

420 425 430 

lie lie Leu Thr Met Leu Leu lie Ala lie Ala Leu lie Gly Asp Gly 

435 440 445 

Val Arg Asp Ala Leu Asp Pro Arg Leu Gin Asp Ser 
450 455 460 

<210>639 
<211>510 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>639 

Val Leu Lys Tyr lie Leu Lys Arg Leu Val Leu lie Pro Leu Thr Leu 

15 10 15 

Phe Ala lie Val Ser lie Asn Phe Val lie Leu Asn Ala Ala Pro Gly 

20 25 30 

Asp Val Leu Glu Glu Lys Ser Arg Asp Ala Leu Gly Glu Ala Gly Lys 

35 40 45 

Ser Asp Lys Met Arg Ser Tyr Lys Gly Pro Asp Arg Tyr Leu Gin Phe 

50 55 60 

Arg Glu His Tyr Gly Leu Thr Leu Pro lie Phe Phe Asn Thr Arg Pro 
65 70 75 80 

Lys lie Thr His Lys Lys lie Gin Thr Ala Leu Gin Glu Leu Ala Asn 

85 90 95 

'Ala Asn Asn Thr Thr Pro Ser Ala Lys Asn Ala Ala Lys Ser Leu Val 

100 105 110 

Tyr Trp Gly Asp Cys Ala Lys Phe Val Met Pro Ala Leu Leu Phe Glu 

115 120 125 

Ala Asp Asp Ala Ser Arg Asp Asp Lys Tyr Arg His lie Ala Ala Asp 

130 135 140 

Leu Phe lie Arg Gly Gly Val Leu Gin Gly Phe Val Gly Pro Asn Leu 
145 150 155 160 

Ser Pro Glu Gin Arg Ala Gin Asn Lys Glu lie Ala Glu Ser Asn Ala 

165 170 175 

Phe Leu Val Arg Gin Leu Asn Glu Glu Asp Leu Asp Thr Lys Val Glu 

180 185 190 

Ala Leu Lys Gly Trp Phe Gin Asp His Gly Gly Thr Glu Val Phe Cys 

195 200 205 

Tyr Ser Ser Lys Gin Phe Trp Lys Thr Phe Phe Leu Glu Thr Arg Phe 

210 215 220 

Ala Arg Tyr Met Ser Arg Val Leu Arg Leu Asp Phe Gly Thr Leu Arg 
225 230 235 240 

Asn Asp Ala His Lys Thr Val lie Ser Glu Val lie Lys Arg Leu Arg 

245 250 255 

Cys Ser Leu Val Leu Ser lie Leu Pro Met lie Val Gly Phe Val Leu 

260 265 , 270 

Cys Gin lie Phe Gly Met lie Met Ala Leu Lys Arg Asn Arg Trp lie 

275 280 285 

Asp His Ser Leu Asn Phe lie Phe Leu lie Leu Phe Ser lie Pro Val 

290 295 300 

Phe Val Ala Val Pro Trp lie Leu Asp Asn Phe Val lie Asn Lys Thr 
305 310 315 320 

lie Pro Phe Thr Thr lie Pro Met Pro Tyr Ser Gly Leu Arg Ser Pro 

778 



eNSOOClDi <WO 9927105A2_I_> 



wo 99/27105 PCT/IB98/01890 

325^^ 330 ^^^335 

Pro Glu Val Phe Asn^Ri Leu Ser Thr Leu Gly Arg lie W^Asp Leu 

340 345 350 

Val Ser His Gly Phe Leu Pro Phe Cys Ala Val Ser Tyr Gly Ala Leu 

355 360 365 

Ala Ala Gin Ser Arg Leu Ser Arg Ser lie Phe Leu Glu Val Leu Ser 

370 375 380 

Gin Asp Phe lie Cys Ala Ala Lys Ala Arg Gly Leu Arg Trp Phe Asp 
385 390 395 400 

lie Leu Tyr Lys His Val Gly Lys Asn Ala Ala Val Ser lie Val Thr 

405 410 415 

Ser Leu Ala Ser Ser Phe Arg Asn Val Thr Trp Arg Gly Val Gly Cys 

420 425 430 

Arg Asn Pro lie Gin Tyr Arg Trp Leu Trp Glu Leu Leu Leu Ser Gly 

435 440 445 

Asn Phe Lys Ser Arg Ser Gin Cys Ser Ser lie Phe Cys Ala Cys Arg 

450 455 460 

lie Gly Ser lie Phe Ser Gly lie Phe Ala Arg Arg Tyr Leu Leu Arg 
465 470 475 480 

Thr Leu Arg Ser Ser Ser Ser Ala Arg Gly Lys Glu Asp lie Asn Ala 

485 490 495 

Glu Ala Ser Phe Leu Leu Ser Thr Phe Ser lie Cys Leu Leu 
500 505 510 

<210>640 
<211>713 
<212>PRT 

<2 13>Chlamydia pneumoniae 
<400>640 

Lys Arg Arg Glu Ser Gly His Met Tyr Lys Arg Cys Val Leu Asp Lys 

15 10 15 

lie Leu Lys Gly He Val Ala Gly Ser Leu He Leu Leu Tyr Trp Ser 

20 25 30 

Ser Asp Leu Leu Glu Arg Asp He Lys Ser He Lys Gly Asn Val Arg 

35 40 45 

Asp He Gin Glu Asp He Arg Glu He Ser Arg Val Val Lys Gin Gin 

50 55 60 

Gin Thr Ser Gin Ala He Pro Ala Ala Pro Gly Val Met Leu Ala Pro 
65 70 75 80 

Lys Leu Val Arg Asp Glu Ala Phe Ala Leu Leu Phe Gly Asp Pro Ser 

85 90 95 

Tyr Pro Asn Leu Leu Ser Leu Asp Pro Tyr Lys Gin Gin Thr Leu Pro 

100 105 110 

Glu Leu Leu Gly Thr Asn Phe His Pro His Gly He Leu Arg Thr Ala 

115 120 125 

His Val Gly Lys Pro Glu Xaa Leu Ser Leu Leu Met Ala Leu He Cys 

130 135 140 

Arg Gly Leu Leu Arg Ser Leu Tyr Ser Ser Leu Ala Ser Pro His Val 
145 150 155 160 

Gly Lys Tyr Glu Glu Phe Ser Pro Asp Leu Ala Val Lys He Glu Glu 

165 170 175 

His Leu Val Glu Asp Gly Ser Gly Asp Lys Glu Phe His He Tyr Leu 

180 185 190 

Arg Pro Asn Val Phe Trp Arg Pro He Asp Pro Lys Ala Leu Pro Lys 

195 200 205 

His Val Gin Leu Asp Glu Val Phe Gin Arg Pro His Pro Val Thr Ala 

210 215 220 

His Asp He Lys Phe Phe Tyr Asp Ala Val Met Asn Pro Tyr Val Ala 
225 230 235 240 

Thr Met Arg Ala Val Ala Leu Arg Ser Cys Tyr Glu Asp Val Val Ser 

245 250 255 

Val Ser Val Glu Asn Asp Leu Lys Leu Val Val Arg Trp Lys Ala His 

260 265 270 

Thr Val He Asn Glu Glu Gly Lys Glu Glu Arg Lys Val Leu Tyr Ser 
275 280 285 
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<210>641 
<211>210 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>641 

Gin Phe Pro Arg He His Ala Asp Asp He He Asn Ser Met Asp Glu 

15 10 15 

He Thr Pro Asn Tyr Pro Leu Leu Arg Gin Asp Ser Leu Trp Asn Arg 

20 25 30 

Val Arg Val Ser Trp Arg Ala Asp Leu Ser Val Ser Ser Arg Tyr Glu 
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Asn Asp Val Glu Tt^^Kt Ser Lys Leu Gly lie Leu Ty e Gin Gin 

290 295 300 

Gly Met Asn Ala Lys Gly Leu Arg lie Tyr Glu Glu lie Lys Lys Arg 
305 310 315 320 

Asp Tyr Lys Lys Ser Gin Lys Leu lie Lys Phe Tyr Gly Val Glu Tyr 
325 330 335 

Lys Tyr 

<210>643 
<211>350 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>643 

Trp Lys lie Met Arg Leu lie Val Leu Met Gin Cys Leu Val Ser Leu 

15 10 15 

Phe Leu Ala Lys Lys Val Thr Val Thr Thr Pro Ala Tyr Leu Leu Ala 

20 25 30 

Asn Phe Gly Gly Pro Arg His Ala Lys Asp Leu Gin Glu Phe Leu lie 

35 40 45 

Ser Leu Leu Thr Asp Arg Asp Val Thr Gly Thr Phe Leu Pro Arg Val 

50 55 60 

Leu His Arg His Leu Phe Thr Phe lie Ala Lys Lys Arg Val Pro Lys 
65 70 75 80 

Val Leu Pro Gin Tyr Gin Ser Leu Gin Asn Trp Ser Pro lie Tyr Phe 

85 90 95 

Asp Thr Glu Thr Leu Ala Lys Thr Leu Ser Glu lie Leu Arg Ala Pro 

100 105 110 

Val lie Pro Phe His Arg Tyr Leu Pro Ser Thr His Glu Lys Thr Leu 

115 120 125 

Leu Ala Leu Arg Thr Leu His Thr Arg His Val lie Gly lie Pro Leu 

130 135 140 

Phe Pro His Phe Thr Tyr Ser Val Thr Gly Ser lie Val Arg Phe Phe 
145 150 155 160 

Met Lys His Val Pro Glu lie Pro lie Ser Trp lie Pro Gin Phe Gly 

165 170 175 

Ser Asp Ser Lys Phe Val Ser Leu lie Thr Cys His lie Arg Asp Phe 

180 185 190 

Leu Gin Lys Leu Gly He Leu Glu Lys Glu Cys Cys Phe Leu Phe Ser 

195 200 205 

Val His Gly Leu Pro Val Arg Tyr He Ser Gin Gly Asp Pro Tyr Ser 

210 215 220 

Lys Gin Cys Tyr Glu Ser Phe Ser Ala He Thr Thr Asn Phe Lys Gin 
225 230 235 240 

Ser Glu Asn Phe Leu Cys Phe Gin Ser Lys Phe Gly Pro Gly Lys Trp 

245 250 255 

Leu Ser Pro Ser Thr Ala Gin Leu Cys Gin Asn He Asp Thr Asp Lys 

260 265 270 

Pro Asn Val He Val Val Pro Phe Gly Phe He Ser Asp His Leu Glu 

275 280 285 

Thr Leu Tyr Glu He Glu Arg Asp Tyr Leu Pro Leu Leu Arg Ser Arg 

290 295 300 

Gly Tyr Arg Ala Leu Arg He Pro Ala He Tyr Ser Ser Pro Leu Trp 
305 310 315 320 

Val Ser Thr Leu Val Asp He Val Lys Glu Asn Ser Thr Val Val Ala 

325 330 335 

Glu Glu Leu He Lys Ser Gly Lys Lys His Thr Gly He Arg 
340 345 . 350 

<210>644 
<211>257 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>644 

Asn Ser Glu Ala Gin Leu Asn Val Lys He Lys Phe Ser Trp Lys Val 
15 10 15 
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He 
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Lys 


Glu 


Asn 


Leu 


Asn 


He 


Asn 


He 


65 










70 
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Gin 


Asp 


Trp 


Val 


His 


Leu 


Phe 


Glu 


Asn 


Leu 


Asp 


Asp 


Lys 


Lys 










85 










90 










95 




Thr 


Gin 


Gly 


Ala 


Phe 


Thr 


Ser 


Val 


Leu 


Pro 


Thr 


Leu 


Glu 


Met 


Leu 


Glu 








100 










105 
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Tyr 


Gin 


Phe 


Ser 


Asp 


Pro 


He 


Leu 


Leu 


Thr 


Gly 


Pro 


Val 


Leu 


Val 






115 










120 










125 
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Ala 


Gin 


Asp 


Ser 


Pro 


Tyr 


Gin 


Ser 


He 


Glu 


Asp 


Leu 


Lys 


Gly 


Arg 




130 










135 










140 










Leu 


He 


Gly 


Val 


Tyr 


Lys 


Phe 


Asp 


Ser 


Ser 


Val 


Leu 


Val 


Ala 


Gin 


Asn 


145 










150 
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Asp 


Ala 


Val 


He 


Ser 


Leu 


Tyr 
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His 


Val 


Pro 


He 


Ala 


Leu 
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Ala 


Leu 
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Ser 


Asn 


Cys 


Tyr 


Asp 


Ala 


Leu 


Leu 


Ala 


Pro 


Val 


He 








180 










185 










190 






Glu 


Val 


Thr 


Ala 


Leu 


He 


Glu 


Thr 


Ala 


Tyr 


Lys 


Gly Arg 


Leu 


Lys 


He 






195 










200 










205 








He 


Ser 


Lys 


Pro 


Leu 


Asn 


Ala 


Asp 


Gly 


Leu 


Arg 


Leu 


Ala 


He 


Leu 


Lys 




210 










215 










220 










Gly 


Thr 


Asn 


Gly Asp 


Leu 


Leu 


Glu 


Gly 


Phe 


Asn 


Ala 


Gly 


Leu 


Val 


Lys 


225 










230 










235 










240 


Thr 


Arg 


Arg 


Ser 


Gly 


Lys 


Tyr 


Asp 


Ala 


He 


Lys 


Gin 


Arg 


Tyr 


Arg 


Leu 










245 










250 










255 





Pro 



<210>645 
<211>196 
<212>PRT 

<213>ChlaTnydia pneumoniae 
<400>645 



Leu 


Arg 


Lys 


Leu 


Cys 


Ser 


Ser 


Arg 


Gly Asp 


Val 


Arg 


He 


Leu 


Ala 


Gly 


1 








5 










10 










15 




Lys 


Tyr 


Lys 


Gly 
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Ser 


Leu 


Lys 


Thr 


Phe 


Ser 


Asn 


Pro 


His 


He 


Arg 








20 










25 
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Thr 


Ser 


Gly 


Leu 


Val 


Lys 


Glu 


Ala 


Phe 


Phe 


Ser 


He 


Cys 


Arg 


Glu 






35 










40 










45 








Asp 


He 


Glu 


Gly 


Ala 


Ala 


Phe 


Leu 


Asp 


Leu 


Phe 


Ala 


Gly 


Met 


Gly 


Ala 




50 










55 










60 










He 


Gly 


Phe 


Glu 


Ala 


Leu 


Ser 


Arg 


Gly Ala 


Ala 


Ser 


Val 


Val 


Phe 


Val 


65 










70 










75 










80 


Asp 


He 


Ser 


He 


Lys 


Ala 


He 


Gin 


Leu 


He 


His 


Thr 


Asn 


Ser 


Ala 


Leu 










85 










90 










95 




Leu 


Gly Glu 


Gin 


Leu 


Pro 


Val 


Val 


He 


Phe 


Arg 


Gin 


Asp 


Ala 


Gin 


Ser 








100 










105 










110 






Ala 


He 


Gin 


Arg 


Leu 


He 


Lys 


Gin 


Lys 


Arg 


Ser 


Phe 


Asp 


Leu 


He 


Tyr 






115 










120 










125 








He 


Asp 


Pro 


Pro 


Tyr 


Glu 


Leu 


Cys 


Asn 


Cys 


Tyr 


Val 


Glu 


Thr 


Leu 


Leu 




130 










135 










140 










Gin 


Lys 


He 


Val 


Ser 


Gly 


Asn 


He 


Leu 


Asn 


Pro 


Glu 


Gly 


Thr 


Leu 


Phe 


145 










150 










155 
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Leu 


Glu 


Asn 


Ala 


Ser 


Asp 


Glu 


Glu 


He 


Ala 


Cys 


Glu 


Gly 


Leu 


Thr 


Leu 










165 
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Arg 


Arg 


Arg 


Arg 


Lys 


Leu 


Gly 
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Thr 


Tyr 
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Glu 
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He 


Val 








180 
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Glu 
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Pro 



























195 



<210>646 
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<211>262 



<212>PRT 

<2 13 >ChlaTnydia pneumoniae 
<400>646 
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He 
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Glu 
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Val 
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Val 
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Glu 


Val 


Met 
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<210>647 
<211>330 



<212>PRT 

<213>Chlamydia pneumoniae 
<400>647 
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165 170 ^^175 

lie Ala Leu Thr Gin Pro His Ala Glu Lys Arg Gly M^Asn Cys 

. 180 185 190 

Tyr Asp Asp Asn Gly Met lie Tyr Ser Lys Asn His His Leu Pro Gly 

195 200 205 

Ala He He Thr Asp Ser Met He Ser Ser Ser Leu Leu Cys Glu Gly 

210 215 220 

Cys Val He Asn Thr Ser His Val Ser Arg Ser Val Leu Gly He Arg 
225 230 235 240 

Ser Lys He Gly Glu Asn Ser Val Val Asp Gin Ser He He Met Gly 

245 250 255 

Asn Ala Arg Tyr Gly Ser Pro Ser Met Pro Ser Leu Gly He Gly Lys 

260 265 270 

Asp Cys Glu He Arg Lys Ala He He Asp Glu Asn Cys Cys He Gly 

275 280 285 

Asn Gly Val Lys Leu Gin Asn Leu Lys Gly Tyr He Lys Tyr Asp Ser 

290 295 300 

Pro Asp Lys Lys Leu Phe Val Arg Asp Asn He He He Val Pro Gin 
305 310 315 320 

Gly Thr His He Pro Asp Asn Tyr He Phe 
325 330 

<210>648 
<211>225 
<212>PRT 

<2 13>Chlamydia pneumoniae 
<400>648 

Val Ser Phe Leu Tyr Phe Val Lys Asn Gly Arg Arg Leu Trp Arg Met 

1 5 10 15 

Met Asn Tyr Glu Asp Ala Lys Leu Arg Gly Gin Ala Val Ala He Leu 

20 25 30 

Tyr Gin He Gly Ala He Lys Phe Gly Lys His He Leu Ala Ser Gly 

35 40 45 

Glu Glu Thr Pro Leu Tyr Val Asp Met Arg Leu Val He Ser Ser Pro 

50 55 60 

Glu Val Leu Gin Thr Val Ala Thr Leu He Trp Arg Leu Arg Pro Ser 
65 70 75 80 

Phe Asn Ser Ser Leu Leu Cys Gly Val Pro Tyr Thr Ala Leu Thr Leu 

85 90 95 

Ala Thr Ser He Ser Leu Lys Tyr Asn He Pro Met Val Leu Arg Arg 

100 105 110 

Lys Glu Leu Gin Asn Val Asp Pro Ser Asp Ala He Lys Val Glu Gly 

115 120 125 

Leu Phe Thr Pro Gly Gin Thr Cys Leu Val He Asn Asp Met Val Ser 

130 135 140 

Ser Gly Lys Ser He He Glu Thr Ala Val Ala Leu Glu Glu Asn Gly 
145 150 155 160 

Leu Val Val Arg Glu Ala Leu Val Phe Leu Asp Arg Arg Lys Glu Ala 

165 170 175 

Cys Gin Pro Leu Gly Pro Gin Gly He Lys Val Ser Ser. Val Phe Thr 

180 185 190 

Val Pro Thr Leu He Lys Ala Leu He Ala Tyr Gly Lys Leu Ser Ser 

195 200 205 

Gly Asp Leu Thr Leu Ala Asn Lys He Ser Glu He Leu Glu He Glu 
210 215 220 

Ser 
225 

<210>649 
<211>464 
<212>PRT 

<213>ChlaTnydia pneumoniae 
<400>649 

Met Lys Glu Glu Arg Ser Ser Glu He Leu Pro Arg Val Lys Glu Thr 

15 10 15 

Lys Lys His Ala Tyr Val Ser Met Gin Glu Lys Ser Cys Val Gly Glu 
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Cys Ala Val Val AjSPser Glu Ser Glu Glu Ala Glu Serial Thr Val 

35 40 45 

Thr Lys lie Ala Lys Leu Gin Arg Met Gly lie Glu Glu Leu Asn lie 

50 55 60 

Leu Ala Arg Gin Tyr Gly Val Lys Asn lie Gly Ser Leu Thr Lys Ser 
65 70 75 80 

Gin Val Val Phe Glu lie Val Lys Ala Lys Ser Glu Arg Pro Asp Glu 

85 90 95 

Leu Leu lie Gly Glu Gly Val Leu Glu Val Leu Pro Asp Gly Phe Gly 

100 105 110 

Phe Leu Arg Ser Pro Thr Tyr Asn Tyr Leu Pro Ser Ala Glu Asp lie 

115 120 125 

Tyr Val Ser Pro Ala Gin lie Arg Arg Phe Asp Leu Lys Lys Gly Asp 

130 135 140 

Thr lie lie Gly Thr lie Arg Ser Pro Lys Glu Lys Glu Lys Tyr Phe 
145 150 155 160 

Ala Leu Leu Lys Val Asp Lys lie Asn Gly Ser Thr Pro Asp Lys Ala 

165 170 175 

Lys Glu Arg Val Leu Phe Glu Asn Leu Thr Pro Leu Tyr Pro Asn Gin 

180 185 190 

Arg lie Val Met Glu Met Gly Lys Asp His Leu Ala Glu Arg Val Leu 

195 200 205 

Asp Leu Thr Ala Pro lie Gly Lys Gly Gin Arg Gly Leu He Val Ala 

210 215 220 

Pro Pro Arg Ser Gly Lys Thr Val He Leu Gin Ser He Ala His Ala 
225 230 235 240 

He Ala Val Asn Asn Pro Asp He Val Leu He Val Leu Leu He Asp 

245 250 255 

Glu Arg Pro Glu Glu Val Thr Asp Met He Arg Gin Val Arg Gly Glu 

260 265 270 

Val Val Ala Ser Thr Phe Asp Glu Gin Pro Glu Arg His He Gin Val 

275 280 285 

Ala Glu Met Val He Glu Lys Ala Arg Arg Leu Val Glu His Gly Asn 

290 295 300 

Asp Val Val He Leu Leu Asp Ser He Thr Arg Leu Ala Arg Ala Tyr 
305 310 315 320 

Asn Thr Val Gin Pro His Ser Gly Lys He Leu Thr Gly Gly Val Asp 

325 330 335 

Ala Ser Ala Leu His Lys Pro Lys Arg Phe Phe Gly Ala Ala Arg Asn 

340 345 350 

He Glu Gly Gly Gly Ser Leu Thr He Leu Ala Thr Ala Leu He Asp 

355 360 365 

Thr Gly Ser A.rg Met Asp Glu Val He Phe Glu Glu Phe Lys Gly Thr 

370 375 380 

Gly Asn Met Glu Leu Val Leu Asp Arg Arg Leu Ser Asp Arg Arg Thr 
385 390 395 400 

Tyr Pro Ala He Asp Leu He Lys Ser Gly Thr Arg Lys Glu Glu Leu 

405 410 415 

Leu Tyr His Pro Ser Glu Leu Glu Arg Val Tyr Leu Phe Arg Gin Ala 

420 425 430 

He Ala Asp Leu Thr Thr He Asp Ala Met His Leu Leu Leu Gly Arg 

435 440 445 

Leu Lys Lys Thr Asn Ser Asn Ala Glu Phe Leu Leu Ser Leu Lys Glu 

450 455 460 

<210>650 
<211>238 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>650 

Arg Arg Asn Arg Arg Asp Ala Lys Thr Ser Glu Arg Glu Asp Gly He 

15 10 15 

Ser Tyr Asp Phe He Arg Ser Tyr Ser Cys Glu Tyr Leu Asn Trp Lys 
20 25 30 
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Lys Leu Gly Arg Met Lys Leu Leu Lys Val Ser lie ^^BGly Asp 

35 40 45 

Leu Ser Ser Gly Lys Thr Glu Ala Cys Gin Val Phe Gin Glu Leu Gly 

50 55 60 

Ala Tyr Val Val Ser Ala Asp Glu lie Ser His Ser Phe Leu lie Pro 
65 70 75 80 

His Thr Arg lie Gly Arg Arg Val lie Asp Leu Leu Gly Ser Asp Val 

85 90 95 

Val Val Asp Gly Ala Phe Asp Ala Gin Ala lie Ala Ala Lys Val Phe 

100 105 110 

Tyr Asn Ser Val Leu Leu Gin Gly Leu Glu Ala lie Leu His Pro Glu 

115 120 125 

Val Cys Arg lie lie Glu Glu Gin Tyr His Gin Ser lie Gin Asp Gly 

130 135 140 

Asn Tyr Pro Phe Phe Val Ala Glu Val Pro Leu Leu Tyr Glu lie His 
145 150 155 160 

Tyr Ala Lys Trp Phe Asp Ser Val lie Leu Val Met Ala Asn Glu Asp 

165 170 175 

He Arg Arg Glu Arg Phe Met Lys Lys Thr Gly Arg Ser Ser Glu Asp 

180 185 190 

Phe Asp Gin Arg Cys Ser Arg Phe Leu Asn Val Glu Glu Lys Leu Ala 

195 200 205 

Gin Ala Asp Val Val Val Glu Asn Asn Gly Thr Lys Lys Glu Leu His 

210 215 220 

Gin Lys He Glu Glu Tyr Phe Tyr Ala Leu Lys Gly Ala Leu 
225 230 235 

<210>651 
<211>870 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>651 

Met Lys Lys Leu Phe Val Leu Asp Ala Ser Gly Phe He Phe Arg Ala 

15 10 15 

Tyr Phe Ala Leu Pro Glu Met Lys Asn His Gin Gly Gin Ala Thr Gin 

20 25 30 

Ala Val Phe Gly Phe He Arg Ser Leu Asn Lys Leu He Lys Glu Phe 

35 40 45 

Ser Pro Glu Tyr Met He Ser Val Phe Asp Gly Pro Asn Asn Lys Gin 

50 55 60 

Ser Arg Gin Ala He Tyr Ala Asp Tyr Lys Ser Asn Arg Gin Lys Lys 
65 70 75 80 

Phe Glu Asp He Pro Pro Gin He Ala Leu Val Lys Glu Tyr Cys Ser 

85 90 95 

Leu He Gly Leu Ala Tyr Leu Glu Lys Glu Ser Val Glu Ala Asp Asp 

100 105 110 

Val He Ala Ser He Ala Lys Lys Ala Arg Glu Glu Asn Tyr Lys Val 

115 120 125 

Tyr Val Cys Thr Ala Asp Lys Asp Leu Leu Gin Leu Val Asn Asp His 

130 135 140 

Val Val Ala Trp Asn Pro Trp Ala Asp Gin Gly Val Val Gly He Ser 
145 150 155 160 

Glu Val He Glu Arg Tyr Gly He Pro Pro Gly Asn He Pro Asp Tyr 

165 170 175 

Leu Ala Leu Val Gly Asp Ser Ser Asp Asn He Pro Gly Leu Pro Gly 

ISO 185 190 

Cys Gly Pro Lys Lys Ala Ala Ala Leu Leu Lys Gin Phe Gly Ser Val 

195 200 . 205 

Glu Gly Leu Leu Glu Asn Leu Asp Ala Val Lys Gly Leu Ser Gin Thr 

210 215 220 

Met Leu Ser Glu Arg Gin Glu Thr Leu Lys Leu Ser Lys Arg Leu Ala 
225 230 235 240 

Leu Leu Asp Ser Asn He Pro He Pro Val Pro He Glu Ser Leu Thr 

245 250 255 

Phe Pro Gin His Pro Val Asp Glu Glu Lys Leu He His Phe Tyr He 
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260 

Gin Gin Gly Phe L; 
275 . 




I 265 I 

'hr Leu Val Pro Ser Lys Gin ThJ? 

280 285 




u Ala Ala 



Thr Val Asp Val Gin lie lie Lys Asp Ala Glu Ser Leu Thr Asn lie 

290 295 300 

Leu Asn Leu Val Gin Gly Gly Asp lie Ala Phe Ala Val Ala Tyr Thr 
305 310 315 320 

Gly Asn His Leu Leu Ser Leu Lys Leu Glu Gly Leu Ala Leu Thr Gin 

325 330 335 

Gly Ser Gly Val Phe Phe lie Ala Leu Glu Glu Glu Gly Thr Lys lie 

340 345 350 

Leu Pro lie Leu Lys Asp Phe Phe Leu Arg Glu Asp Leu Thr Phe Tyr 

355 360 365 

Gly Tyr Asn Leu Lys Arg Asp Cys His Ala Leu Leu Asn Ala Gly lie 

370 375 380 

Val He Arg Glu He Ser Tyr Asp Leu Ala Leu Ala Glu His Leu Thr 
385 390 395 400 

Asn Gly Gly Gly Lys He Ser Phe Gin Ser Leu Leu Val Asn His Gly 

405 410 415 

Phe Thr Glu Thr Ala His Arg Phe Ala Lys Glu Trp Gly Asn Ser Gly 

420 425 430 

Leu Pro He Gly Arg Leu Pro Glu Gin Pro Glu Gin Tyr Phe Gly Glu 

435 440 445 

Phe Val Ala Tyr Leu Pro He He Lys Asp Ala He Leu Glu Glu He 

450 455 460 

Asn Arg Lys Asn Leu Asn His He Leu Ser Asp He Glu Met Pro Leu 
465 470 475 480 

Glu Lys Val Leu Phe Ser Met Glu Arg Ala Gly Val Pro Leu Asp Val 

485 490 495 

Glu Glu Leu Ala He Leu Glu Ala Leu Phe Glu Thr Glu Leu Ala Val 

500 505 510 

Leu Thr Glu Glu He Tyr Asp Leu Ser Gly Arg Pro Phe Asn He Lys 

515 520 525 

Ser Pro Lys Gin Leu Ser Asp He Leu Tyr Asn Glu Leu Gly Leu Arg 

530 535 540 

Pro He Asp Lys Ala Lys Ser Thr Arg Ala Glu Val Leu Glu Ala Leu 
545 550 555 560 

Arg Ser Glu His Pro He He Glu Lys Leu Leu Ala Phe Arg Thr He 

565 570 575 

Glu Lys Leu Leu Ser Thr Tyr Val Lys Ala Leu Pro Lys Gin Val Asp 

580 585 590 

Ser His Thr Gin Arg He His Pro Ser Phe Asp Gin Thr Gly Ala Val 

595 600 605 

Thr Gly Arg Leu Ala Cys Arg Asp Pro Asn Leu Gin Asn He Pro He 

610 615 620 

Arg Ser Glu Arg Gly He Leu Leu Arg Lys Ala Phe Arg Leu Ser Glu 
625 630 635 640 

Lys Asn Ser Tyr Phe Leu Ser Ala Asp Tyr Ser Gin He Glu Leu Arg 

645 650 655 

Phe Leu Ala His Leu Ser Gin Asp Lys Ser Leu Lys Phe Ala Phe Glu 

660 665 670 

Ser Gly Glu Asp He His Ala Phe Thr Ala Ser Gin Val Phe His Val 

675 680 685 

Pro Leu Glu Gin Val Ser Lys Glu Gin Arg Met Gin Ala Lys Thr Val 

690 695 700 
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Leu Ser His Tyr Gly Tyr Glu Leu Gly Leu Leu Ser Glu Glu Arg Tyr 

450 455 460 

Glu Leu Val Lys Lys Gin Asn Gin Leu Leu Glu Glu Glu Lys Val Arg 
465 470 475 480 

Leu Gin Lys Thr Phe Arg Gin Tyr Gly Gin Ser Val Val Ser Leu Ala 

485 490 495 

Lys Ala Leu Ser Arg Pro Glu Val Ser Tyr Asp Met Leu Arg Glu Ala 
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t 505 ^^B. 
Asp Leu Gly Ala Val Leu Asn a1H^S€ 



500 

Phe Pro Asn Asp lie A'^^Asp Leu Gly Ala Val Leu Asn AW^er Leu 

515 520 525 

Glu Met Glu lie Lys Tyr Ser Gly Tyr lie Asp Arg Gin Lys lie Leu 

530 535 540 

lie Gin Ser Leu Glu Lys Ala Glu Ser Leu Leu lie Pro Glu Asp Leu 
545 550 555 560 

Asp Tyr Lys Gin lie Thr Ala Leu Ser Leu Glu Ala Gin Glu Lys Leu 

565 570 575 

Ala Lys Phe Thr Pro Arg Thr Leu Gly Ser Ala Ser Arg He Ser Gly 

580 585 590 

He Ala Ser Ala Asp He Gin Val Leu Met He Ala Leu Lys Lys His 

595 600 605 

Ala His His 

610 
<210>656 
<211>217 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>656 

Lys Asn Met Pro Thr Thr Asn Cys He Phe Leu Asp Leu Arg Gly His 

15 10 15 

Ser He Leu His Gin Leu Gin He Glu Glu Ala Leu Leu Arg Val Ala 

20 25 30 

Asn Gin Asn Phe Cys He He Asn Ser Gly Ala Lys Asp Ser He Val 

35 40 45 

Leu Gly He Ser Arg Asn Leu Asn Gin Asp Val His He Ser Arg Ala 

50 55 60 

Gin Ala Asp His He Pro He He Arg Arg Tyr Ser Gly Gly Gly Thr 
65 70 75 80 

Val Phe He Asp Ser Asn Thr Leu Met Val Ser Trp He Met Asn Ser 

85 90 95 

Ser Glu Ala Ser Ala Gin Pro Gin Glu Leu Leu Ala Trp Thr Tyr Gly 

100 105 110 

He Tyr Ser Pro Leu Leu Pro Asn Thr Phe Ser He Arg Glu Asn Asp 

115 120 125 

Tyr Val Leu Gly His Lys Lys He Gly Gly Asn Ala Gin Tyr He Gin 

130 135 140 

Arg His Arg Trp Val His His Thr Thr Phe Leu Trp Asp He Asp Leu 
145 150 155 160 

Asp Lys Leu Ser Tyr Tyr Leu Pro He Pro Gin Gin Gin Pro Thr Tyr 

165 170 175 

Arg Asn Gin Arg Ser His Glu Glu Phe Leu Thr Thr Leu Arg Pro Trp 

180 185 190 

Phe Pro Ser Arg Asp Asp Phe Leu Glu Arg He Lys Ala Ser Gly Ser 

195 200 205 

Leu Leu Phe Tyr Leu Gly Arg He Ser 

210 215 
<210>657 
<211>144 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>657 

Met Glu Gin Thr Leu Ser He He Lys Pro Asp Ser Val Ser Lys Ala 

15 10 15 

His He Gly Glu He Leu Ser He Phe Glu Gin Ser Gly Leu Arg He 

20 25 30 

Ala Ala Met Lys Met Met His Leu Ser Gin Thr Glu Ala Glu Gly Phe 

35 40 45 

Tyr Phe Val His Arg Glu Arg Pro Phe Phe Gin Glu Leu Val Asp Phe 

50 55 60 

Met Val Ser Gly Pro Val Val Val Leu Val Leu Glu Gly Ala Asn Ala 
65 70 75 80 

Val Ser Arg Asn Arg Glu Leu Met Gly Ala Thr Asn Pro Ala Glu Ala 
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Il^^rg Ala Lys Phe Gly Glu Ser Ile~l:i 



95 

Ala Ser Gly Thr Il'^Trg Ala Lys Phe Gly Glu Ser Ile^^ly Val Asn 

100 105 110 

Ala Val His Gly Ser Asp Thr Leu Glu Asn Ala Ala Val Glu lie Ala 

115 120 125 

Tyr Phe Phe Ser Lys lie Glu Val Val Asn Ala Ser Lys Pro Leu Val 

130 135 140 

<210>658 
<211>207 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>658 

Met Tyr Asp Tyr lie Arg Gly Thr Leu Thr Tyr Val His Thr Gly Ala 

15 10 15 

He Val He Glu Cys Gin Gly He Gly Tyr His He Ala He Thr Glu 

20 25 30 

Arg Trp Ala He Glu Cys He Arg Ala Leu His Gin Asp Phe Leu Val 

35 40 45 

Phe Thr His Val He Phe Arg Glu Thr Glu His Leu Leu Tyr Gly Phe 

50 55 60 

His Ser Arg Glu Glu Arg Glu Cys Phe Arg He Leu He Ser Phe Ser 
65 70 75 80 

Gly He Gly Pro Lys Leu Ala Leu Ala He Leu Asn Ala Leu Pro Leu 

85 90 95 

Lys Val Leu Cys Ser Val Val Arg Ser Glu Asp He Arg Ala Leu Ala 

100 105 110 

Ser Val Ser Gly He Gly Lys Lys Thr Ala Glu Lys Leu Met Val Glu 

115 120 125 

Leu Lys Gin Lys Leu Pro Asp Leu Leu Pro Leu Asp Ser Arg Val Glu 

130 135 140 

Thr Ser Gin Thr His Thr Thr Ser Ser Cys Leu Glu Glu Gly He Gin 
145 150 155 160 

Ala Leu Ala Ala Leu Gly Tyr Ser Lys He Ala Ala Glu Arg Met He 

165 170 175 

Ala Glu Ala He Lys Asp Leu Pro Glu Gly Ser Ser Leu Thr Asp He 

180 185 190 

Leu Pro He Ala Leu Lys Lys Asn Phe Ser Gly Val Asn Lys Asp 
195 200 205 

<210>659 
<211>168 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>659 

Val Ser Glu Leu He He Gly Val Asp Pro Gly Thr He Val Ala Gly 

15 10 15 

Tyr Ala He He Ala Val Glu Gin Arg Tyr Gin Leu Arg Pro Tyr Ser 

20 25 30 

Tyr Gly Ala He Arg Leu Ser Ser Asp Met Pro Leu Pro Met Arg Tyr 

35 40 45 

Lys Thr Leu Phe Glu Gin Leu Ser Gly Val Leu Asp Asp Thr Gin Pro 

50 55 60 

Asn Ala Met Val Leu Glu Thr Gin Phe Val Asn Lys Asn Pro Gin Ser 
65 70 75 80 

Thr Met Lys Leu Ala Met Ala Arg Gly He Val Leu Leu Ala Ala Ala 

85 90 95 

Gin Arg Asp He Leu He Phe Glu Tyr Ala Pro Asn Val Ala Lys Lys 

100 105 . 110 

Ala Val Val Gly Lys Gly His Ala Ser Lys Arg Gin Val Gin Val Met 

115 120 125 

Val Ser Lys He Leu Asn Val Pro Glu Val Leu His Pro Ser Asn Glu 

130 135 140 

Asp He Ala Asp Ala Phe Ala Leu Ala He Cys His Thr His Val Ala 
145 150 155 160 

Arg Ser Pro Leu Cys Gly Val Arg 
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165 



<210>660 
<211>323 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>660 

Arg Tyr Ser Val Arg Leu Leu Ser lie Leu Lys Leu His Leu Phe Ser 

15 10 15 

Leu Arg Ser Ser Ser Ser Leu Ser Pro His Tyr Tyr His Ser Cys Ser 

20 25 30 

Arg Ser Met Leu His Leu Leu Cys Arg Trp Lys Asp Ala Asp lie Met 

35 40 45 

Glu Trp Gin Gin lie Cys Asn lie Leu Ser Gly Val Cys Ser Arg Met 

50 55 60 

Ser Gly Lys Leu Val Ser Leu Gin Lys Glu Thr Gin Asp Ser Cys His 
65 70 75 80 

Gin Glu His Glu Arg lie His Leu Gin Tyr Arg Glu Gin Leu Ser Ala 

85 90 95 

Leu Glu Glu Glu Tyr Arg Arg Arg Glu Glu Ala Lys Asn Gin Asp Leu 

100 105 110 

Glu Lys Leu Gin Gin Glu Asn Thr Trp Leu Gin Asn Arg Leu Ala Glu 

115 120 125 

Lys Leu Gin Gin lie Arg His Gin Ser Asp lie lie Asp Glu lie Lys 

130 135 140 

Lys Glu Leu Leu Gin Ser Val Gin Arg Thr Glu lie Ser Glu Gly Arg 
145 150 155 160 

Arg Leu Cys Tyr Glu His Lys lie Lys Gin Leu Glu Glu Gin Leu Gin 

165 170 175 

Arg Tyr Val Ser Gin His Gly Ala Pro Ser lie Glu He Glu Glu Asp 

180 185 190 

Lys Ser Ser Ala Ala Tyr Ala Glu He Asn Arg Leu Lys Lys Ser Leu 

195 200 205 

lie Asp Leu Gin Gin Glu Lys Asp He Tyr He Lys Thr Tyr His Ser 

210 215 220 

Glu He Ala Lys Leu Arg Glu Lys Leu Gin Arg Gin Glu Gly Ala Gin 
225 230 235 240 

Thr Ser Ser Glu Val Cys Ser He Glu Lys Leu Thr Glu Val Gin Thr 

245 250 255 

Asp Leu Ala Glu Lys Lys Lys Ala He Ala Leu Leu Gin Asp He Val 

260 265 270 

Glu Asp Gin Tyr Cys Gin Leu Arg Asp Leu His Lys Glu Lys Gly Met 

275 280 285 

Ala Met Pro Ser Asn Thr Lys Leu Asp His Leu Lys Gly Leu Leu Gly 

290 295 300 

Lys Glu Pro Glu Ser Glu Val Asp Val Val Phe Ser Glu Ser Lys Ser 
305 310 315 320 

Leu Gly Ser 



<210>661 
<211>282 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>661 



Lys 


Gly Tyr 


Asn 


Tyr 


Val 


Tyr 


Phe 


Thr 


Arg 


Asp Pro 


Val 


He 


Glu 


Thr 


1 






5 










10 








15 




Val 


He Thr 


Ser 


Arg 


Glu 


Gly 


Tyr 


Lys 


Leu 


Ser Val 


Arg 


Asn 


Thr 


Lys 






20 










25 








30 






His 


Phe Ser 


Gin 


Asp 


Pro 


Phe 


Met 


Val 


Glu 


Ala He 


Glu 


Val 


He 


Ser 




35 










40 








45 








Leu 


Gly Asn 


He 


Cys 


Phe 


Phe 


Arg 


Asn 


Cys 


Asp His 


Ser 


Lys 


Pro 


Phe 




50 








55 








60 










Leu 


Val Pro 


Ala 


Gly 


Asp 


Tyr 


Glu 


Val 


Met 


Glu Val 


Arg 


Asp 


Thr 


Lys 


65 








70 










75 








80 


He 


Asn Leu 


Lys 


Ala 


Val 


Gly 


Leu 


Asp 


Arg 


Gly Val 


Lys 


He 


Ala 


Gly 
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jel^le Lys Leu Thr Lys Ser Thr Pr^HLe 



95 

Gly Arg Glu Ala L^l^lle Lys Leu Thr Lys Ser Thr Pr^^eu Pro Val 

100 105 110 

lie Asp Glu Lys Pro Leu Ala Asp Ser Pro Glu Glu Gly Thr Glu Pro 

115 120 125 

Thr Ser Pro Ser Lys Lys Glu Lys Lys Glu Ala Arg Lys Asp Ser Phe 

130 135 140 

Lys Gly Glu Lys Trp Lys Glu Lys Lys Lys Leu Ser Arg Arg Arg Asn 
145 150 155 160 

His Lys Glu lie Ala Glu Val Thr Gly Ala Ser Gin Glu lie Leu Asp 

165 170 175 

Thr Val Lys Glu Glu Leu Trp Glu Glu Ser Gin Glu Asn Glu lie Val 

180 185 190 

Glu Gin Lys Lys Phe Ser Leu Leu Pro Pro Pro Ala Lys Leu lie Ser 

195 200 205 

Glu Val lie Ser Gin Thr Val Val Asp Pro Val Val Thr Ser Ala Asp 

210 215 220 

Leu Asn Glu Ser Leu Gin Ala Leu Val Arg Glu Ser Ser Asp Leu lie 
225 230 235 240 

Asn Ala Leu Leu Ser Ala Asp Asp Ala lie His Phe Pro Glu Thr Glu 

245 250 255 

Glu Glu Pro Thr Ser Ala Ser Phe Glu Glu Ser Ser Ala Met Phe Phe 

260 265 270 

Pro Glu Thr Ser Ser Ala Thr Glu Glu Glu 
275 280 

<210>662 
<211>336 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>662 

Ala Met Lys Val Val lie Asn Gly Phe Gly Arg lie Gly Arg Leu Val 

15 10 15 

Phe Arg Gin lie Leu Lys Arg Asn Ser Ser Val Glu Val Leu Ala lie 

20 25 30 

Asn Asp Leu Val Pro Gly Asp Ala Leu Thr Tyr Leu Phe Lys Phe Asp 

35 40 45 

Ser Thr His Gly Arg Phe Pro Glu Asp Val Arg Cys Glu Ala Asp His 

50 55 60 

Leu lie Val Gly Lys Arg Lys lie Gin Phe Leu Ser Glu Arg Asn Val 
65 70 75 80 

Gin Asn Leu Pro Trp Lys Asp Leu Gly Val Asp Leu Val lie Glu Cys 

85 90 95 

Thr Gly Leu Phe Thr Lys Lys Glu Asp Ala Glu Lys His lie Gin Ala 

100 105 110 

Gly Ala Lys Arg Val Leu lie Ser Ala Pro Gly Lys Gly Asp lie Pro 

115 120 125 

Thr Phe Val Met Gly Val Asn His Lys Thr Phe Asn Pro Glu Lys Asp 

130 135 140 

Phe Val lie Ser Asn Ala Ser Cys Thr Thr Asn Cys Leu Ala Pro lie 
145 150 155 160 

Ala Lys Val Leu Leu Asp Asn Phe Gly lie Thr Glu Gly Leu Met Thr 

165 170 175 

Thr Val His Ala Ala Thr Ala Thr Gin Leu Val Val Asp Gly Pro Ser 

180 185 190 

Lys Lys Asp Trp Arg Gly Gly Arg Gly Cys Leu Gin Asn lie lie Pro 

195 200 205 

Ala Ser Thr Gly Ala Ala Lys Ala Val ,Thr Leu Cys Leu Pro Glu Leu 

210 215 220 

Lys Gly Lys Leu Thr Gly Met Ala Phe Arg Val Pro lie Glu Asp Val 
225 230 235 240 

Ser Val Val Asp Leu Thr Val Arg Leu Asp Lys Ser Thr Thr Tyr Asp 

245 250 255 

Asp lie Cys Lys Ala Met Lys Gin Ala Ser Glu Thr Asp Leu Lys Gly 
260 265 270 
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lie Leu Asp Tyr Thr i^^Klu Gin Val Val Ser Ser Asp P^^^le Gly 

275 280 285 

Ser Glu Tyr Ser Ser lie Phe Asp Ala Leu Ala Gly lie Ala Leu Asn 

290 295 300 

Asp Arg Phe Phe Lys Leu Val Ala Trp Tyr Asp Asn Glu Thr Gly Tyr 
305 • 310 315 320 

Ala Thr Arg lie Val Asp Leu Leu Glu Tyr Val Glu Lys Asn Ser Lys 
325 330 335 

<210>663 
<211>129 
<212>PRT 

<213 >ChlaTnydia pneumoniae 
<400>663 

Met Gin His Ala Arg Lys Lys Phe Arg Val Gly Arg Thr Ser Ser His 

15 10 15 

Asn Arg Cys Met Leu Ala Asn Met Leu Lys Ser Leu lie His Tyr Glu 

20 25 30 

Arg lie Glu Thr Thr Leu Pro Lys Ala Lys Glu Leu Arg Arg His Ala 

35 40 45 

Asp Lys Met lie Thr Leu Ala Lys Lys Asn Ser Leu Ala Ala Arg Arg 

50 55 60 

lie Ala lie Gly Arg Leu Met Val Arg Tyr Asn Lys Leu Thr Ser Lys 
65 70 75 80 

Glu Ala Arg Gin Ala Lys Gly Gly Asp Thr Ser Val Tyr Asn Val Asp 

85 90 95 

Arg Leu Val Val Asn Lys Leu Phe Asp Glu Leu Gly Asn Arg Phe Val 

100 105 110 

Glu Arg Lys Gly Gly Tyr Thr Arg lie Leu Lys Leu Gin Asn Arg Thr 
115 120 125 

Trp 

<210>664 
<211>337 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>664 

Ala Ser Arg Lys Arg Asn Gly Pro His Phe Arg Lys Cys Ser Lys Thr 

15 10 15 

Cys Phe Ala Tyr Trp Phe Arg Ser Ser Arg Tyr Leu lie Ser Phe Ala 

20 25 30 

Met Thr Gly Val Leu His Glu Tyr Met Ala lie Glu Gly Val lie Glu 

35 40 45 

Asp Val Thr Asn lie lie Leu Asn Leu Lys Gly Ala Leu Leu Lys Lys 

50 55 60 

Tyr Pro Met Gin Asp Ser Ser Leu Gly Arg Thr Thr Gin Val Leu Lys 
65 70 75 80 

Ala Ser lie Ser lie Asp Ala Ser Asp Leu Ala Ala Ala Asn Gly Gin 

85 90 95 

Lys Glu Val Thr Leu Gin Asp Leu Leu Gin Glu Gly Asp Phe Glu Ala 

100 105 110 

Val Asn Pro Asp Gin Val lie Phe Thr Val Thr Gin Pro lie Gin Leu 

115 120 125 

Glu Val Asp Leu Arg lie Ala Phe Gly Arg Gly Tyr Thr Pro Ser Glu 

130 135 140 

Arg lie Val Leu Glu Asp Lys Gly Val Tyr Glu lie Val Leu Asp Ala 
145 150 155 160 

Ala Phe Ser Pro Val Thr Leu Val Asn Tyr Phe Val Glu Asp Thr Arg 

165 170 175 

Val Gly Gin Asp Thr Asp Phe Asp Arg Leu Val Leu lie Val Glu Thr 

180 185 190 

Asp Gly Arg Val Thr Pro Lys Glu Ala Leu Ala Phe Ser Thr Gin lie 

195 200 205 

Leu Thr Lys His Phe Ser lie Phe Glu Asn Met Asp Glu Lys Lys He 
210 215 220 
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Val 


Phe 


Glu 


Glu 


M 




Ser 


He 


Glu 


Lys 


Glu 


Asn 


L>^ 




Asp 


He 


225 










^3 0 










235 










240 


Leu 


His 


Lys 


Leu 


He 


Leu 


Gly 


He 


Asn 


Glu 


He 


Glu 


Leu 


Ser 


Val 


Arg 










245 










250 










255 




Ser 


Thr 


Asn 


Cys 


Leu 


Ser 


Asn 


Ala 


Asn 


He 


Glu 


Thr 


He 


Gly 


Glu 


Leu 








260 










265 










270 






Val 


lie 


Met 


Pro 


Glu 


Pro 


Arg 


Leu 


Leu 


Gin 


Phe 


Arg 


Asn 


Phe 


Gly 


Lys 






275 










280 










285 








Lys 


Ser 


Leu 


Cys 


Glu 


He 


Lys 


Asn 


Lys 


Leu 


Lys 


Glu 


Met 


Lys 


Leu 


Glu 




290 










295 










300 










Leu 


Gly 


Met 


Asp 


Leu 


Thr 


Gin 


Phe 


Gly 


Val 


Gly 


Leu 


Asp 


Asn 


Val 


Lys 


305 










310 










315 










320 


Glu 


Lys 


Met 


Lys 


Trp 


Tyr 


Ala 


Glu 


Lys 


He 


Arg 


Ala 


Lys 


Asn 


He 


Lys 










325 










330 










335 





Gly 



<210>665 

<211>82 

<212>PRT 

<213 >Chlamydia pneumoniae 
<400>665 

Leu Pro Ala Lys Lys Lys Ala Gin Ser Val Val Leu Gly Lys Glu Lys 

15 10 15 

Gly Met Ser Asp Asn Ala His Asn Leu Leu Tyr Asp Lys Phe Glu Leu 

20 25 30 

Pro Glu Ala Val Lys Met Leu Pro Val Glu Gly Leu Pro He Asp Lys 

35 40 45 

His Ala Arg Phe He Ala Glu Pro Leu Glu Arg Gly Met Gly His Thr 

50 55 60 

Leu Gly Asn Ala Leu Arg Arg Ala Leu Leu He Gly Leu Glu Ala Pro 
65 70 75 80 

Gly He 



<210>666 
<211>133 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>666 



Leu 


Val 


Lys 


Asn 


Gin 


Ala 


Gin 


Ala 


Lys 


Lys 


Ser 


Val 


Lys 


Arg 


Lys 


Gin 


1 








5 










10 










15 




Leu 


Lys 


Asn 


He 


Pro 


Ser 


Gly 


Val 


Val 


His 


Val 


Lys 


Ala 


Thr 


Phe 


Asn 








20 










25 










30 






Asn 


Thr 


He 


Val 


Ser 


He 


Thr 


Asp 


Pro 


Ala 


Gly Asn 


Val 


He 


Ser 


Trp 






35 










40 










45 








Ala 


Ser 


Ala 


Gly 


Lys 


Val 


Gly 


Tyr 


Ser 


Gly 


Ser 


Xaa 


Lys 


Ser 


Ser 


Ala 




50 










55 










60 










Phe 


Ala 


Ala 


Thr 


Val 


Ala 


Ala 


Gin 


Asp 


Ala 


Ala 


Lys 


Thr 


Ala 


Met 


Asn 


65 










70 










75 










80 


Ser 


Gly 


Leu 


Lys 


Glu 


Xaa 


Xaa 


Val 


Cys 


Leu 


Lys 


Gly 


Thr 


Gly Ala 


Gly 










85 










90 










95 




Arg 


Glu 


Ser 


Ala 


Val 


Arg 


Ala 


Leu 


He 


Ser 


Ala 


Gly 


Leu 


Val 


Val 


Ser 








100 










105 










110 






Val 


He 


Arg 


Asp 


Glu 


Thr 


Pro 


Val 


Pro 


His 


Asn 


Gly 


Cys 


Arg 


Pro 


Arg 






115 










120 










125 








Lys 


Arg 


Arg 


Arg 


Val 

























130 
<210>667 
<211>122 
<212>PRT 

<213>Chlamydia pneumoniae . 
<400>667 

Met Pro Arg He He Gly He Asp He Pro Ala Lys Lys Lys Leu Lys 

15 10 15 

He Ser Leu Thr Tyr He Tyr Gly He Gly Ser Ala Arg Ser Asp Glu 
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lie lie Lys Lys Leu L^^Leu Asp Pro Glu Ala Arg Ala S^^^lu Leu 

35 40 45 

Thr Glu Glu Glu Val Gly Arg Leu Asn Ser Leu Leu Gin Ser Glu Tyr 

50 55 60 

Thr Val Glu Gly Asp Leu Arg Arg Arg Val Gin Ser Asp lie Lys Arg 
65 70 75 80 

Leu He Ala He His Ser Tyr Arg Gly Gin Arg His Arg Leu Ser Leu 

85 90 95 

Pro Val Arg Gly Gin Arg Thr Lys Thr Asn Ser Arg Thr Arg Lys Gly 

100 105 110 

Lys Arg Lys Thr Val Ala Gly Lys Lys Lys 
115 120 

<210>668 
<211>462 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>668 

Leu Phe Arg Pro Tyr Met Thr Thr Leu Arg Gin Phe Phe Leu He Thr 

15 10 15 

Glu Leu Arg Gin Lys Leu Phe Tyr Thr Phe Ala Leu Leu Thr Ala Cys 

20 25 30 

Arg Val Gly Val Phe He Pro Val Pro Gly He Asn Gly Glu Leu Ala 

35 40 45 

Val Ala Tyr Phe Lys Gin Leu Leu Gly Ser Gly Gin Asn Leu Phe Gin 

50 55 60 

Leu Ala Asp He Phe Ser Gly Gly Ala Phe Ala Gin Met Thr Val He 
65 70 75 80 

Ala Leu Gly Val Val Pro Tyr He Ser Ala Ser He He Val Gin Leu 

85 90 95 

Phe Leu Val Phe Met Pro Ala Leu Gin Arg Glu Met Arg Glu Ser Ser 

100 105 110 

Asp Gin Gly Lys Arg Arg He Gly Arg Leu Thr Arg Leu Phe Thr Val 

115 120 125 

Ala Leu Ala Val He Gin Ser Leu Leu Phe Ala Lys Phe Ala Leu Arg 

130 135 140 

Met Asn Leu Thr He Pro Gly He Val Leu Pro Thr Leu Leu Ser Ser 
145 150 155 160 

Lys Leu Phe Gly Val Pro Trp He Phe Tyr He Thr Thr Val Val Val 

165 170 175 

Met Thr Thr Gly Thr Leu Leu Leu Met Trp He Gly Glu Gin He Ser 

180 185 190 

Asp Lys Gly He Gly Asn Gly He Ser Leu He He Ala Leu Gly He 

195 200 205 

Leu Ser Ser Phe Pro Ser Val Leu Gly Ser He Val Asn Lys Leu Asn 

210 215 220 

Leu Gly Ser Gin Asp Ser Ser Asp Leu Gly Leu He Ser He Leu He 
225 230 235 240 

Leu Ala Leu Val Phe Val Phe Val Leu He Thr Thr He Leu He He 

245 250 255 

Glu Gly Val Arg Lys He Pro Val Gin Tyr Ala Arg Arg Val He Gly 

260 265 270 

Arg Arg Glu Val Pro Gly Gly Gly Ser Tyr Leu Pro Leu Lys Val Asn 

275 280 285 

Tyr Ala Gly Val He Pro Val He Phe Ala Ser Ser Leu Leu Met Phe 

290 295 300 

Pro Ala Thr He Gly Gin Phe He Ala Ser Glu Ser Ser Trp Met Lys 
305 310 315 320 

Arg He Ala Ala Leu Leu Ala Pro Gly Ser Leu Val Tyr Ser He Cys 

325 330 335 

Tyr Val Leu Leu He He Phe Phe Thr Tyr Phe Trp Thr Ala Thr Gin 

340 345 350 

Phe His Pro Glu Gin He Ala Ser Glu Met Lys Lys Asn Asn Ala Phe 
355 360 365 
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Met 
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Val 
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430 






Val 


Leu 


Asp 


Thr 


Met 


Lys 


Gin 


Val 


Asp 


Ala 


Phe 


Leu 


Leu 


Met 


Arg 


Arg 






435 










440 










445 








Tyr 


Asp 


Ser 


Val 


Leu 


Lys 


Thr 


Asp 


Arg 


Thr 


Lys 


Gly 


Arg 


His 







450 455 460 

<210>669 
<211>144 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>669 



Met 


He 


Lys 


Leu 


Glu 


Ser 


Leu 


Phe 


Asp 


He 


Ser 


Glu 


Arg 


Lys 


Arg 


Arg 
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Lys 
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Leu 
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Pro 


Ser 


Ser Gly His 


Gly 


Lys 


Thr 
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Gly 


Asp 


Gly 


Ser 


Arg 


Ser 


Gly 


Tyr 


Lys 


Arg 


Arg 






35 










40 










45 








Phe 


Gly 


Tyr 


Glu 


Gly 


Gly 


Gly 


Val 


Pro 


Leu 


Tyr 


Arg 


Arg 


Val 


Pro 


Thr 




50 










55 
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Arg 


Gly 


Phe 


Ser 


His 


Lys 


Arg 


Phe 


Asp 


Lys 


Cys 


Val 


Glu 


Glu 


He 


Thr 


65 










70 










75 










80 


Thr 


Gly 


Arg 


Leu 


Ala 


Glu 


Leu 


Phe 


Gin 


Glu 


Gly 


Glu 


Ala 


He 


Thr 


Leu 










85 










90 










95 




Asp 


Ala 


Leu 


Lys 


Ala 


Lys 


Lys 


Ala 


He 


Ala 


Arg 


Gin 


Ala 


Val 


Arg 


Val 
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105 










110 






Lys 


Val 


He 


Leu 


Lys 


Gly 


Asp 


Leu 


Glu 


Lys 


Thr 


Phe 


Val 


Trp 


Gin 


Asp 
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120 










125 








Thr 


Ala 


Val 


Val 


Leu 


Ser 


Gin 


Gly 


Val 


Gin 


Asn 


Leu 


Leu 


Gly 


He 


Thr 



130 135 140 

<210>670 
<211>165 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>670 



Met 


Ser 


Leu 


Ser 


Lys 


Asn 


Ser 


His 


Lys 


Glu 


Asp 


Gin 


Leu 


Glu 


Glu 


Lys 


1 








5 










10 










15 




Val 


Leu 


Val 


Val 
20 


Asn 


Arg 


Cys 


Ser 


Lys 
25 


Val 


Val 


Lys 


Gly 


Gly 
30 


Arg 


Lys 


Phe 


Ser 


Phe 


Ser 


Ala 


Leu 


He 


Leu 


Val 


Gly Asp 


Gly 


Lys 


Gly Arg 


Leu 






35 










40 










45 








Gly 


Tyr 
50 


Gly 


Phe 


Ala 


Lys 


Ala 
55 


Asn 


Glu 


Leu 


Thr 


Asp 
60 


Ala 


He 


Arg 


Lys 


Gly 


Gly 


Glu 


Ala 


Ala 


Lys 


Lys 


Asn 


Leu 


Met 


Lys 


He 


Glu 


Ala 


Leu 


Glu 


65 










70 










75 










80 


Asp Gly 


Ser 


He 


Pro 


His 


Glu 


Val 


Leu 


Val 


His 


His 


Asp 


Gly Ala 


Gin 










85 










90 










95 




Leu 


Leu 


Leu 


Lys 
100 


Pro 


Ala 


Lys 


Pro 


Gly 
105 


Thr 


Gly 


He 


Val 


Ala 
110 


Gly 


Ser 


Arg 


He 


Arg 
115 


Leu 


He 


Leu 


Glu 


Met 
120 


Ala 


Gly 


He 


Lys 


Asp 
125 


He 


Val 


Ala 


Lys 


Ser 
130 


Phe 


Gly 


Ser 


Asn 


Asn 
135 


Pro 


Met 


Asn 


Gin 


Val 
14 0 


Lys 


Ala 


Ala 


Phe 


Lys 


Ala 


Leu 


Thr 


Gly 


Leu 


Ser 


Pro 


Arg 


Lys 


Asp 


Leu 


Leu 


Arg 


Arg 


Gly 


145 










150 










155 










160 


Ala 


Ala 


He 


Asn 


Asp 
165 

























<210>671 
<211>93 
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<212>PRT 
<213 >Chlamydia pneumoniae 
<400>671 

Leu Glu Trp Val Ser Glu Pro Leu Phe Lys Val His Phe Trp He Ser 

1 5 10 15 

Pro Leu Gly Phe Leu Thr Leu Gin Lys Phe Pro He Pro Ser Thr Leu 

2 0 2 5 3 0 

Gin Val Ser Val Glu Lys Asn Thr Leu He Ser Val Lys Gly Leu Asp 

35 40 45 

Lys Gin Leu Val Gly Glu Phe Ala Ala Ser He Arg Ala Lys Arg Pro 

50 55 60 

Pro Glu Pro Tyr Lys Gly Lys Gly He Arg Tyr Glu Asn Glu Tyr Val 
65 70 75 80 

Arg Arg Lys Ala Gly Lys Ala Ala Lys Thr Gly Lys Lys 
85 ^ . 90 

<210>672 
<211>126 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>672 

Met Ser Arg Lys Ala Arg Glu Pro He Leu Leu Pro Gin Gly Val Glu 

15 10 15 

Val Ser He Gin Asp Asp Lys He He Val Lys Gly Pro Lys Gly Ser 

20 25 30 

Leu Thr Gin Lys Ser Val Lys Glu Val Glu He Thr Leu Lys Asp Asn 

35 40 45 

Ser He Phe Val His Ala Ala Pro His Val Val Asp Arg Pro Ser Cys 

50 55 60 

Met Gin Gly Leu Tyr Trp Ala Leu He Ser Asn Met Val Gin Gly Val 
65 70 75 80 

His Leu Gly Phe Glu Lys Arg Leu Glu Met He Gly Val Gly Phe Arg 

85 90 95 

Ala Ser Val Gin Gly Ala Phe Leu Asp Leu Ser He Gly Val Ser His 

100 ■ 105 110 

Pro Thr Lys He Ser Tyr Pro He Tyr Ser Ser Gly He Ser 
115 120 125 

<210>673 
<211>133 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>673 

Met Gly Met Thr Ser Asp Ser He Ala Asp Leu Leu Thr Arg He Arg 

15 10 15 

Asn Ala Leu Met Ala Glu His Leu Tyr Val Asp Val Glu His Ser Lys 

20 25 30 

Met Arg Glu Ala He Val Lys He Leu Lys His Lys Gly Phe Val Ala 

35 40 45 

His Tyr Leu Val Xaa Glu Xaa Asn Xaa Lys Arg Ala Met Arg Val Phe 

50 55 60 

Leu Gin Tyr Ser Asp Asp Arg Lys Pro Val He His Gin Leu Lys Arg 
65 70 75 80 

Val Ser Lys Pro Ser Arg Arg Val Tyr Val Ser Ala Ala Lys He Pro 

85 90 95 

Tyr Val Phe Gly Asn Met Gly He Ser Val Leu Ser Thr Ser Gin Gly 

100 105 110 

Val Met Glu Gly Ser Leu Ala Arg Ser Lys Asn He Gly Gly Glu Leu 

115 120 125 

Leu Cys Leu Val Trp 

130 
<210>674 
<211>180 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>674 

801 
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li^^BCys Phe Tyr Thr Glu Glu lie Ar^^y 



Met Ser Arg Leu L^BCys Phe Tyr Thr Glu Glu lie Ar^^ys Ser Leu 

15 10 15 

Phe Glu Lys Phe Gly Tyr Ala Asn Lys Met Gin lie Pro Val Leu Lys 

20 25 30 

Lys lie Val Leu Ser Met Gly Leu Ala Glu Ala Ala Lys Asp Lys Asn 

35 40 45 

Leu Phe Gin Ala His Leu Glu Glu Leu Thr Met He Ser Gly Gin Lys 

50 55 60 

Pro Leu Val Thr Lys Ala Arg Asn Ser He Ala Gly Phe Lys Leu Arg 
65 70 75 80 

Glu Gly Gin Gly He Gly Ala Lys Val Thr Leu Arg Gly He Arg Met 

85 90 95 

Tyr Asp Phe Met Asp Arg Phe Cys Asn He Val Ser Pro Arg He Arg 

100 105 110 

Asp Phe Arg Gly Phe Ser Asn Lys Gly Asp Gly Arg Gly Cys Tyr Ser 

115 120 125 

Val Gly Leu Asp Asp Gin Gin He Phe Pro Glu He Asn Leu Asp Arg 

130 135 140 

Val Lys Arg Thr Gin Gly Leu Asn He Thr Trp Val Thr Thr Ala Gin 
145 150 155 160 

Thr Asp Asp Glu Cys Thr Thr Leu Leu Glu Leu Met Gly Leu Arg Phe 
165 170 175 

Lys Lys Ala Gin 
180 

<210>675 
<211>111 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>675 

Met Lys Lys Gin Asn He Arg Val Gly Asp Lys Val Phe He Leu Ala 

15 10 15 

Gly Asn Asp Lys Gly Lys Glu Gly Lys Val Leu Ser Leu Thr Glu Asp 

20 25 30 

Lys Val Val Val Glu Gly Val Asn Val Arg He Lys Asn He Lys Arg 

35 40 45 

Ser Gin Gin Asn Pro Lys Gly Lys Arg He Ser He Glu Ala Pro He 

50 55 60 

His He Ser Asn Val Arg Leu Thr He Ala Gly Glu Pro Ala Lys Leu 
65 70 75 80 

Ser Val Lys Val Thr Glu Gin Gly Arg Glu Leu Trp Gin Arg Arg Pro 

85 90 95 

Asp Gly Thr Ser Gin Leu Tyr Arg Leu Val Arg Gly Lys Lys Gly 
100 105 110 

<210>676 

<211>79 

<212>PRT 

<213>Chlamydia pneumoniae 
<400>676 

Met He Gin Gin Glu Ser Gin Leu Lys Val Ala Asp Asn Thr Gly Ala 

15 10 15 

Lys Lys Val Lys Cys Phe Lys Val Leu Gly Gly Ser Arg Arg Arg Tyr 

20 25 30 

Ala Thr Val Gly Asp Val He Val Cys Ser Val Arg Asp Val Glu Pro 

35 40 45 

Asn Ser Ser He Lys Lys Gly Arg Arg Tyr Gin Ser Cys Asp Arg Ala 

50 55 ^ 60 

His Thr Ser Ala Tyr Tyr Lys Lys Arg Trp Val Tyr Phe Lys He 

65 70 75 

<210>677 
<211>86 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>677 

Met Ala Ser Glu Pro Arg Gly Ser Arg Lys Val Lys He Gly Val Val 
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1 5 10 15 

Val Ser Ala Lys Met Glu Lys Thr Val Val Val Arg Val Glu Arg lie 

20 25 30 

Phe Ser His Pro Gin Tyr Leu Lys Val Val Arg Ser Ser Lys Lys Tyr 

35 40 45 

Tyr Ala His Thr Glu Leu Lys Val Ser Glu Gly Asp Lys Val Lys lie 

50 55 60 

Gin Glu Thr Arg Pro Leu Ser Lys Leu Lys Arg Trp Arg Val lie Glu 
65 70 75 80 

His Val Gly Val Val Ser 
85 

<210>678 
<211>138 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>678 

Met Leu Met Pro Lys Arg Thr Lys Phe Arg Lys Gin Gin Xaa Gly Gin 

15 10 15 

Phe Ala Gly Leu Ser Lys Gly Ala Thr Phe Val Asp Phe Gly Glu Tyr 

20 25 30 

Ala Met Gin Thr Leu Glu Arg Gly Leu Val Thr Ser Arg Lys lie Glu 

35 40 45 

Ala Cys Arg Val Ala lie Asn Arg Tyr Leu Lys Arg Arg Gly Lys Val 

50 55 60 

Trp lie Arg lie Phe Pro Asp Lys Ser Val Thr Lys Lys Pro Ala Glu 
65 70 75 80 

Thr Arg Met Gly Lys Gly Lys Gly Ala Pro Asp His Trp Val Ala Val 

85 90 95 

Val Arg Pro Gly Arg lie Leu Phe Glu Val Ala Asn Val Ser Lys Glu 

100 105 110 

Asp Ala Gin Asp Ala Leu Arg Arg Ala Ala Ala Lys Leu Gly lie Lys 

115 120 125 

Thr Arg Phe Val Lys Arg Val Glu Arg Val 

130 135 
<210>679 
<211>223 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>679 

Met Gly Gin Lys Gly Cys Pro lie Gly Phe Arg Thr Gly Val Thr Lys 

1 5 10 15 

Lys Trp Arg Ser Leu Trp Tyr Gly Asn Lys Gin Glu Phe Gly Lys Phe 

20 25 30 

Leu lie Glu Asp Val Arg lie Arg Gin Phe Leu Arg Lys Lys Pro Ser 

35 40 45 

Cys Gin Gly Ala Ala Gly Phe Val Val Arg Arg Met Ser Gly Lys lie 

50 55 60 

Glu Val Thr lie Gin Thr Ala Arg Pro Gly Leu Val lie Gly Lys Lys 
65 70 75 80 

Gly Ala Glu Val Asp Leu Leu Lys Glu Glu Leu Arg Ala Leu Thr Gly 

85 90 95 

Lys Glu Val Trp Leu Glu lie Ala Glu lie Lys Arg Pro Glu Leu Asn 

100 105 110 

Ala Lys Leu Val Ala Asp Asn lie Ala Arg Gin lie Glu Arg Arg Val 

115 120 125 

Ser Phe Arg Arg Ala Met Lys Lys Ala Met Gin Ser Val Met Asp Ala 

130 135 ^ 140 

Gly Ala Val Gly Val Lys lie Gin Val Ser Gly Arg Leu Ala Gly Ala 
145 150 155 160 

Glu lie Ala Arg Ser Glu Trp Tyr Lys Asn Gly Arg Val Pro Leu His 

165 170 175 

Thr Leu Arg Ala Asp lie Asp Tyr Ala Thr Ala Cys Ala Glu Thr Thr 

180 185 190 

Tyr Gly lie lie Gly lie Lys Val Trp lie Asn Leu Gly Glu Asn Ser 
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m 



195 200 201 

Ser Ser Thr Thr Pro Asn Asn Pro Ala Ala Pro Ser Ala Ala Ala 

210 215 220 

<210>680 
<211>115 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>680 

Arg Arg His Ser Met Phe Lys Ala Thr Ala Arg Tyr lie Arg Val Gin 

1 5 10 15 

Pro Arg Lys Ala Arg Leu Ala Ala Gly Leu Met Arg Asn Leu Ser Val 

20 25 30 

Gin Glu Ala Glu Glu Gin Leu Gly Phe Ser Gin Leu Lys Ala Gly Arg 

35 40 45 

Cys Leu Lys Lys Val Leu Asn Ser Ala Val Ala Asn Ala Glu Leu His 

50 55 60 

Glu Asn lie Lys Arg Glu Asn Leu Ser Val Thr Glu Val Arg Val Asp 
65 70 75 80 

Ala Gly Pro Val Tyr Lys Arg Ser Lys Ser Lys Ser Arg Gly Gly Arg 

85 90 95 

Ser Pro lie Leu Lys Arg Thr Ser His Leu Thr Val lie Val Gly Glu 
100 105 110 

Lys Glu Arg 
115 

<210>681 
<211>284 
<212>PRT 

<2 13 >Chlamydia pneumoniae 
<400>681 

Met Phe Lys Lys Phe Lys Pro Val Thr Pro Gly Thr Arg Gin Leu Val 

15 10 15 

Leu Pro Ala Phe Asp Glu Leu Thr Thr Arg Gly Glu Leu Arg Gly Thr 

20 25 30 

Lys Ser Lys Arg Ser Leu Arg Pro Asn Lys Lys Leu Ser Phe Phe Lys 

35 40 45 

Lys Ser Ser Gly Gly Arg Asp Asn Leu Gly His lie Ser Cys Arg His 

50 55 60 

Arg Gly Gly Gly Ala Lys Gin Leu Tyr Arg Val Val Asp Phe Lys Arg 
65 70 75 80 

Asn Lys Asp Gly lie Thr Ala Lys Val Val Thr Val Glu Tyr Asp Pro 

85 90 95 

Asn Arg Ser Ala Tyr lie Ala Leu Leu Ser Tyr Glu Asp Gly Glu Lys 

100 105 110 

Arg Tyr lie Leu Ala Pro Lys Gly lie Gin Arg Gly Asp Val Val Val 

115 120 125 

Ser Gly Glu Gly Ser Pro Phe Lys Pro Gly Cys Cys Met Thr Leu Lys 

130 135 140 

Ser lie Pro Leu Gly Leu Ser Val His Asn lie Glu Met Arg Pro Ser 
145 150 155 160 

Ser Gly Gly Lys Leu Val Arg Ser Ala Gly Leu Ala Ala Gin Val lie 

165 170 175 

Ala Lys Ser Pro Gly Tyr Val Thr Leu Lys Met Pro Ser Gly Glu Phe 

180 185 190 

Arg Met Leu Asn Glu Gly Cys Arg Ala Thr lie Gly Glu Val Ser Asn 

195 200 205 

Ala Asp His Asn Leu Arg Val Asp Gly Lys Ala Gly Arg Arg Arg Trp 

210 215 220 

Met Gly Val Arg Pro Thr Val Arg Gly Thr Ala Met Asn Pro Val Asp 
225 230 235 240 

His Pro His Gly Gly Gly Glu Gly Arg His Asn Gly Tyr lie Pro Arg 

245 250 255 

Thr Pro Trp Gly Lys Val Thr Lys Gly Leu Lys Thr Arg Asp Lys Asn 

260 265 270 

Lys Ser Asn Lys Trp lie Val Lys Asp Arg Arg Lys 
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275 280 

<210>682 
<211>112 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>682 

Asp Met Lys Asp Pro Tyr Asp Val lie Lys Arg His Tyr Val Thr Glu 

15 10 15 

Lys Ala Lys Met Leu Glu His Leu Ser Ala Gly Thr Gly Glu Gly Lys 

20 25 30 

Lys Lys Gly Ser Phe Cys Lys Asp Pro Lys Phe Val Phe lie Val Ser 

35 40 45 

His Asp Ala Thr Lys Pro Leu lie Ala Gin Ala Leu Glu Ala lie Tyr 

50 55 60 

Val Asp Lys Asn Val Lys Val Lys Ser Val Asn Thr lie Asn Val Lys 
65 70 75 80 

Pro Gin Pro Ala Arg Met Phe Arg Gly Arg Arg Lys Gly Lys Thr Ser 

85 90 95 

Gly Phe Lys Lys Ala lie Val Thr Phe Tyr Gin Gly His Ser Val Gly 
100 105 110 

<210>683 
<211>224 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>683 

Trp Phe Tyr Tyr Gin Asn Leu Asp Phe Ser Gly Asn Lys lie Gly Glu 

15 10 15 

Val Glu Val Ala Asp Ser Leu Phe Ala Asp Glu Gly Asp Gly Leu Gin 

20 25 30 

Leu lie Lys Asp Tyr lie Val Ala lie Arg Ala Asn Lys Arg Gin Trp 

35 40 45 

Ser Ala Cys Thr Arg Asn Arg Ser Glu Val Ser His Ser Thr Lys Lys 

50 55 60 

Pro Phe Lys Gin Lys Gly Thr Gly Asn Ser Arg Gin Gly Cys Leu Ala 
65 70 75 80 

Ser Pro Gin Phe Arg Gly Gly Gly lie Val Phe Gly Pro Lys Pro Lys 

85 90 95 

Phe Asn Gin His Val Arg lie Asn Arg Lys Glu Arg Lys Ala Ala lie 

100 105 110 

Arg Leu Leu Leu Ala Gin Lys lie Gin Thr Asn Lys Leu Thr Val Val 

115 120 125 

Asp Asp Thr Val Phe Val Asp Ala Leu Thr Ala Pro Lys Thr Gin Ser 

130 135 140 

Ala Leu Arg Phe Leu Lys Asp Cys Asn Val Glu Cys Arg Ser lie Leu 
145 150 155 160 

Phe lie Asp His Leu Asp His Val Glu Lys Asn Glu Asn Leu Arg Leu 

165 170 175 

Ser Leu Arg Asn Leu Thr Ala Val Lys Gly Phe Val Tyr Gly lie Asn 

180 185 190 

lie Asn Gly Tyr Asp Leu Ala Ser Ala His Asn lie Val lie Ser Lys 

195 200 205 

Lys Ala Leu Gin Glu Leu Val Glu Arg Leu Val Ser Glu Thr Lys Asp 

210 215 220 

<210>684 
<211>235 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>684 

Leu Phe Leu Gin Glu Glu Ser Lys Ser Leu Leu Leu Met Asp Lys Phe 

1 5 10 15 

Met Arg Ser His lie Ser Val Met Gly Lys Lys Glu Gly Met lie His 

20 25 30 

lie Phe Asp Lys Asp Gly Ser Leu Val Ala Cys Ser Val lie Arg Val 
35 40 45 
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Glu Pro Asn Val V^lBThr Gin lie Lys Thr Lys Glu Se^^sp Gly Tyr 

50 55 60 

Phe Ser Leu Gin lie Gly Ala Glu Glu Met Asn Ala Pro Ala His Thr 
65 70 75 80 

lie Thr Lys Arg Val Ser Lys Pro Lys Leu Gly His Leu Arg Lys Ala 

85 90 95 

Gly Gly Arg Val Phe Arg Phe Leu Lys Glu Val Arg Gly Ser Glu Glu 

100 105 110 

Ala Leu Asn Gly Val Ser Leu Gly Asp Ala Phe Gly Leu Glu Val Phe 

115 120 125 

Glu Asp Val Ser Ser Val Asp Val Arg Gly lie Ser Lys Gly Lys Gly 

130 135 140 

Phe Gin Gly Val Met Lys Lys Phe Gly Phe Arg Gly Gly Pro Gly Ser 
145 150 155 160 

His Gly Ser Gly Phe His Arg His Ala Gly Ser lie Gly Met Arg Ser 

165 170 175 

Thr Pro Gly Arg Cys Phe Pro Gly Ser Lys Arg Pro Ser His Met Gly 

180 185 190 

Ala Glu Asn Val Thr Val Lys Asn Leu Glu Val lie Lys Val Asp Leu 

195 200 205 

Glu Lys Lys Val Leu Leu Val Lys Gly Ala lie Pro Gly Ala Arg Gly 

210 215 220 

Ser lie Val lie Val Lys His Ser Ser Arg Thr 
225 230 235 

<210>685 
<211>100 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>685 

Lys Val Ala Ser Lys Lys Phe Phe Arg Ser Asp Phe Phe Lys lie Lys 

15 10 15 

lie Lys Leu Ala Tyr Leu Pro Asp Phe Val Phe Cys His Met Leu Tyr 

20 25 30 

Lys Pro lie Pro Ala Asp Ala Ala Val Lys Ala Pro Glu lie Ala Ala 

35 40 45 

Glu Gin Ala Thr Val lie Gly Lys Gly Met Ser Leu Thr Pro Ser Thr 

50 55 60 

Thr Asn Ser Lys Ala Phe Ser Arg Arg Val Lys Thr Phe Leu Phe Arg 
65 70 75 80 

Val Ala Thr Cys Ser Leu Arg Asn Ala Leu Ser Ala Leu Arg lie Thr 
85 90 95 

Ser Pro Leu Asn 
100 

<210>686 
<211>334 
<212>PRT 

<213>ChlaTnydia pneumoniae 
<400>686 

Lys Trp Arg Leu Thr Gin Leu Asp Arg Gin Glu Val Gin Gin Val Arg 

15 10 15 

Cys Cys Cys Gin Leu Pro Lys Asn Gin Arg Leu Ser Ala Pro Leu Leu 

20 25 30 

Arg Lys Gly Phe lie Val Phe Asn Asn Phe Phe Thr Asn Pro Gly Asn 

35 40 45 

Lys Leu Ala Lys Phe Val Gly Ala Thr Lys Ser Leu Asp Lys Cys Phe 

50 55 60 

Lys Leu Ser Lys Ala Val Ser Asp Cys Val Val Gly Ser Leu Glu Glu 
65 70 75 80 

Ala Gly Cys Thr Gly Asp Ala Leu Thr Ser Ala Arg Asn Ala Gin Gly 

85 90 95 

Met Leu Lys Thr Thr Arg Glu Val Val Ala Leu Ala Asn Val Leu Asn 

100 105 110 

Gly Ala Val Pro Ser lie Val Asn Ser Thr Gin Arg Cys Tyr Gin Tyr 
115 120 125 
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^jf^Leu Gly Ser Lys Thr Lys Glu /^j^ 



Thr Arg Gin Ala Phe aWrLeu Gly Ser Lys Thr Lys Glu M^FLys Thr 

130 135 140 

Pro Gly Glu Tyr Ser Lys Met Leu Leu Thr Arg Gly Asp Tyr Leu Leu 
145 150 155 160 

Ala Ala Ser Arg Glu Ala Cys Thr Ala Val Gly Ala Thr Thr Tyr Ser 

165 170 175 

Ala Thr Phe Gly Val Leu Arg Pro Leu Met Leu lie Asn Lys Leu Thr 

180 185 190 

Ala Lys Pro Phe Leu Asp Lys Ala Thr Val Gly Asn Phe Gly Thr Ala 

195 200 205 

Val Ala Gly lie Met Thr lie Asn His Met Ala Gly Val Ala Gly Ala 

210 215 220 

Val Gly Gly lie Ala Leu Glu Gin Lys Leu Phe Lys Arg Ala Lys Glu 
225 230 235 240 

Ser Leu Tyr Asn Glu Arg Cys Ala Leu Glu Asn Gin Gin Ser Gin Leu 

245 250 255 

Ser Gly Asp Val lie Leu Ser Ala Glu Arg Ala Leu Arg Lys Glu His 

260 265 270 

Val Ala Thr Leu Lys Arg Asn Val Leu Thr Leu Leu Glu Lys Ala Leu 

275 280 285 

Glu Leu Val Val Asp Gly Val Lys Leu lie Pro Leu Pro lie Thr Val 

290 295 300 

Ala Cys Ser Ala Ala He Ser Gly Ala Leu Thr Ala Ala Ser Ala Gly 
305 310 315 320 

He Gly Leu Tyr Ser He Trp Gin Lys Thr Lys Ser Gly Lys 
325 330 

<210>687 
<211>321 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>687 

Leu Asn Leu Lys Val Val Tyr Phe Gly Thr Pro Thr Phe Ala Ala Thr 

15 10 15 

Val Leu Gin Asp Leu Leu His His Lys He Gin He Thr Ala Val Val 

20 25 30 

Thr Arg Val Asp Lys Pro Gin Lys Arg Ser Ala Gin Leu He Pro Ser 

35 40 45 

Pro Val Lys Thr He Ala Leu Thr His Gly Leu Pro Leu Leu Gin Pro 

50 55 60 

Ser Lys Ala Ser Asp Pro Gin Phe He Glu Glu Leu Arg Ala Phe Asn 
65 70 75 80 

Ala Asp Val Phe He Val Val Ala Tyr Gly Ala He Leu Arg Gin He 

85 90 95 

Val Leu Asp He Pro Arg Tyr Gly Cys Tyr Asn Leu His Ala Gly Leu 

100 105 110 

Leu Pro Ala Tyr Arg Gly Ala Ala Pro He Gin Arg Cys He Met Glu 

115 120 125 

Gly Ala Thr Glu Ser Gly Asn Thr Val He Arg Met Asp Ala Gly Met 

130 135 140 

Asp Thr Gly Asp Met Ala Asn He Thr Arg Val Pro He Gly Pro Asp 
145 150 155 160 

Met Thr Ser Gly Glu Leu Ala Asp Ala Leu Ala Ser Gin Gly Ala Glu 

165 170 175 

Val Leu He Lys Thr Leu Gin Gin He Glu Ser Gly Gin Leu Gin Leu 

180 185 190 

Val Ser Gin Asp Ala Ala Leu Ala Thr He Ala Pro Lys Leu Ser Lys 

195 200 205 

Glu Glu Gly Gin Val Pro Trp Asp Lys Pro Ala Lys Glu Ala Tyr Ala 

210 215 220 

His He Arg Gly Val Thr Pro Ala Pro Gly Ala Trp Thr Leu Phe Ser 
225 230 235 240 

Phe Ser Glu Lys Ala Pro Lys Arg Leu Met lie Arg Lys Ala Ser Leu 

245 250 255 

Leu Ala Glu Ala Gly Arg Tyr Gly Ala Pro Gly Thr Val Val Val Thr 
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260 265 
Asp Arg Gin Glu Leu Ala lie Ala Cys Ser Glu Gly Ala lie Cys Leu 

275 280 285 

His Glu Val Gin Val Glu Gly Lys Gly Ser Thr Asn Ser Lys Ser Phe 

290 295 300 

Leu Asn Gly Tyr Pro Ala Lys Lys Leu Lys lie Val Phe Thr Leu Asn 
305 310 315 320 

Asn 

<210>688 
<211>279 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>688 

Met Ala Ser lie His Pro Thr Ala lie lie Glu Pro Gly Ala Lys lie 

15 10 15 

Gly Lys Asp Val Val lie Glu Pro Tyr Val Val lie Lys Ala Thr Val 

20 25 30 

Thr Leu Cys Asp Asn Val Val Val Lys Ser Tyr Ala Tyr lie Asp Gly 

35 40 45 

Asn Thr Thr lie Gly Lys Gly Thr Thr lie Trp Pro Ser Ala Met lie 

50 55 60 

Gly Asn Lys Pro Gin Asp Leu Lys Tyr Gin Gly Glu Lys Thr Tyr Val 
65 70 75 80 

Thr lie Gly Glu Asn Cys Glu lie Arg Glu Phe Ala lie lie Thr Ser 

85 90 95 

Ser Thr Phe Glu Gly Thr Thr Val Ser lie Gly Asn Asn Cys Leu lie 

100 105 110 

Met Pro Trp Ala His Val Ala His Asn Cys Thr lie Gly Asn Asn Val 

115 120 125 

Val Leu Ser Asn His Ala Gin Leu Ala Gly His Val Gin Val Gly Asp 

130 135 140 

Tyr Ala lie Leu Gly Gly Met Val Gly Val His Gin Phe Val Arg lie 
145 150 155 160 

Gly Ala His Ala Met Val Gly Ala Leu Ser Gly lie Arg Arg Asp Val 

165 170 175 

Pro Pro Tyr Thr lie Gly Ser Gly Asn Pro Tyr Gin Leu Ala Gly lie 

180 185 190 

Asn Lys Val Gly Leu Gin Arg Arg Gin Val Pro Phe Ala Thr Arg Leu 

195 200 205 

Ala Leu He Lys Ala Phe Lys Lys He Tyr Arg Ala Asp Gly Cys Phe 

210 215 220 

Phe Glu Ser Leu Glu Glu Thr Leu Glu Glu Tyr Gly Asp He Pro Glu 
225 230 235 240 

Val Lys Asn Phe He Glu Phe Cys Gin Ser Pro Ser Lys Arg Gly He 

245 250 255 

Glu Arg Ser He Asp Lys Gin Ala Leu Glu Glu Glu Ser Ala Asp Lys 

260 265 270 

Glu Gly Val Leu He Glu Ser 
275 

<210>689 
<211>153 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>689 

Met Asn Gin Pro Ser Val He Lys Leu Arg Glu Leu Leu Asp Leu Leu 

15 10 15 

Pro His Arg Tyr Pro Phe Leu Leu Val Asp Lys Val Leu Ser Tyr Asp 

20 25 30 

He Glu Ala Arg Ser He Thr Ala Gin Lys Asn Val Thr He Asn Glu 

35 40 45 

Pro Phe Phe Met Gly His Phe Pro Asn Ala Pro He Met Pro Gly Val 

50 55 60 

Leu He Leu Glu Ala Leu Ala Gin Ala Ala Gly Val Leu He Gly Leu 
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65 75 80 

Val Leu Glu Asn Asp Arg Asn Lys Arg lie Ala Leu Phe Leu Gly lie 

85 90 95 

Gin Lys Ala Lys Phe Arg Gin Ala Val Arg Pro Gly Asp Val Leu Thr 

100 105 110 

Leu Gin Ala Asp Phe Ser Leu lie Ser Ser Lys Gly Gly Lys Ala Trp 

115 120 125 

Ala Gin Ala Arg Val Asp Ser Gin Leu Val Thr Glu Ala Glu Leu Ser 

130 135 140 

Phe Ala Leu Val Asp Lys Glu Ser lie 
145 150 
<210>690 
<211>166 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>690 

Ser lie Lys Gin Val Phe Val Asn Lys Lys lie Xaa Val Ser lie Ala 

15 10 15 

Arg Leu Thr Arg Pro Val Tyr Tyr Gin His Gin Asp lie Phe Leu Ala 

20 25 30 

Ala Phe Pro Ser Asp Glu Leu Lys lie Ser Tyr Thr Leu His Tyr Pro 

35 40 45 

Gin Ser Ser Thr lie Gly Thr Gin Tyr Lys Ser Leu Val lie Asn Glu 

50 55 60 

Glu Ser Phe Arg Gin Glu lie Ala Pro Cys Arg Thr Phe Ala Leu Tyr 
65 70 75 80 

Asn Glu Leu Cys Phe Leu Met Glu Lys Gly Leu lie Gly Gly Gly Cys 

85 90 95 

Leu Asp Asn Ala Val Val Phe Lys Asp Asp Gly lie lie Ser Arg Gly 

100 105 110 

Gin Leu Arg Phe Ala Asp Glu Pro Val Arg His Lys lie Leu Asp Leu 

115 120 125 

lie Gly Asp Leu Ser Leu Val Gly Arg Pro Phe Val Ala His Val Leu 

130 135 140 

Ala Val Gly Ser Gly His Ser Ser Asn lie Ala Phe Gly Lys Lys lie 
145 150 155 160 

Leu Glu Ala Leu Glu Leu 
165 

<210>691 
<211>152 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>691 

Met Leu Glu Arg Thr Gin Arg Thr Leu Lys Arg Glu Val Arg Tyr Ser 

15 10 15 

Gly Val Gly lie His Leu Gly Lys Ser Ser Thr Leu His Leu Gin Pro 

20 25 30 

Ala Gin Thr Asn Thr Gly lie Val Phe Gin Arg Gin Ser Ala Ser Gly 

35 40 45 

Asn Tyr Glu Asn Val Pro Ala Leu Leu Asp His Val Tyr Thr Thr Gly 

50 55 60 

Arg Ser Thr Thr Leu Ser Arg Gly Ser Ala Val lie Ala Thr Val Glu 
65 70 75 80 

His Leu Met Ala Ala Leu Arg Ser Asn Asn lie Asp Asn Leu lie lie 

85 90 95 

Gin Cys Ser Gly Glu Glu He Pro He Gly Asp Gly Ser Ser Asn Val 

100 105 ^ 110 

Phe Val Glu Leu He Asp Gin Ala Gly He Cys Glu Gin Glu Asp Xaa 

115 . 120 125 

Gly Phe His Cys Glu Thr Asn Thr Ser Cys He Leu Ser Thr Ser Gly 

130 135 140 

His Phe Phe Ser Ser Phe Ser Leu 
145 150 
<210>692 
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<211>541 
<212>PRT 



<213 >Chlamydia pneumoniae 
<400>692 
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Tyr Asp Thr Arg Glu T^^^ys Ala Pro Ser Gly Val Leu GMKhr Ser 

485 490 495 

Leu Pro Leu Phe Asn Tyr Lys Thr Leu Tyr Gly Tyr Cys Gly Asp Tyr 

500 505 510 

Pro Met lie Leu lie Ala Phe Cys Ala Val Ser Tyr Leu Gly Gly Gly 

515 520 525 

Phe Leu Gly Tyr Arg Leu Leu Ala Lys Lys Glu lie Arg 

530 535 540 

<210>693 
<211>155 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>693 

Met Leu Lys Lys Lys Pro Val Ser Phe Ser Cys lie Asp Gly His lie 

15 10 15 

Tyr Lys lie Phe Pro Asn Asp Leu Asn Ala Asn Asn Thr Val Phe Gly 

20 25 30 

Gly Leu Leu Met Ser Leu Leu Asp Arg Leu Ala Leu Val Val Ala Glu 

35 40 45 

Arg His Thr Glu Ser Val Cys Val Thr Ala Phe Val Asp Ala Leu Arg 

50 55 60 

Phe Tyr Ala Pro Ala Tyr Met Gly Glu Asn Leu lie Cys Lys Ala Ala 
65 70 75 80 

Val Asn Arg Thr Trp Arg Thr Ser Leu Glu Val Gly Val Lys Val Trp 

85 90 95 

Ala Glu Asn lie Tyr Lys Gin Glu Arg Arg His He Thr Ser Ala Tyr 

100 105 110 

Phe Thr Phe Val Ala Val Asn Glu Asp Asn Gin Pro He Pro Val His 

115 120 125 

Gin He Val Pro Glu Thr Pro Glu Glu Lys Arg Arg Tyr Asn Glu Ala 

130 135 140 

Asp Arg Arg Arg Gin Ala Arg Leu Glu Leu Lys 
145 150 155 

<210>694 
<211>252 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>694 

Lys Glu lie Met Ser Leu Leu Lys Asp Thr Val Phe Thr Cys Leu Asp 

15 10 15 

Cys Glu Met Thr Gly Leu Asp Val Lys Lys Asp Arg He He Glu He 

20 25 30 

Ala Ala Val Arg Phe Thr Phe Asp Ser Val He Ser Ser He Glu Phe 

35 40 45 

Leu He Asn Pro Glu Arg Val Val Ser Ala Glu Ser Gin Arg Val His 

50 55 60 

His He Ser Asn Ala Met Leu Arg Asp Gin Pro Lys He Ala Glu Val 
65 70 75 80 

Phe Pro Gin He Lys Ala Phe Phe Lys Glu Gly Asp Tyr He Val Gly 

85 90 95 

His Ser Val Gly Phe Asp Leu Gin Val Leu Ala Gin Glu Met Glu Arg 

100 105 110 

He Gly Glu Thr Phe Leu Ser Lys Tyr Thr He He Asp Thr Leu Arg 

115 120 125 

Leu Ala Lys Glu Tyr Gly Asp Ser Pro Asn Asn Ser Leu Glu Ser Leu 

130 135 140 

Ala Val His Phe Asn Val Pro Tyr Asp Gly Asn His Arg Ala Met Lys 
145 150 155 160 

Asp Val Glu He Asn He Asn He Phe Lys His Leu Cys Lys Arg Phe 

165 170 175 

Arg Thr Leu Glu Gin Leu Lys Gin Val Leu Ala Lys Pro He Lys Met 

180 185 190 

Lys Tyr Met Pro Leu Gly Lys His Lys Gly Arg Cys Phe Ser Glu He 
195 200 205 
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j^l^ln Trp Ala Ser Lys Met Asp Pl-^^^ 



Pro Leu Ala Tyr L^BGln Trp Ala Ser Lys Met Asp Ph^^sp Ser Asp 

210 215 220 

Leu Leu Phe Ser lie Arg His Glu lie Lys His Arg Gin Lys Gly Thr 
225 230 235 240 

Gly Phe Ser Gin Val Asn Asn Pro Phe Met Glu Leu 
245 250 

<210>695 
<211>142 
<212>PRT 

<2 13 >Chlamydia pneumoniae 
<400>695 

Pro Met Gly Arg Tyr Arg Arg Val Ser His Ser Ser Gin Glu Thr Leu 

15 10 15 

Leu Leu Gly Thr Glu Leu Gly Gin Val Leu Val Pro Gly Ala Val Leu 

20 25 30 

Leu Leu Phe Gly Asp Tyr Gly Ala Gly Lys Thr Glu Phe Val Arg Gly 

35 40 45 

lie Val Ser Gly Tyr Leu Gly Asp Thr lie Ala Glu Glu Val Ala Ser 

50 55 60 

Pro Ser Phe Ser lie Leu His Val Tyr Gly Asn Glu Pro Lys Arg Leu 
65 70 75 80 

Cys His Tyr Asp Leu Tyr Arg lie Asp Gin Lys Asn Gin Glu Tyr lie 

85 90 95 

Phe Gin Asp Ala Glu Glu Asp Asp Val Leu Cys lie Glu Trp Ala Asp 

100 105 110 

Arg Leu Pro Lys Pro Arg Phe Cys Asp Thr lie Asn lie Tyr lie Thr 

115 120 125 

Met Gin Thr Asn Met Glu Arg Glu lie lie lie Glu Lys Arg 

130 135 140 

<210>696 
<211>191 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>696 

Phe Ser Lys Leu Xaa Glu Asp Ala Val Arg lie Leu Glu Gin Asp Lys 

15 10 15 

Lys lie Trp Arg Glu Thr Glu lie Gin lie Ser Ser Glu Lys Pro Gin 

20 25 30 

Val Asn Glu Asn Thr Lys Arg lie Tyr lie Cys Pro Phe Thr Gly Lys 

35 40 45 

Val Phe Ala Asp Asn Val Tyr Ala Asn Pro Gin Asp Ala lie Tyr Asp 

50 55 60 

Trp Leu Ser Ser Cys Pro Gin Asn Met Glu Lys Gin Gly Gly Val Arg 
65 70 75 80 

lie Lys Arg Phe Leu Val Ser Glu Asp Pro Asp Val lie Lys Glu Tyr 

85 90 95 

Ala Val Pro Pro Lys Glu Pro lie lie Lys Thr Val Phe Ala Ser Ala 

100 105 110 

lie Thr Gly Lys Leu Phe His Ser Leu Pro Pro Leu Leu Glu Asp Phe 

115 120 125 

lie Ser Ser Tyr Leu Arg Pro Met Thr Leu Glu Glu Val Gin Asn Gin 

130 135 140 

Thr Lys Phe Gin Leu Glu Ser Ser Phe Leu Ser Leu Leu Gin Asp Ala 
145 150 155 160 

Leu Val Glu Asp Lys lie Ala Ala Phe lie Glu Ser Leu Ala Asp Asp 

165 170 175 

Thr Ala Phe His Val Tyr lie Ser Gin Trp Val Asp Thr Glu Glu 
180 185 190 

<210>697 
<211>102 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>697 

Met Val Lys lie lie Ser Ser Glu Asn Phe Asp Ser Phe lie Ala Ser 
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15 10 15 

Gly Leu Val Leu Val Asp Phe Phe Ala Glu Trp Cys Gly Pro Cys Arg 

20 25 30 

Met Leu Thr Pro lie Leu Glu Asn Leu Ala Ala Glu Leu Pro His Val 

35 40 45 

Thr lie Gly Lys lie Asn lie Asp Glu Asn Ser Lys Pro Ala Glu Thr 

50 55 60 

Tyr Glu Val Ser Ser lie Pro Thr Leu lie Leu Phe Lys Asp Gly Asn 
65 70 75 80 

Glu Val Ala Arg Val Val Gly Leu Lys Asp Lys Glu Phe Leu Thr Asn 

85 90 95 

Leu lie Asn Lys His Ala 
100 

<210>698 
<211>156 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>698 

Met Arg Val Val Leu His Cys Pro Asp lie Pro Gin Asn Thr Gly Asn 

15 10 15 

lie Gly Arg Thr Cys Val Ala Leu Gly Ala Glu Leu lie Leu Val Arg 

20 25 30 

Pro Leu Gly Phe Ser Leu Ala Asp Lys Phe Val Lys Arg Ala Gly Met 

35 40 45 

Asp Tyr Trp Asp Lys Leu Gin Leu Thr Val Val Asp Ser lie Glu Glu 

50 55 60 

Ala Leu His Asp Val Pro Glu Asp Gin lie Phe Cys Leu Cys Thr Lys 
65 70 75 80 

Gly Ser Ala Ser Tyr Thr Glu Phe Ser Leu Pro Ser Ser Gly Thr Tyr 

85 90 95 

Val Phe Gly Ser Glu Ser Lys Gly Leu Pro Lys Glu lie Leu Lys Lys 

100 105 110 

Tyr Tyr Lys Asn Cys Leu Arg lie Pro Met Gin Gin Asp lie Arg Ser 

115 120 125 

Leu Asn Leu Ala Thr Ser Val Gly lie Val Leu Tyr Glu Val Val Arg 

130 135 140 

Gin Lys Thr Val Ala Leu Gin Lys Asn Pro Thr Val 
145 150 155 

<210>699 
<211>258 
<212>PRT 

<213>Chlarnydia pneumoniae 
<400>699 

Met Asn Arg Arg Trp Asn Leu Val Leu Ala Thr Val Ala Leu Ala Leu 

15 10 15 

Ser Val Ala Ser Cys Asp Val Arg Ser Lys Asp Lys Asp Lys Asp Gin 

20 25 30 

Gly Ser Leu Val Glu Tyr Lys Asp Asn Lys Asp Thr Asn Asp lie Glu 

35 40 45 

Leu Ser Asp Asn Gin Lys Leu Ser Arg Thr Phe Gly His Leu Leu Ala 

50 55 60 

Arg Gin Leu Arg Lys Ser Glu Asp Met Phe Phe Asp lie Ala Glu Val 
65 70 75 80 

Ala Lys Gly Leu Gin Ala Glu Leu Val Cys Lys Ser Ala Pro Leu Thr 

85 90 95 

Glu Thr Glu Tyr Glu Glu Lys Met Ala Glu Val Gin Lys Leu Val Phe 

100 105' 110 

Glu Lys Lys Ser Lys Glu Asn Leu Ser Leu Ala Glu Lys Phe Leu Lys 

115 120 125 

Glu Asn Ser Lys Asn Ala Gly Val Val Glu Val Gin Pro Ser Lys Leu 

130 135 140 

Gin Tyr Lys lie lie Lys Glu Gly Ala Gly Lys Ala lie Ser Gly Lys 
145 150 155 160 

Pro Ser Ala Leu Leu His Tyr Lys Gly Ser Phe lie Asn Gly Gin Val 
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lel^ 170 175 

Phe Ser Ser .Ser Glu Gly Asn Asn Glu Pro lie Leu Leu Pro Leu Gly 

180 185 190 

Gin Thr He Pro Gly Phe Ala Leu Gly Met Gin Gly Met Lys Glu Gly 

195 200 205 

Glu Thr Arg Val Leu Tyr He His Pro Asp Leu Ala Tyr Gly Thr Ala 

210 215 220 

Gly Gin Leu Pro Pro Asn Ser Leu Leu lie Phe Glu He Asn Leu He 
225 230 235 240 

Gin Ala Ser Ala Asp Glu Val Ala Ala Val Pro Gin Glu Gly Asn Gin 
245 250 255 

Gly Glu 

<210>700 
<211>584 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>700 

Met Lys Tyr Arg Thr His Arg Cys Asn Glu Leu Thr Ser Asn His He 

15 10 15 

Gly Glu Asn Val Gin Leu Ala Gly Trp Val His Arg Tyr Arg Asn His 

20 25 30 

Gly Gly Val Val Phe He Xaa Leu Arg Asp Arg Phe Gly He Thr Gin 

35 40 45 

He Val Cys Arg Glu Asp Glu Gin Pro Glu Leu His Gin Arg Leu Asp 

50 * 55 60 

Ala Val Arg Ser Glu Trp Val Leu Ser Val Arg Gly Lys Val Cys Pro 
65 70 75 80 

Arg Leu Ala Gly Met Glu Asn Pro Asn Leu Ala Thr Gly His He Glu 

85 90 95 

Val Glu Val Ala Ser Phe Glu Val Leu Ser Lys Ser Gin Asn Leu Pro 

100 105 110 

Phe Ser He Ala Asp Asp His He Asn Val Asn Glu Glu Leu Arg Leu 

115 120 125 

Glu Tyr Arg Tyr Leu Asp Met Arg Arg Gly Asp He He Glu Lys Leu 

130 135 140 

Leu Cys Arg His Gin Val Met Leu Ala Cys Arg Asn Phe Met Asp Ala 
145 150 155 160 

Gin Gly Phe Thr Glu He Val Thr Pro Val Leu Gly Lys Ser Thr Pro 

165 170 175 

Glu Gly Ala Arg Asp Tyr Leu Val Pro Ser Arg He Tyr Pro Gly Lys 

180 185 190 

Phe Tyr Ala Leu Pro Gin Ser Pro Gin Leu Phe Lys Gin Leu Leu Met 

195 200 205 

Val Gly Gly Leu Asp Arg Tyr Phe Gin He Ala Thr Cys Phe Arg Asp 

210 215 220 

Glu Asp Leu Arg Ala Asp Arg Gin Pro Glu Phe Ala Gin He Asp He 
225 230 235 240 

Glu Met Ser Phe Gly Asp Thr Gin Asp Leu Leu Pro He He Glu Gin 

245 250 255 

Leu Val Ala Thr Leu Phe Ala Thr Gin Gly He Glu He Pro Leu Pro 

260 265 270 

Leu Ala Lys Met Thr Tyr Gin Glu Ala Lys Asp Ser Tyr Gly Thr Asp 

275 280 285 

Lys Pro Asp Leu Arg Phe Asp Leu Lys Leu Lys Asp Cys Arg Asp Tyr 

290 295 ^ 300 

Ala Lys Arg Ser Ser Phe Ser He Phe Leu Asp Gin Leu Ala His Gly 
305 310 315 320 

Gly Thr He Lys Gly Phe Cys Val Pro Gly Gly Ala Thr Met Ser Arg 

325 330 335 

Lys Gin Leu Asp Gly Tyr Thr Glu Phe Val Lys Arg Tyr Gly Ala Met 

340 345 350 

Gly Leu Val Trp He Lys Asn Gin Glu Gly Lys Val Ala Ser Asn He 
355 360 365 
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Ala Lys Phe Met Asp ctHt Glu Val Phe His Glu Leu Phe AiiR'yr Phe 

370 375 380 

Asp Ala Lys Asp Gin Asp lie Leu Leu Leu lie Ala Ala Pro Glu Ser 
385 390 395 400 

Val Ala Asn Gin Ser Leu Asp His Leu Arg Arg Leu lie Ala Lys Glu 

405 410 415 

Arg Glu Leu Tyr Ser Asp Asn Gin Tyr Asn Phe Val Trp lie Thr Asp 

420 425 430 

Phe Pro Leu Phe Ser Leu Glu Asp Gly Lys lie Val Ala Glu His His 

435 440 445 

Pro Phe Thr Ala Pro Leu Glu Glu Asp lie Pro Leu Leu Glu Thr Asp 

450 455 460 

Pro Leu Ala Val Arg Ser Ser Ser Tyr Asp Leu Val Leu Asn Gly Tyr 
465 470 475 480 

Glu lie Ala Ser Gly Ser Gin Arg lie His Asn Pro Asp Leu Gin Ser 

485 490 495 

Gin lie Phe Thr lie Leu Lys lie Ser Pro Glu Ser lie Gin Glu Lys 

500 505 510 

Phe Gly Phe Phe lie Lys Ala Leu Ser Phe Gly Thr Pro Pro His Leu 

515 520 525 

Gly lie Ala Leu Gly Leu Asp Arg Leu Val Met Val Leu Thr Ala Ala 

530 535 540 

Glu Ser lie Arg Glu Val lie Ala Phe Pro Lys Thr Gin Lys Ala Ser 
545 550 555 560 

Asp Leu Met Met Asn Ala Pro Ser Glu lie Met Ser Ser Gin Leu Lys 

565 570 575 

Glu Leu Ser lie Lys Val Ala Phe 
580 

<210>701 
<211>430 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>701 

Val Thr Val Thr Leu Pro Lys Gly Val Phe Asp lie Phe Pro Tyr Leu 

15 10 15 

Ala Asp Ala Lys Gin Leu Trp Arg His Thr Ser Leu Trp His Ser Val 

20 25 30 

Glu Lys Ala lie His Thr Val Cys Met Leu Tyr Gly Phe Cys Glu lie 

35 40 45 

Arg Thr Pro He Phe Glu Lys Ser Glu Val Phe Leu His Val Gly Glu 

50 55 60 

Glu Ser Asp Val Val Lys Lys Glu Val Tyr Ser Phe Leu Asp Arg Lys 
65 70 75 80 

Gly Arg Ser Met Thr Leu Arg Pro Glu Gly Thr Ala Ala Val Val Arg 

85 90 95 

Ser Phe Leu Glu His Gly Ala Ser His Arg Ser Asp Asn Lys Phe Tyr 

100 105 110 

Tyr He Leu Pro Met Phe Arg Tyr Glu Arg Gin Gin Ala Gly Arg Tyr 

115 120 125 

Arg Gin His His Gin Phe Gly Val Glu Ala He Gly Val Arg His Pro 

130 135 140 

Leu Arg Asp Ala Glu Val Leu Ala Leu Leu Trp Asp Phe Tyr Ser Arg 
145 150 155 160 

Val Gly Leu Gin His Met Gin He Gin Leu Asn Phe Leu Gly Gly Ser 

165 170 175 

Glu Thr Arg Phe Arg Tyr Asp Lys Val Leu Arg Ala Tyr Leu Lys Glu 

180 185 190 

Ser Met Gly Glu Leu Ser Ala Leu Ser Gin Gin Arg Phe Ser Thr Asn 

195 200 205 

Val Leu Arg He Leu Asp Ser Lys Glu Pro Glu Asp Gin Glu He He 

210 215 220 

Arg Gin Ala Pro Pro He Leu Asp Tyr Val Ser Asp Glu Asp Leu Lys 
225 230 235 240 

Tyr Phe Asn Glu He Leu Asp Ala Leu Arg Val Leu Glu He Pro Tyr 
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2l^F 250 255 

Ala lie Asn Pro Arg Leu Val Arg Gly Leu Asp Tyr Tyr Ser Asp Leu 

260 265 270 

Val Phe Glu Ala Thr Thr Thr Phe Gin Glu Val Ser Tyr Ala Leu Gly 

275 280 285 

Gly Gly Gly Arg Tyr Asp Gly Leu lie Ser Ala Phe Gly Gly Ala Ser 

290 295 300 

Leu Pro Ala Cys Gly Phe Gly Val Gly Leu Glu Arg Ala lie Gin Thr 
305 310 315 320 

Leu Leu Ala Gin Lys Arg lie Glu Pro Gin Phe Pro His Lys Leu Arg 

325 330 335 

Leu lie Pro Met Glu Pro Asp Ala Asp Gin Phe Cys Leu Glu Trp Ser 

340 345 350 

Gin His Leu Arg Arg Leu Gly lie Pro Thr Glu Val Asp Trp Ser His 

355 360 365 

Lys Lys Val Lys Gly Ala Leu Lys Ala Ala Ser Thr Glu Gin Val Ser 

370 375 380 

Phe Val Cys Leu lie Gly Glu Arg Glu Leu lie Ser Gin Gin Leu Val 
385 390 395 400 

lie Lys Asn Met Ser Leu Arg Lys Glu Phe Phe Gly Thr Lys Glu Glu 

405 410 415 

Val Glu Gin Arg Leu Leu Tyr Glu lie Gin Asn Thr Pro Leu 
420 425 430 

<210>702 
<211>352 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>702 

Met Asn Val Trp Thr Lys Phe Phe Gin Pro Pro Lys His lie Lys Glu 

15 10 15 

lie Glu Asp Gin Glu Val Val Lys Lys Lys Tyr Lys Tyr Trp Arg lie 

20 25 30 

Arg He Phe Tyr Ser Met Phe He Gly Tyr He Phe Tyr Tyr Phe Thr 

35 40 45 

Arg Lys Ser Phe Thr Phe Ala Met Pro Thr Leu He Ala Asp Leu Gly 

50 55 60 

Phe Asp Lys Ala Gin Leu Gly He He Gly Ser Thr Leu Tyr Phe Ser 
65 70 75 80 

Tyr Gly He Ser Lys Phe Val Ser Gly Val Met Ser Asp Gin Ser Asn 

85 90 95 

Pro Arg Tyr Phe Met Ala He Gly Leu Met He Thr Gly Leu Thr Asn 

100 105 110 

He Phe Phe Gly Met Ser Ser Ser He Val Leu Phe Ala Leu Trp Trp 

115 120 125 

Gly Leu Asn Gly Trp Phe Gin Gly Trp Gly Trp Pro Pro Cys Ala Arg 

130 135 140 

Leu Leu Thr His Trp Tyr Ala Lys Ser Glu Arg Gly Thr Trp Trp Ser 
145 150 155 160 

Val Trp Ser Thr Ser His Asn He Gly Gly Ala Leu He Pro He Leu 

165 170 175 

Thr Gly Phe He He Asp Tyr Ser Gly Trp Arg Gly Ala Met Tyr Val 

180 185 190 

Pro Gly He Leu Cys He Gly Met Gly Leu Val Leu He Asn Arg Leu 

195 200 205 

Arg Asp Thr Pro Gin Ser Leu Gly Leu Pro Pro He Glu Lys Tyr Lys 

210 215 220 

Arg Asp Pro His His Ala His His Glu Gly Lys Ser Ala Ser Glu Gly 
225 230 235 240 

Thr Glu Glu He Glu Arg Glu Leu Ser Thr Arg Glu He Leu Phe Thr 

245 250 255 

Tyr Val Leu Thr Asn Gin Trp Leu Trp Phe Leu Ala Ala Ala Ser Phe 

260 265 270 

Phe He Tyr He Val Arg Met Ala Val Asn Asp Trp Ser Ala Leu Phe 
275 280 285 
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OT^Tyr Ala Ala Val Lys Ala Asn m 



Leu lie Glu Thr Lys Hl^Tyr Ala Ala Val Lys Ala Asn P^^Rlys Val 

290 295 300 

Ser Leu Phe Glu lie Gly Gly Leu Phe Gly Met Leu Val Ala Gly Trp 
305 310 315 320 

Leu Ser Asp Lys lie Ser Lys Gly Asn Arg Gly Pro Met Lys Arg Pro 

325 330 335 

Leu Leu Phe Arg Phe Ala Val Cys Tyr Phe Arg His Val Val Phe Thr 
340 345 350 

<210>703 
<211>122 
<212>PRT 

<2 13 >Chlamydia pneumoniae 
<400>703 

Asn Val Leu Phe Ser Leu Gly Leu Leu Phe Ala He Leu Gly Met Trp 

15 10 15 

Phe Ser Arg Ser His Asn Gin Trp Trp Val Asp Gly Thr Leu Leu Phe 

20 25 30 

Val He Gly Phe Phe Leu Tyr Gly Pro Gin Met Met lie Gly Leu Ala 

35 40 45 

Ala Ala Glu Leu Ser His Lys Lys Ala Ala Gly Thr Ala Ser Gly Phe 

50 55 60 

Thr Gly Trp Phe Ala Tyr Phe Gly Ala Thr Phe Ala Gly Tyr Pro Leu 
65 70 75 80 

Gly Lys Val Thr Asp Val Trp Gly Trp Lys Gly Phe Phe He Ala Leu 

85 90 95 

Leu Ala Cys Ala Ser He Ala Leu Leu Leu Phe Leu Pro Thr Trp Asn 

100 105 110 

Ala Thr Glu Lys Asn Thr Arg Ser Lys Ala 
115 120 

<210>704 

<211>1243 

<212>PRT 

<213 >Chlamydia pneumoniae 
<400>704 

Gly Phe Phe Leu Thr Trp He Pro Leu His Cys His Ser Gin Tyr Ser 

15 10 15 

Val Leu Asp Ala Met Ser Ser He Lys Asp Phe Val Ala Lys Gly Gin 

20 25 30 

Glu Phe Gly He Pro Ala Leu Ala Leu Thr Asp His Gly Asn Leu Tyr 

35 40 45 

Gly Ala Val Asp Phe Tyr Lys Glu Cys Thr Gin Lys Gly He Gin Pro 

50 55 60 

He He Gly Cys Glu Cys Tyr He Ala Pro Gly Ser Arg Phe Asp Lys 
65 70 75 80 

Lys Lys Glu Lys Arg Ser Arg Ala Ala His His Leu He Leu Leu Cys 

85 90 95 

Lys Asn Glu Gin Gly Tyr Arg Asn Leu Cys He Leu Thr Ser Leu Ala 

100 105 110 

Phe Thr Glu Gly Phe Tyr Tyr Phe Pro Arg He Asp Lys Asp Leu Leu 

115 120 125 

Arg Gin Tyr Ser Glu Gly Leu He Cys Leu Ser Gly Cys Leu Ser Ser 

130 135 140 

Ser Val Ser Asp Ala Ala Leu Lys Ser Pro Glu Ala Leu Leu Leu Glu 
145 150 155 160 

Leu Gin Trp Phe Gin Asp Leu Phe Lys Asp Asp Tyr Phe Thr Glu Val 

165 170 175 

Gin Leu His Lys Met Ser Glu Glu Ser He Ala Gly Phe Lys Glu Glu 

180 185 190 

Trp Leu Lys Gin Glu Tyr Tyr Ser Leu He Glu Lys Gin He Lys Val 

195 200 205 

Asn Thr Ala Val Leu Glu Ala Ser Lys Arg Leu Gly He Pro Thr Val 

210 215 220 

Ala Thr Asn Asp He His Tyr He Asn Ala Asn Asp Trp Gin Ala His 
225 230 235 240 
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Cys Lys Arg Ala Cys Asn Asn Gly lie Asp Pro Glu Leu Ala Thr Val 

770 775 780 

lie Phe Asp Lys Met Glu Lys Phe Ala Ala Tyr Gly Phe Asn Lys Ser 
785 790 795 800 

His Ala Ala Ala Tyr Gly Leu lie Thr Tyr Thr Thr Ala Tyr Leu Lys 

805 810 815 

Ala Asn Tyr Pro Lys Glu Trp Leu Ala Ala Leu Leu Thr Cys Asp Ser 

820 825 830 

Asp Asp lie Glu Lys lie Gly Lys Leu lie Arg Glu Ala Gin Ser Met 

835 840 845 

Gly lie Pro lie Leu Pro Pro His lie Asn Val Ser Ser Asn His Phe 

850 855 860 

Val Ala Thr Asp Glu Gly lie Arg Phe Ala Met Gly Ala lie Lys Gly 
865 870 875 880 

lie Gly Arg Gly Leu lie Glu Ser lie Val Glu Glu Arg Asp His His 

885 890 895 

Gly Pro Tyr Glu Ser lie Arg Asp Phe lie Gin Arg Ser Asp Leu Lys 

900 905 910 

Lys Val Ser Lys Lys Ser He Glu Ser Leu He Asp Ala Gly Cys Phe 

915 920 925 

Asp Cys Phe Asp Ser Asn Arg Asp Leu Leu Leu Ala Ser Val Glu Pro 

930 935 940 

Leu Tyr Glu Ala lie Ala Lys Asp Lys Lys Glu Ala Ala Ser Gly Val 
945 950 955 960 

Met Thr Phe Phe Thr Leu Gly Ala Met Asp Arg Lys Asn Glu Val Pro 

965 970 975 

He Cys Leu Pro Lys Asp He Pro Thr Arg Ser Lys Lys Glu Leu Leu 

980 985 990 

Lys Lys Glu Lys Glu Leu Leu Gly He Tyr Leu Thr Glu His Pro Met 

995 1000 1005 

Asp Thr Val Arg Asp His Leu Ser Arg Leu Ser Val Val Leu Ala Gly 

1010 1015 1020 

Glu Phe Glu Asn Leu Pro His Gly Ser Val Val Arg Thr Val Phe He 
1025 1030 1035 1041 

He Asp Lys Val Thr Thr Lys He Ser Ser Lys Ala Gin Lys Lys Phe 

1045 1050 1055 

Ala Val Leu Arg Val Ser Asp Gly He Asp Ser Tyr Glu Leu Pro He 

1060 1065 1070 

Trp Pro Asp Met Tyr Glu Glu Gin Gin Glu Leu Leu Glu Glu Asp Arg 

1075 1080 1085 

Leu He Tyr Ala He Leu Val Leu Asp Lys Arg Ser Asp Ser Leu Arg 

1090 1095 1100 

He Ser Cys Arg Trp Met Lys Asp Leu Ser He Val Asn Glu Asn He 
1105 1110 1115 1121 

He Tyr Glu Cys Asp Gin Ala Phe Asp Arg He Lys Asn Gin Val Gin 

1125 1130 1135 

Lys Met Ser Phe Thr Met Ser Thr Ser Gly Lys Glu Thr Lys Ala Lys 

1140 1145 1150 

Gly Asn Lys Pro Asn Glu Asn Gly His Thr Gin Ala Leu Ala Pro Val 

1155 1160 1165 

Thr Leu Ser Leu Asp Leu Asn Glu Leu Arg His Ser His Leu Cys He 

1170 1175 1180 

Leu Lys Lys He Val Gin Lys His Pro Gly Ser Arg Thr Leu Val Leu 
1185 1190 1195 120 

Val Phe Thr Gin Asp Asn Glu Arg Val^ Ala Ser Met Ser Pro Asp Asp 

1205 1210 1215 

Ala Tyr Phe Val Cys Glu Asp He Glu Glu Leu Arg Gin Glu Leu Val 

1220 1225 1230 

Thr Ala Asp Leu Pro Val Arg Val He Thr Val 
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1240 



<210>705 
<211>307 
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<212>PRT 

<213 >Chlamydia pneumoniae 
<400>705 
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<210>706 
<211>171 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>706 
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^^^Ala lie Ala Gin Arg Phe Ala (^1^ 



Leu Phe Gin Met Lys Ala lie Ala Gin Arg Phe Ala G^^oly Lys 

130 135 140 

Arg Lys Arg lie Cys Arg Leu Glu Gly Phe Pro Lys Leu Met Asn Ala 
145 150 155 160 

Asp Glu Asp Ala Tyr Ala Phe Met Thr Arg Phe 
165 170 

<210>707 
<211>167 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>707 

Arg Cys Val Arg lie Tyr Asp Glu lie Leu Thr Ala Phe Pro Ser Lys 

15 10 15 

Asp Leu Gly Ala Gin Ala Leu Tyr Ser Lys Ala Ala Leu Leu lie Val 

20 25 30 

Lys Asn Asp Leu Thr Glu Ala Thr Lys Thr Leu Lys Lys Leu Thr Leu 

35 40 45 

Gin Phe Pro Leu His lie Leu Ser Ser Glu Ala Phe Val Arg Leu Ser 

50 55 60 

Glu lie Tyr Leu Gin Gin Ala Lys Lys Glu Pro His Asn Leu Gin Tyr 
65 70 75 80 

Leu His Phe Ala Lys Leu Asn Glu Glu Ala Met Lys Lys Gin His Pro 

85 90 95 

Asn His Pro Leu Asn Glu Val Val Ser Ala Asn Val Gly Ala Met Arg 

100 105 110 

Glu His Tyr Ala Arg Gly Leu Tyr Ala Thr Gly Arg Phe Tyr Glu Lys 

115 120 125 

Lys Lys Lys Ala Glu Ala Ala Asn He Tyr Tyr Arg Thr Ala He Thr 

130 135 140 

Asn Tyr Pro Asp Thr Leu Leu Val Ala Lys Cys Gin Lys Arg Leu Asp 
145 150 155 160 

Arg He Ser Lys His Thr Ser 
165 

<210>708 
<211>212 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>708 

He Glu Tyr Leu Ser He Leu Pro Lys He Glu He Asn Met Arg Leu 

15 10 15 

Phe Ser Leu Gly Thr He Tyr Leu Phe Phe Ser Leu Ala Leu Ser Ser 

20 25 30 

Cys Cys Gly Tyr Ser He Leu Asn Ser Pro Tyr His Leu Ser Ser Leu 

35 40 45 

Gly Lys Ser Leu Leu Gin Glu Arg He Phe He Ala Pro He Lys Glu 

50 55 60 

Asp Pro His Gly Gin Leu Cys Ser Ala Leu Thr Tyr Glu Leu Ser Lys 
65 70 75 80 

Arg Ser Phe Ala He Ser Gly Arg Ser Ser Cys Ala Gly Tyr Thr Leu 

85 90 95 

Lys Val Glu Leu Leu Asn Gly He Asp Lys Asn He Gly Phe Thr Tyr 

100 105 110 

Ala Pro Asn Lys Leu Gly Asp Lys Thr His Arg His Phe He Val Ser 

115 120 125 

Asn Glu Gly Arg Leu Ser Leu Ser Ala Lys Val Gin Leu He Asn Asn 

130 135 140 

Asp Thr Gin Glu Val Leu He Asp Gin Cys Val Ala Arg Glu Ser Val 
145 150 155 160 

Asp Phe Asp Phe Glu Pro Asp Leu Gly Thr Ala Asn Ala His Glu Phe 

165 170 175 

Ala Leu Gly Gin Phe Glu Met His Ser Glu Ala He Lys Ser Ala Arg 

180 185 190 

Arg He Leu Ser He Arg Leu Ala Glu Thr He Ala Gin Gin Val Tyr 
195 200 205 
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L^^Ptal Asn Glu Gly Val Leu Glu A^B^< 



Ala Leu Val Ala L^^^al Asn Glu Gly Val Leu Glu AS^Keu Asp Ser 

85 90 95 

Tyr Ser Ala lie Pro Trp Pro Val Arg Tyr Ser lie Ser Asp Asp Leu 

100 105 110 

Ala His Phe Leu Val Gin Asp Tyr Gly Glu Glu Gin Ala Glu Glu lie 

115 120 125 

Ala Lys lie Trp Leu Thr Glu Ala Pro lie Thr lie Arg Val Asn Thr 

130 135 140 

Asp Lys lie Ser Val Lys Glu Leu Gin Glu Lys Leu Glu Tyr Pro Ser 
145 150 155 160 

Ser Pro Gly Glu Leu Pro Glu Ala Leu His Phe Ser Lys Arg His Pro 

165 170 175 

Leu Gin Ser Thr Glu Ala Phe Arg Arg Gly Phe Phe Glu lie Gin Asp 

180 185 190 

Glu Asn Ser Gin Arg lie Ser Gin Gly lie Ser Leu Thr Asp Lys Asp 

195 200 205 

lie Val Leu Asp Phe Cys Ala Gly Ala Gly Gly Lys Ser Leu lie Phe 

210 215 220 

Ala Gin Lys Ala Lys His Val Val lie Asn Asp Ser Arg Lys Ala lie 
225 230 235 240 

Leu Gin Thr Ala Lys His Arg Leu Leu .Arg Ala Gly Ala Arg Asn Phe 

245 250 255 

Ser Leu Ala Asp Gin Leu Arg Leu Gly Ser Phe Ser Val Val lie Val 

260 265 270 

Asp Ala Pro Cys Ser Gly Thr Gly Val Phe Arg Arg His Pro Glu His 

275 280 285 

Lys Trp Gin Phe Ser Lys Lys Leu Leu Leu Asn Tyr Val Arg Val Gin 

290 295 300 

Lys Ser lie Leu Lys Gin Ala Ser Ala Tyr Val Gly Pro Arg Gly Arg 
305 310 315 320 

Leu Val Tyr lie Thr Cys Ser Leu Leu Lys Glu Glu Asn Glu Ala His 

325 330 335 

Val Ala Tyr Met His Ser Leu Gly Trp Lys Glu Val His Arg Lys Thr 

340 345 350 

Leu Pro Leu Gin Val Gly Lys Gly Asp Ala Phe Phe Thr Ser His Phe 

355 360 365 

Gin Lys lie 
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Val Pro Leu Ser Met lie Leu Asp Phe Gin Phe Ser lie Gly Tyr Tyr 

15 10 15 

Leu Arg Val Leu Glu Leu Ala lie Arg Asp Gly Thr Arg lie Leu Ala 

20 25 30 

Tyr Asp Arg Lys Arg Leu Leu Leu Asp Ala Trp Pro Val Asn Asp Pro 

35 40 45 

Leu Pro Thr Asn Tyr Asp Thr Ser Val Ser Thr lie Arg Gin Val lie 

50 55 60 

His Glu Leu Phe Ser Trp Ser Ala lie Ser Tyr Ser lie Ser Ser Arg 
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Leu Leu Ala lie lie Glu Leu Arg Leu His Glu Glu Lys Pro Gin Thr 
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Gly Trp Leu Tyr Arg Leu Phe Phe Pro Ser Lys Tyr His lie Lys Lys 

100 105 ^ 110 

Ala lie Val Asp Lys Leu Cys Met Phe Lys Ser Leu lie Leu Phe Glu 

115 120 125 

Ser Lys Arg Pro Val Asp Lys lie Val Gin Ala Ala Asn Lys Val Phe 

130 135 140 

Ser Lys Gly Lys Ser Asn Phe Ser Ser Trp Glu Asp Phe Thr His Glu 
145 150 155 160 

Val Thr Val Ser Glu Val Gin Thr Pro Leu Ala Gly Glu Val Gin Arg 
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Asp Arg Val Arg Glu J^^His Pro Asn Glu Met Pro Arg I^^Trp lie 

305 310 315 320 

Ala Leu Ala Arg Glu Leu Gly Ala Ala Val His Ser His Ala Thr Ser 

325 330 335 

Val Arg lie Ala Asn Ala Gly Lys Asn His Thr Arg Asp Val Val Arg 

340 345 350 

Met Ala Asn Glu Ser Ser Arg Leu Leu Gin Gly Met Lys Val Leu Ser 

355 360 365 

Val Gly Ala Trp Ala Asn Thr Met Thr Val Leu lie Gly Asp Leu Phe 
370 375 380 

Glu 
385 

<210>717 
<211>216 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>717 

Lys lie lie Met Ser Val Asn Pro Ser Gly Asn Ser Lys Asn Asp Leu 

15 10 15 

Trp lie Thr Gly Ala His Asp Gin His Pro Asp Val Lys Glu Ser Gly 

20 25 30 

Val Thr Ser Ala Asn Leu Gly Ser His Arg Val Thr Ala Ser Gly Gly 

35 40 45 

Arg Gin Gly Leu Leu Ala Arg lie Lys Glu Ala Val Thr Gly Phe Phe 

50 55 60 

Ser Arg Met Ser Phe Phe Arg Ser Gly Ala Pro Arg Gly Ser Gin Gin 
65 70 75 80 

Pro Ser Ala Pro Ser Ala Asp Thr Val Arg Ser Pro Leu Pro Gly Gly 

85 90 95 

Asp Ala Arg Ala Thr Glu Gly Ala Gly Arg Asn Leu lie Lys Lys Gly 

100 105 110 

Tyr Gin Pro Gly Met Lys Val Thr lie Pro Gin Val Pro Gly Gly Gly 

115 120 125 

Ala Gin Arg Ser Ser Gly Ser Thr Thr Leu Lys Pro Thr Arg Pro Ala 

130 135 140 

Pro Pro Pro Pro Lys Thr Gly Gly Thr Asn Ala Lys Arg Pro Ala Thr 
145 150 155 160 

His Gly Lys Gly Pro Ala Pro Gin Pro Pro Lys Thr Gly Gly Thr Asn 

165 170 175 

Ala Lys Arg Ala Ala Thr His Gly Lys Gly Pro Ala Pro Gin Pro Pro 

180 185 190 

Lys Gly lie Leu Lys Gin Pro Gly Gin Ser Gly Thr Ser Gly Lys Lys 

195 200 205 

Arg Val Ser Trp Ser Asp Glu Asp 

210 215 
<210>718 
<211>404 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>718 

Gly Tyr Met Asp Lys Leu Thr Val Gin Asp Leu Ser Pro Glu Glu Lys 

15 10 15 

Lys Val Leu Val Arg Val Asp Phe Asn Val Pro Met Gin Asp Gly Lys 

20 25 30 

lie Leu Asp Asp lie Arg lie Arg Ser Ala Met Pro Thr lie Asn Tyr 

35 40 45 

Leu Leu Lys Lys His Ala Ala Val lie Leu Met Ser His Leu Gly Arg 

50 55 60 

Pro Lys Gly Gin Gly Phe Gin Glu Glu Tyr Ser Leu Gin Pro Val Val 
65 70 75 80 

Asp Val Leu Glu Gly Tyr Leu Gly His His Val Pro Leu Ala Pro Asp 

85 90 95 

Cys Val Gly Glu Val Ala Arg Gin Ala Val Ala Gin Leu Ser Pro Gly 
100 105 110 
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<213 >Chlamydia pneumoniae 
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35 40 
Ser Cys Val. Glu Tyr Met Leu Pro lie Phe Thr Ala Leu Arg Asp Gly 

50 55 60 

Arg Tyr Glu Glu Leu Leu Glu Met Ala Lys Leu Val Ser Asp Lys Glu 
65 70 75 80 

Tyr Gin Ala Asp Cys lie Lys Asn Asp Met Arg Asn His Leu Pro Ala 

85 90 95 

Gly Leu Phe Met Pro lie Ser Arg Ala Gly lie Leu Glu lie lie Ser 

100 105 110 

lie Gin Asp Ser lie Ala Asp Thr Ala Glu Asp Val Ala lie Leu Leu 

115 120 125 

Thr lie Arg Arg Leu Asn Phe Tyr Pro Ser Met Glu Thr Leu Phe Phe 

130 135 140 

Arg Phe Leu Glu Lys Asn Leu Glu Ala Phe Glu Leu Thr Met Thr Leu 
145 150 155 160 

Leu His Glu Phe Asn Gin Leu Leu Glu Ser Ser Phe Gly Gly Arg Lys 

165 170 175 

Ala Asp Lys Ala Arg Leu Leu Val Gly Arg Val Ala Lys Ser Glu His 

180 185 190 

Glu Ser Asp Val Leu Gin Arg Glu Leu Met Gin lie Phe Phe Ser Asp 

195 200 205 

Asp Phe lie lie Pro Glu Lys Glu Phe Tyr Leu Trp Leu Gin Val lie 

210 215 220 

Arg Arg Thr Ala Gly lie Ser Asp Ser Ser Glu Lys Leu Ala His Arg 
225 230 235 240 

lie Asn Met Thr Leu Glu Glu Lys 
245 

<210>722 
<211>161 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>722 

Lys lie lie Glu lie Ser Val Pro lie He Phe Phe Cys He Glu Arg 

15 10 15 

Glu Ala Val Ser Lys Leu Trp Pro Trp Lys Leu Thr Trp Pro Glu Thr 

20 25 30 

Glu Asn Gly Gly Gin Gly Ser Asn Arg Arg He Ala Cys Ala Glu Thr 

35 40 45 

Asp Phe Pro Asp Pro Asp Ser Pro Met lie Ala Lys Val Cys Pro Ser 

50 55 60 

Leu He Val Asn Asp Lys Asp Trp Thr Met Gly Tyr Cys Trp Arg Cys 
65 70 75 80 

Phe Ala Lys Val Met Asp Arg Ser Ser He Cys Lys Met Gly Leu Glu 

85 " 90 95 

Ala He Ser Arg Leu Gin Asp Arg Leu Gly Lys Leu Leu Leu Arg Lys 

100 105 110 

Arg Leu Phe Leu Cys Lys Pro Leu Leu Val Tyr Leu Ala Asn Leu His 

115 120 125 

Leu Leu Leu Tyr Lys Leu He Trp Lys Trp Trp Ser Leu Val Trp Asn 

130 135 140 

Thr Cys Phe Leu Tyr Ser Leu Leu Ser Glu Met Glu Asp Met Lys Asn 
145 150 155 160 

Tyr 



<210>723 
<211>344 
<212>PRT 

<213 >ChlaTnydia pneumoniae 
<400>723 

Leu His Lys Asn Ser Leu Phe Arg Asn Asn Asn Leu Pro Lys Arg Ser 

15 10 15 

Cys Lys Arg Leu Met Ala Ser Asn Pro He Leu Gin He Glu Asp Leu 

20 25 30 

Ser He Thr Leu Ala Lys Gin Arg Gin Gin Tyr Pro He Val Gin Ser 
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35 40 45 

Leu Ser Phe Thr lie Asn Glu Gly Gin Thr Leu Ala lie lie Gly Glu 

50 55 60 

Ser Gly Ser Gly Lys Ser Val Ser Ala His Ala lie Leu Arg Leu Leu 
65 70 75 80 

Pro Cys Pro Pro Phe Ser Val Ser Gly Gin Val Asn Phe Gin Gly His 

85 90 95 

Asn Leu Leu Thr Ala Ser Arg Ser lie Gin Lys Lys lie lie Gly Thr 

100 105 110 

Glu lie Ser Met lie Phe Gin Asn Pro Gin Ala Ser Leu Asn Pro Val 

115 120 125 

Phe Thr lie Glu Gin Gin Phe Arg Glu lie lie His Thr His Leu Ala 

130 135 140 

Leu Thr Ala Glu Val Ala Lys Glu Lys Met Leu Tyr Ala Leu Glu Glu 
145 150 155 160 

Thr Gly Phe His Asp Pro Arg Leu Cys Leu Asn Leu Tyr Pro His Gin 

165 170 175 

Leu Ser Gly Gly Met Leu Gin Arg lie Cys lie Ala Met Ala Leu Leu 

180 185 190 

Cys Ser Pro Lys Leu Leu lie Ala Asp Glu Pro Thr Thr Ala Leu Asp 

195 200 205 

Val Ser Val Gin Tyr Gin lie Leu Gin Leu Leu Lys Thr Leu Gin Lys 

210 215 220 

Lys Thr Gly Met Ser Leu Leu lie lie Thr His Asn Met Gly Val Val 
225 230 235 240 

Ala Glu Thr Ala Asp Asp Val Leu Val Leu Tyr Ala Gly Arg Met Val 

245 250 255 

Glu Cys Ala Pro Ala Val Gin Met Phe His Asn Pro Ser His Pro Tyr 

260 265 270 

Thr Arg Asp Leu Leu Ala Ser Arg Pro Ser Leu Gin Pro Gin Gin Leu 

275 280 285 

Gly Ser Phe Asn Pro lie Pro Gly Gin Pro Pro His Tyr Thr Ala Phe 

290 295 300 

Pro Ser Gly Cys Arg Tyr His Pro Arg Cys Ser Lys lie Leu Asn Arg 
305 310 315 320 

Cys Ser Ala Glu Ala Pro Glu lie Tyr Pro Val Arg Glu Gly His Lys 

325 330 335 

Val Arg Cys Trp Leu Tyr Asp Asp 
340 

<210>724 
<211>324 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>724 

Met Thr Thr Asn Phe Pro Gin Pro Leu lie Gin Ala Thr Ser Leu Thr 

15 10 15 

Lys His Tyr Tyr Lys Arg Ser Phe Trp Phe Gin Gly Lys Thr lie Ala 

20 25 30 

Ser Arg Pro Val Asp Asp Val Ser Phe Ser Leu Tyr Ser Arg Arg Ala 

35 40 45 

Val Gly Leu lie Gly Glu Ser Gly Ser Gly Lys Ser Thr Leu Ala Leu 

50 55 60 

Ala Leu Ala Gly Leu Leu Pro Leu Thr Ser Gly Phe Leu Thr Phe Asn 
65 70 75 80 

Gly Thr Pro lie Lys Leu His Ser Lys His Gly Arg His Gin Leu Arg 

85 90 95 

Ser Gin Val Arg Leu Val Phe Gin Asn Pro Gin Ala Ser Leu Asn Pro 

100 105 110 

Arg Lys Thr lie Leu Asp Ser Leu Gly His Ser Leu Leu Tyr His Lys 

115 120 125 

Leu Val Pro Lys Glu Lys Val Leu Ala Thr Val Arg Glu Tyr Leu Glu 

130 135 140 

Leu Val Gly Leu Ser Glu Glu Tyr Phe Tyr Arg Tyr Pro His Gin Leu 
145 150 155 160 
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ji^^Gly Ala Leu lie Gly Met Thr I^j^ 



lie Glu Glu Pro i^^TGly Ala Leu lie Gly Met Thr ll^PAsp Gly Ala 

210 215 220 

His Pro Leu Asp Leu Gly Phe Leu Leu Asp Leu Arg Gly lie Ala Val 
225 230 235 240 

Arg Thr Gly His Gin Cys Ala Gin Pro Ala Met Glu Arg Trp Asn Val 

245 250 255 

Gly His Val Leu Arg Val Ser Leu Gly lie Tyr Asn Asp Glu Asp Asp 

260 265 270 

lie Asp Gin Phe lie Leu Val Leu Gin Asp Ser Leu Asp Lys lie Arg 
275 280 285 

Arg 
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Ser Val Lys Asn Leu Lys Glu Asp Phe Pro lie Phe Ala Ala Lys Ala 

15 10 IS 

Lys Glu Asn Glu Pro Phe lie Tyr Leu Asp Ser Ala Ala Thr Thr Gin 

20 25 30 

Lys Pro Gin Gin Val lie Asp Ala Val Ala Asn Phe Tyr Thr Ser Ser 

35 40 45 

Tyr Ala Thr Val Asn Arg Ala lie Tyr Ser Ser Ser Arg Asn Val Thr 

50 55 60 

Glu Ala Tyr Ala Ala Val Arg Glu Lys Val Arg Lys Trp Val Ser Ala 
65 70 75 80 

Ala Ser Asp Ser Glu lie Val Phe Thr Arg Gly Thr Thr Ala Gly Leu 

85 90 95 

Asn Leu Leu Ala lie Ser Val Asn Asp Leu Trp lie Pro Lys Gly Gly 

100 105 110 

Val Val Leu Val Ser Glu Ala Glu His His Ala Asn Val Leu Ser Trp 

115 120 125 

Glu lie Pro Val Gly Gly Glu Val Leu 

130 135 
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Arg His Phe Leu Leu Leu Leu Arg Val Leu Leu Cys Lys Lys Leu Arg 

15 10 15 

Lys Leu Ala Thr Leu Asn lie Ala Ser Ser Leu Leu Gin Lys Arg Cys 

20 25 30 

Leu Val Ala Phe Leu Gly Phe Arg Ser Phe Leu Phe Phe Leu He Ala 

35 40 45 

Asn Asn Leu Ala Thr Gly Ala Ser Glu Leu He Lys Gin His Trp Leu 

50 55 60 

His Asn Asn His Ser Leu Ala Phe Glu Cys He Leu He Asn Gly Lys 
65 70 75 80 

Tyr Glu Pro Ser Leu Ser Gin Leu Pro Glu Gly Val He Val Cys Gly 

85 90 95 

He Asp Glu Ala Arg Gly Ser Leu Ser Ser Phe Met Gin Gly Phe Asp 

100 105 110 

Val Asn Lys His Pro Leu Ala Phe Leu Asn Ala Val Cys Ser Glu Asp 

115 120 125 

Arg Gly Val Val He Tyr He Pro Glu Glu Met Gin Thr Ser Asp Pro 

130 135 140 

He Phe Val Arg His He Ser Phe Pro Thr Val Ser Asp His Asp Val 
145 150 155 160 

He Phe Ser Pro Arg He Val Val He Leu Gly Gin Arg Ala Ser Ala 

165 170 175 

Gin He Gin He Ser His Asp Val Asp Leu Glu Met Val Gly Ser Ser 
180 185 190 
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Lys Thr lie Val Asn^P^ Val Thr Glu Leu Phe Val Gly WfKF Gly Ala 

195 200 205 

Asp Leu Thr Val Phe Met Val Pro Gly Tyr Ser Glu Glu Asp Thr Leu 

210 215 220 

Ser-Trp Ser Thr lie Ala Thr Val Glu Lys Asp Ala lie Cys Arg Met 
225 230 235 240 

Thr Gin Asn Leu Leu Glu Ser Cys Gin Gly Phe Gly Trp Phe Asp Asn 

245 250 255 

Thr Ser Tyr lie Val Gly Lys Lys Gly His Ala Glu Ser Leu Val Leu 

260 265 270 

Val Gin Ser Pro Arg Lys Thr Trp Val Asn Asn Leu Met Ser His Asp 

275 280 285 

Ala Glu Glu Thr Val Ser Arg Gin Asn lie Lys Ser lie Leu Tyr Ser 

290 295 300 

Gly His Phe Leu Phe Glu Gly Thr lie Ser lie Ser Ser Gin Gly Asp 
305 310 315 320 

Leu Ser Asp Ala Asn Gin Lys His Asp Thr Leu Leu Leu Ser Ser Glu 

325 330 335 

Ala Arg Val Ser Thr Phe Pro Arg Leu Glu lie Glu Thr Asp Glu Val 

340 345 350 

Lys Ala Ser His Gly Ala Thr Val Gly Pro Leu Asp Pro Gin Gin lie 

355 360 365 

Phe Tyr Met Arg Ser Arg Gly Met Thr Glu Ala Glu Ala Gin Glu Lys 

370 375 380 

Leu lie His Gly Phe Leu Lys Gin Gly Leu Val Ser Asp Thr Phe Leu 
385 390 395 400 

Gly Ser Ser Phe Gin Leu Asn Gin Thr Ser 
405 410 
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Met Leu Lys lie Lys His Leu His Ala Ser Cys Asn Asp Val Lys lie 

15 10 15 

Leu Asp Asp Phe Asn Leu Asn He Gin Pro Gly Xaa Met His Val lie 

20 25 30 

Met Gly Pro Asn Gly Ala Gly Lys Ser Thr Leu Ala Lys He Leu Ala 

35 40 45 

Gly Asp Glu Ser Val Leu Val Ser Ser Gly Glu He Ala Leu Gin Glu 

50 55 60 

Gin Asn Leu Leu Ser Met Leu Pro Glu Glu Arg Ser Arg Ala Gly Leu 
65 70 75 80 

Phe Val Gly Phe Gin Met Pro Pro Glu He Pro Gly Val Asn Asn Lys 

85 90 95 

Met Phe Leu Arg Asp Ala Tyr Asn Ala Arg Arg Arg Ala Asn Gin Glu 

100 105 110 

Gly Asp He Ser He Asp Glu Phe Asn Thr Leu Leu Ser Thr Val Leu 
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Glu Thr Tyr Glu Tyr Asn Ala Thr Thr Asp Leu Phe Leu Asp Arg Asn 

130 135 140 

Val Asn Glu Gly Phe Ser Gly Gly Glu Arg Lys Arg Asn Glu He Cys 
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Gin Met Leu Val Leu Glu Pro Glu Met Val Leu Leu Asp Glu Pro Asp 
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Ser Gly Leu Asp Val Asp Ala Leu Arg Leu He Cys Arg Val Leu Glu 
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Lys Tyr Arg Glu Leu His Pro Thr Ser Ser Leu Cys He Val Thr His 
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Asn Pro Lys Leu Gly Asn Leu He Arg Pro Asp Val Val His Leu Leu 
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Leu Asp Gly Arg Val Ala Leu Ser Gly Asp Val Ser Leu Met His Glu 
225 230 235 240 

Leu Glu Ala Lys Ser Tyr Gin Glu Val Thr Lys Arg Val Ala Trp Arg 
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Leu Pro Leu Thr Phe Asp Cys Phe Leu Asp Phe Leu Phe Pro Glu Asn 

15 10 15 

Ser Val He Lys Leu Gin Leu Lys Arg Asn Ser Phe Val Gly Gin Ala 

20 25 30 

He Glu Val Gin Asn Leu Val Thr Arg Leu Leu Ser Leu Phe Pro Tyr 



340 



345 



350 



35 



40 



45 



837 



BNSDOCID: <WO 9927105A2_I_> 



wo 99/27105 PCT/IB98/011890 



:;^^^ro Cys Ser Ala lie Phe Asp A^^^< 



Glu Glu Gly Thr C^^K^ro Cys Ser Ala lie Phe Asp Al^^al Phe Pro 

50 55 60 

Asn Glu Glu Gly His lie Leu lie Gin Glu Val lie Ser Leu Gin Glu 
65 70 75 80 

Gin Lys Trp lie Met Glu Cys Leu Asn Gin His Lys Ala Asp lie Glu 

85 90 95 

Glu Leu Lys Glu Ala Leu Asp Gin Val Phe Asn Glu Leu Pro Ala Asn 

100 105 110 

Tyr Asp Lys lie Leu Tyr Thr Asp lie Leu Arg Leu lie Val Asp Pro 

115 120 125 

Glu Arg Phe Ser Pro Val Leu Pro Ser Glu Val His Arg Leu Ser Leu 

130 135 140 

Ser Glu Phe Thr Glu Leu Gin Gly Arg Tyr Val Val Leu Arg Ser Ala 
145 150 155 160 

Phe Ser Thr lie Leu Glu Asp Ala Phe He Glu Val His Phe Lys Ser 

165 170 175 

Trp Arg Lys Ser Glu Phe Leu Gin Tyr Leu Ala Ala Lys Arg Gin Glu 

180 185 190 

Glu Ala Leu Arg Lys Gin Arg Tyr Pro Thr Pro Tyr Val Asp Tyr Leu 

195 200 205 

Glu Glu Glu Lys Thr Arg Gin Tyr Lys Met Phe Cys Gin Glu His Leu 

210 215 220 

Asp Thr Phe Leu Ala Tyr Leu Phe Ser Lys Thr Pro Tyr Lys Glu Gly 
225 230 235 240 

Leu Glu Pro Tyr Tyr Asp He Leu Asp Leu Trp He Asn Glu Leu Asp 

245 250 255 

Asn Gly Ala His Arg Ala Leu Ser Trp Asn Glu His Tyr Leu Phe Leu 

260 265 270 

Lys Glu Arg Val Ser His Leu Ser Glu His Leu Pro Ala Leu Phe Ser 

275 280 285 

Thr Phe Arg Glu Phe Asn Glu Leu Gin Arg Pro Leu Leu Gly Lys Tyr 

290 295 300 

Pro He Ser He Val Arg Asn Lys Arg Gin Thr Glu Gin Asp Leu Ala 
305 310 315 320 

Ala Ser Phe Tyr Pro Val Tyr Gly Tyr Gly Tyr Leu Arg Pro His Ala 

325 330 335 

Tyr Gly Gin Ala Ala Thr Leu Gly Ser He Phe Lys Leu Val Ser Ala 

340 345 350 

Tyr Ser Val Leu Ser Gin Arg He Leu Trp Gly His Asn Glu Glu Pro 

355 360 365 

Ala Asn Pro Leu Val He He Asp Lys Asn Ser Phe Gly Tyr Arg Ser 

370 375 380 

Ser Lys Pro His Val Gly Phe Phe Lys Asp Gly Thr Pro He Pro Thr 
385 390 395 400 

Phe Phe Arg Gly Gly Ser Leu Pro Gly Asn Asp Phe Met Gly Arg Gly 

405 410 415 

Phe He Asp Leu Val Ser Ala Leu Glu Met Ser Ser Asn Pro Tyr Phe 

420 425 430 

Ser Leu Leu Val Gly Glu Gly Leu Gly Asp Pro Glu Asp Leu Ala Asp 

435 440 445 

Ala Ala Ser Leu Phe Gly Phe Gly Glu Lys Thr Gly Leu Gly Leu Pro 

450 455 460 

Gly Glu Tyr Ala Gly Arg Val Pro His Asp Leu Ala Tyr Asn Arg Ser 
465 470 475 480 

Gly Leu Tyr Ala Thr Ala He Gly Gin His Thr Leu Val Val Thr Pro 

485 490 495 

Leu Gin Thr Ala Val Met Leu Ala Ser Leu Val Asn Gly Gly Val Val 

500 505 510 

Tyr Val Pro Lys Leu Leu Leu Gly Glu Trp Glu Gly Glu His Val Ser 

515 520 525 

Tyr Leu Ser Ser Lys Lys Lys Arg Thr He Phe Met Pro Asp Ala Val 

530 535 540 

Val Glu Val Leu Lys Thr Gly Met Arg Asn Val He Trp Gly Gin Tyr 
545 550 555 560 
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Gly Thr Ala Arg 

Arg lie lie Gly 
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Leu Asp Arg Glu 
595 

Ala Val Gly Phe 
610 

lie Val Tyr Leu 
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Ala Val Lys Met 

Phe Leu Arg Gly 
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Ala M^Gln Ser Gin Phe Pro Pro Gin L'l^FLeu Ser 

565 570 575 

Lys Thr Ser Thr Ala Glu Ser He Met Arg Val Gly 

585 590 

Tyr Gly Thr Met Lys Met Lys Asp He Trp Phe Ala 

600 605 

Ser Asp Gin Asp Leu Ser Leu Pro Thr He Val Val 

615 620 

Arg Leu Gly Glu Phe Gly Arg Asp Ala Ala Pro Met 

630 635 640 

He Asp Met Trp Glu Lys He Gin Gin Arg Glu Ser 

645 650 655 
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Leu Lys Met Leu 
180 

Val Arg Arg His 
195 

Tyr Val Gly Pro 
210 

Leu Ser Gin Leu 
225 

Pro Lys Leu Pro 

Leu Glu Ser Val 
260 

Lys Met Gly Val 
275 
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Asp Trp Pro Gly Leu His Val^lfe Ala Val 

185 190 
Tyr Pro Gin Glu Ser Val Ala Ser Asp He Leu Gly 

200 205 
He Ser Leu Gin Glu Tyr Lys Arg Val Thr Gin Glu 

215 220 
Arg Glu Cys Val Arg Ala Tyr Glu Glu Gly Glu Asp 
230 235 240 

Glu Gly Leu Ala Ser He Asp Gin Val Arg Ala Leu 
245 250 255 

Glu Ser Asn Ala Tyr Ser Leu Asn Ala Leu Val Gly 

265 270 
Glu Ala Leu Leu Gly Leu Lys He Thr Arg 
280 285 
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355 360 365 

Trp Ser Leu Thr Ala Glu Ala Arg Leu lie Asn Glu Arg Ala Ala His 

370 375 380 

Val Ser Gly Gin Phe Arg Phe 
385 390 
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90 95 
Tyr Lys Val Asp Thr Val Glu Ala Leu Ser 

105 110 
Asp Pro Ser Leu Ser Val Asp Glu Leu Arg 

120 125 
Val Gly Glu Asn lie Arg lie Ser Arg Val 
135 140 

Thr Asn Ser Thr Val Gly lie Tyr Ser His 
155 160 
Ala Leu Thr Met Leu Ser Gly Ser Ser Thr 

170 175 
Asp lie Ala Met His Val Val Ala Ala Gin 

185 190 
Glu Ser Val Pro Ala Glu Ala lie Ala Lys 

200 205 
Ser Gin lie Gin Gly Lys Pro Gin Glu Val 
215 220 

Gly Lys Leu Asn Thr Phe Phe Gin Glu Ala 
235 240 
Phe lie Lys Asn Ala Asp Leu Ser lie Gin 

250 255 
Ser Lys Thr Ser Gly Ser Ser Val Ala lie 

265 270 
Lys lie Gly Ala 
280 
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Asn Asp Arg Ser LecMPyr Gly Glu Ala Ser Ser lie Phe^eu Thr Glu 

385 390 395 400 

Gly Ser Leu Arg Pro His Gin Phe Leu Leu Gin Glu lie Pro Ser His 

405 410 415 

Lys Leu Ser Phe His Phe Glu Glu Ser Leu 
420 425 

<210>761 
<211>125 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>761 

Trp Thr Phe Phe Cys Leu Leu Leu Arg Ser Cys Phe lie Asn Trp lie 

15 10 15 

Phe Phe Arg Val Phe Ser Leu Asn Phe lie Phe Ser Lys Arg Ser Ser 

20 25 30 

Gly Ala Thr Leu Ser Leu Arg Arg Ala Cys Thr lie Ala Ser Phe Thr 

35 40 45 

Ser Leu lie Lys Glu Asp Arg lie Cys Val Phe Pro Ser Leu Phe Phe 

50 55 60 

Val Cys Asp Ser Lys lie Gly Glu Ala lie Phe lie Ala Met Gin Pro 
65 70 75 80 

Thr Met Pro Ser Arg Met Ser Leu Glu Thr Asn Val Phe Pro Lys Asn 

85 90 95 

Ser Leu Thr Pro Phe Thr Met Ala Ser Leu Lys Ala Val Arg Cys Val 

100 105 110 

Pro Pro Ser Arg Val Ser Cys Pro Leu Thr Lys Glu Lys 
115 120 125 

<210>762 
<211>210 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>762 

Gly Leu Phe Asp Phe Pro Tyr Arg Arg Glu Ser Ala Ser Ala Ser lie 

15 10 15 

Leu Ala Ser Arg Asn Pro Leu Thr Gin Ala Val Phe Ser Leu Arg Gly 

20 25 30 

Lys Pro Met Asn Val Phe Ser Leu Glu Glu Thr Lys Met Tyr Lys Asn 

35 40 45 

Asp Glu Leu Phe Tyr Leu Ala Thr Ala Leu Gly lie Thr Gin Asn Glu 

50 55 60 

lie Gin His Leu Arg Tyr Asn Lys Val lie Leu Ala Thr Asp Ala Asp 
65 70 75 80 

Val Asp Gly Met His lie Arg Asn Leu Leu lie Thr Phe Phe Leu Lys 

85 90 95 

Thr Leu Leu Pro Leu Val Glu Asn Asn His Leu Phe lie Leu Glu Thr 

100 105 110 

Pro Leu Phe Lys Val Arg Asn Lys Thr Thr Thr Leu Tyr Tyr Tyr Ser 

115 120 125 

Glu Gin Glu Lys Met Gin Ala Leu Gin Gin Phe Gly Lys Lys Asp Ser 

130 135 140 

Ser Leu Glu lie Thr Arg Phe Lys Gly Leu Gly Glu lie Ser Pro Lys 
145 150 155 160 

Glu Phe Ala Ala Phe lie Gly Pro Glu lie Arg Leu Thr Pro Val Thr 

165 170 175 

lie Thr Ser Leu Glu Ser lie Ser Ser lie Leu Gin Phe Tyr Met Gly 

180 185 190 

Lys Asn Thr Lys Glu Arg Lys Gin Phe lie Met Asp Asn Leu lie Thr 
195 200 205 

Asp Phe 
210 
<210>763 
<211>479 
<212>PRT 

<213>Chlamydia pneumoniae 
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<4b0>763 

Phe Met Arg Asp Val Ser Glu Leu Phe Arg Thr His Phe Met His Tyr 

15 10 15 

Ala Ser Tyr Val lie Leu Glu Arg Ala lie Pro His lie Leu Asp Gly 

20 25 30 

Leu Lys Pro Val Gin Arg Arg Leu Leu Trp Thr Leu Phe Leu Met Asp 

35 40 45 

Asp Gly Lys Met His Lys Val Ala Asn lie Ala Gly Arg Thr Met Ala 

50 55 60 

Leu His Pro His Gly Asp Ala Pro lie Val Glu Ala Leu Val Val Leu 
65 70 75 80 

Ala Asn Lys Gly Tyr Leu lie Asp Thr Gin Gly Asn Phe Gly Asn Pro 

85 90 95 

Leu Thr Gly Asp Pro His Ala Ala Ala Arg Tyr lie Glu Ala Arg Leu 

100 105 110 

Ser Pro Leu Ala Arg Glu Thr Leu Phe Asn Thr Asp Leu lie Ala Phe 

115 120 125 

His Asp Ser Tyr Asp Gly Arg Glu Lys Glu Pro Asp lie Leu Pro Ala 

130 135 140 

Lys Leu Pro Val Leu Leu Leu His Gly Val Asp Gly lie Ala Val Gly 
145 150 155 160 

Met Thr Thr Lys lie Phe Pro His Asn Phe Ala Glu Leu Leu Lys Ala 

165 170 175 

Gin lie Ala lie Leu Asn Asp Lys Lys Phe Thr Val Phe Pro Asp Phe 

180 185 190 

Pro Ser Gly Gly Leu Met Asp Pro Ser Glu Tyr Gin Asp Gly Leu Gly 

195 200 205 

Ser lie Thr Leu Arg Ala Ser lie Asp lie lie Asn Asp Lys Thr Leu 

210 215 220 

Val Val Lys Gin lie Cys Pro Gin Ser Thr Thr Glu Thr Leu lie Arg 
225 230 235 240 

Ser lie Glu Asn Ala Ala Lys Arg Gly Thr lie Lys lie Asp Thr lie 

245 250 255 

Gin Asp Phe Ser Thr Asp Val Pro His lie Glu lie Lys Leu Pro Lys 

260 265 270 

Gly Ser Arg Ala Lys Glu Met Leu Pro Leu Leu Phe Glu His Thr Glu 

275 280 285 

Cys Gin Val lie Leu Tyr Ser Lys Pro Thr Val lie Tyr Glu Asn Lys 

290 295 300 

Pro Val Glu Cys Ser lie Ser Glu lie Leu Lys Leu His Thr Thr Ala 
305 310 315 320 

Leu Gin Gly Tyr Leu Glu Lys Glu Leu Leu Leu Leu Gin Glu Gin Leu 

325 330 335 

Thr Leu Asp His Tyr His Lys Thr Leu Glu Tyr lie Phe lie Lys His 

340 345 350 

Lys Leu Tyr Asp Ser Val Arg Glu Val Leu Ala lie Asn Lys Lys lie 

355 360 365 

Ser Ala Asp Asp Leu His Gin Ala Val Leu His Ala Leu Glu Pro Trp 

370 375 380 

Leu His Glu Leu Ala Thr Pro Val Thr Lys Gin Asp Thr Ser Gin Leu 
385 390 395 400 

Ala Ser Leu Thr lie Lys Lys lie Leu Cys Phe Asn Glu Glu Ala Cys 

405 410 415 

Thr Lys Glu Leu Leu Ala lie Glu Lys Lys Gin Ala Ala lie Gin Lys 

420 425 430 

Asp Leu Gly Arg lie Lys Glu Val Thr Val Lys Tyr Leu Lys Gly Leu 

435 440 445 

Leu Glu Arg His Gly His Leu Gly Glu Arg Lys Thr Gin lie Thr Asn 

450 455 460 

Phe Lys Thr Ala Lys Thr Ser lie Leu Lys Gin Gin Thr Leu lie 
465 470 475 

<210>764 
<211>109 
<212>PRT 
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<210>765 
<211>325 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>765 

Met Lys Thr Val Thr Ser Phe Thr Val Cys Lys Glu Asn Ser Gly Arg 

15 10 15 

Leu Asp Lys Tyr Leu Thr Glu Val His Pro Lys Tyr Ser Arg Ala Phe 

20 25 30 

Tyr Gin Glu His He Leu Ser Gly Leu Val Gin He Asn Gly Gin He 

35 40 45 

Asn Thr Arg Val Ala Thr Arg Leu Asn Cys Gly Asp He Val Thr He 

50 55 60 

Asp He Gin Glu Lys Glu Glu Leu Leu Glu Leu Leu Pro Glu Ala He 
65 70 75 80 

Pro Leu Asp Lys Val Tyr Glu Asp Gly Met He Leu Val He Asn Lys 

85 90 95 

Pro Arg Asp Met Val Val His Pro Ala Pro Gly His Phe His Gly Thr 

100 105 110 

Leu Val His Ala Leu Leu His Glu He Gly Glu Arg Leu Lys Glu Glu 

115 120 125 

Phe Pro Glu Glu Pro Trp Arg Pro Gly He Val His Arg Leu Asp Lys 

130 135 140 

Asp Thr Ser Gly Leu He He Thr Ala Lys Thr Arg Gin Ala Lys Lys 
145 150 155 160 

Val Phe Ser Glu Leu Phe Ser Thr Lys Arg Leu Lys Lys Ser Tyr Leu 

165 170 175 

Ala Val Cys He Gly Lys Pro Arg Ser Thr Thr He His Thr His He 

180 185 190 

Ser Arg His Gin Asn Lys Arg Lys Glu Met Thr Val Ser Ser Gin Gly 

195 200 205 

Lys Glu Ala Val Thr His Cys Gin Val Leu Ala Phe Asn Gly Lys Leu 

210 215 220 

Ser Phe Val Ala Leu Ser Pro Glu Thr Gly Arg Thr His Gin Leu Arg 
225 230 235 240 

Val His Met Lys His Leu Gly Thr Pro He Leu Gly Asp Pro Val Tyr 

245 250 255 

Gly He Pro Ser Met Asn Ser Ser Tyr Gly Leu Asp Lys Gin Gin Leu 

260 265 270 

His Ala Tyr Ser Val Asp Phe Thr His Pro Glu Thr Arg Gin Phe Cys 

275 280 285 

Ser Leu Lys Ala Gly Leu Pro Glu Asp Met Arg Ser Leu Leu He Lys 

290 295 300 

Glu Phe Arg Asn Glu Thr Thr He Leu Asn Lys Asn Leu Leu Glu Ser 
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OCX 


OCX 

85 


lyir 


Q ^ Y" 
OCX 


v-y tj 


Lys 


Glu 
90 


Tvr 

X y J. 


Leu 


Thr 


Arci 


lie 
95 


Ser 


\j±Y 


n. _L s 


T 1 fa 


Leu. 


Thr- 

X ilX 


Gin 


Asn 


Phe 


Glu 


Lys 


Gin 


Met 


Gin 


Phe 


Arq 


Gly 






X V 










105 










110 






Asn 


56r 


Glv 
115 


Lidl 


Leu. 


Asn 


Tvr 

X y a. 


Gin 
120 


ASD 


Glv 


Ser 


Leu 


His 
125 


Val 


Tyr 


Asp 


Cys 


Arg 
130 


Phe 


Gin 


Val 


Asp 


Pro 
135 


Val 


Pro 


Gly 


Tyr 


Gly 
140 


Ser 


Pro 


Asp 


Lys 


Glu 


Asp 


Ser 


Ser 


Ser 


Gly 


Gly 


Met 


Lys 


Thr 


Leu 


Tyr 


Leu 


Ser 


Leu 


Phe 


145 










150 










155 










160 


Arg 


Asn 































<210>769 
<211>240 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>769 

Met Pro lie Leu Ser Val Cys Asn Leu Val Lys Lys Tyr Asn Lys Lys 

15 10 15 

Pro Val Thr Asn Asp Val Ser Phe Gin lie Asn Pro Gly Glu lie Val 

20 25 30 

Gly Leu Leu Gly Pro Asn Gly Ala Gly Lys Thr Thr Ala Phe Tyr Leu 

35 40 45 

Thr Val Gly Leu lie Arg Pro Asp Ser Gly Lys lie lie Phe Lys Asn 

50 55 60 

Val Asp Val Thr Lys Lys Thr Met Asp His Arg Ala Arg Leu Gly lie 
65 70 75 80 

Gly Tyr Leu Ala Gin Glu Pro Thr lie Phe Lys Glu Leu Thr Val Gin 

85 90 95 

Asp Asn Leu lie Cys lie Leu Glu lie lie Tyr Lys Ala Arg Lys Gin 

100 105 110 

Gin Ser His Leu Leu Asn Thr Leu Val Asp Asp Leu Gin Leu Gly Ser 

115 120 125 

Cys Leu His Lys Lys Ala Gly Thr Leu Ser Gly Gly Glu Arg Arg Arg 

130 135 140 

Leu Glu He Ala Cys Val Leu Ala Leu Asn Pro Ser Val Leu Leu Leu 
145 150 155 160 

Asp Glu Pro Phe Ala Asn Val Asp Pro Leu Val He Gin Asn Val Lys 

165 170 175 

Tyr Leu He Lys He Leu Ala Gly Arg Gly He Gly He Leu He Thr 

180 185 190 

Asp His Asn Ala Lys Glu Leu Leu Ser He Ala Asp Arg Cys Tyr Leu 

195 200 205 

He He Asp Gly Lys He Phe Phe Glu Gly Ser Ser Ser Gin Met He 

210 215 220 

Ser Asn Pro Met Val Lys Gin His Tyr Leu Gly Asp Ser Phe Ser Tyr 
225 230 235 240 

<210>770 
<211>299 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>770 

Arg Thr Ser Thr Arg Leu Asp Tyr Arg Ser Gly Cys He Leu Ser Lys 

15 10 15 

He Leu Pro Phe Pro Glu Leu Trp Lys Met Leu Leu Gly Phe Leu Cys 
20 25 30 
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Asp Cys Pro 
35 



Cys Ala 



Trp Gin Cys Ala Ala Val Ala 
40 45 



Cys Tyr 



Asp 


Ser 


V d X 






Ser 


Zi yes 


Pro 


Glu 


His 


Lys 


Pro 


Asn 


He 


Pro 


Tyr 


50 










55 










60 












iniT 


Lys 


i-iX d 


1 IIX 


nX y 


^xy 


Glv 
vjxy 


Leu 


Arg 


Met 


Lys 


Thr 


Leu 


Ala 


Tyr 


65 










70 










75 










80 


Leu. 




Ser 


Leu 


Lys 
85 


Asp 


Ala 




Gin 


Leu 
90 


Ala 


Tyr 


Asp 


Phe 


Leu 
95 


Lys 


Asp 




Gly 


Ser 
100 


Leu 


Ala 


Ara 


Leu 


Ala 
105 


Lvs 


Ala 


Leu 


He 


Ala 
110 


Pro 


Lys 




nX d 


Leu 
115 


Gin 


Glu 


Glv 

vjxy 


Asn 


Leu 
120 


Phe 


Phe 


Tyr 


Gly 


Cys 
125 


Ser 


Asn 


He 


Glu 


Asp 
130 


lie 


Leu 


Glu 


Glu 


Met 
135 


Ara 


Ara 


Pro 


His 


Arg 
140 


He 


Leu 


Leu 


Leu 


Vj J. jr 


XT lie 


Ser 


j.y X 




Gin 


Lys 


Pro 


Lys 


Ala 


Cys 


Pro 


Glu 


Gly 


Arg 


Phe 


145 










150 










155 










160 


As n 


Asp 


Ala 


=• 


rtx y 
165 


Tvr 

i y i 


Asp 


Pro 


Ser 


His 
170 


Pro 


Thr 


Cys 


Ala 


Ser 
175 


Cys 


Ser 


X X c 


o X y 


Thr 
180 


Met 


Met 


Ara 

rtx y 


Leu 


Asn 
185 


Ala 


Ara 


Ara 


Tyr 


Thr 
190 


Thr 


Val 


X J. c: 


X X c 


r'x w 
195 


X IIX 


Phe 


lie 


Asp 


lie 
200 


Ala 


Lys 


His 


Leu 


His 
205 


Thr 


Leu 


Lys 


Ly s 


Arg 
210 




Pro 


Gly 


Tvr* 
J. y X 


Gin 
215 


lie 


Leu 


Phe 


Ala 


Val 
220 


Thr 


Ala 


Cys 


Glu 


Leu 


Ser 


Leu 


Lys 


Met 


Phe 


Glv 


ASD 


Tvr 


Ala- 


Ser 


Val 


Met 


Asn 


Leu 


Lys 


225 










230 










235 










240 


m V 

w X y 


Val 


Gly 


lie 


rtx y 
245 


Leu 


Thr 


Glv 


Ara 


lie 
250 


Cys 


Asn 


Thr 


Phe 


Lys 
255 


Ala 


Phe 


Lys 


Leu 


Ala 
260 


Glu 


Arg 


Gly 


Val 


Lys 
265 


Pro 


Gly 


Val 


Thr 


He 
270 


Leu 


Glu 


Glu 


Asp 


Gly 
275 


Phe 


Glu 


Val 


Leu 


Ala 
280 


Arg 


He 


Leu 


Thr 


Glu 
285 


Tyr 


Ser 


Ser 


Ala 


Pro 
290 


Phe 


Pro 


Arg 


Asp 


Phe 
295 


Cys 


Glu 


He 


His 













<210>771 
<211>438 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>771 

Val Tyr Lys Ser Leu Val Thr Phe Lys Cys Gly Glu His Leu Gly Ala 

15 10 15 

He Trp Ala Tyr Phe Thr Ala Ser Thr Val Val Ala Leu Asn Pro Thr 

20 25 30 

Ala Thr Met Asp His Val Lys Ala Ala He Leu Glu Glu Ala Lys Glu 

35 40 45 

Leu Asp Asn Ser Ser Phe Gin Leu Ala Ser Ser He Lys Ser Ala Met 

50 55 60 

Thr Ser He Val Asn Ser Ser Gly Ser Phe Ser Val Thr Val Asn Ser 
65 70 75 80 

Ser Thr Leu Gin Tyr Thr He Tyr Ser Glu Lys Asn Gly Lys Val Glu 

85 90 95 

He Asn Gin He Leu Leu Asn Tyr Gly Ser Thr Gly Phe Leu Pro Glu 

100 105 110 

He Thr Lys Leu Ala Lys Thr Asn Ala Glu Ser Thr Ala Arg Ser Tyr 

115 120 125 

Phe Arg Phe Lys Ala Leu Ala Ala Val Glu Ser Glu Asn Val Gin Asn 

130 135 ' 140 

Lys He Glu Asp Leu Gin Ser Gin Leu Gin Gin Phe Thr Asn Met Lys 
145 150 155 160 

Thr Glu Leu Phe Asp Gly Gin Leu Leu Ser Gin Ala Ser Glu Leu Arg 

165 170 175 

Ala Leu Pro Leu Leu Ser Ala Val Ala Ser Val Leu He Asp Arg Tyr 

180 185 190 

Met Pro Lys Glu Val Asp Tyr Leu Asn Glu He Tyr Lys Lys Leu Tyr 
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195 

Tyr Ser Asn Leu 
210 

Ser Gin Tyr Val 
225 

Gly Gin Gin Pro 

Ser Gin Glu Ser 
260 

Ala Leu Tyr Leu 
275 

Gin Arg Ala Arg 
290 

Ser Thr lie Leu 
305 

lie Ser Gly Ser 

He Ala Gly Gly 
340 

Glu Gin Trp Gin 
355 

Gly Leu Val Gly 
370 

Thr He Gin Ser 
385 

Gin Leu Asp Leu 

Val Val Ala Thr 
420 

Ala Arg Ser Leu 
435 

<210>772 
<211>422 
<212>PRT 
<213>Chlamydia pneumoniae 
<400>772 



Ala 


Asp 


He 


Asp 


Met 


He 


Tyr 


Ser 


Thr 


Ser 


He 


Ser 


Thr 


Phe 


Tyr 


Lys 


1 








5 










10 










15 




Lys 


Leu 


Ser 


Leu 


Val 


Ser 


Ser 


Met 


His 


Ser 


Phe 


Ala 


Gin 


Arg 


His 


Arg 








20 










25 










30 






Glu 


Ser 


Leu 


Glu 


His 


He 


Ala 


Asn 


Tyr 


Glu 


Lys 


Thr 


Thr 


Ala 


Glu 


Arg 






35 










40 










45 








Asp 


He 


Leu 


Lys 


Arg 


Leu 


He 


Glu 


Val 


Leu 


Asp 


Gin 


Arg 


Ala 


Ser 


Glu 




SO 










55 










60 










Arg 


Tyr 


Arg 


Ser 


Ala 


Val 


Glu 


Lys 


Leu 


His 


Lys 


Tyr 


Glu 


Val 


Glu 


Arg 


65 










70 










75 










80 


Ala 


Thr 


Val 


Ala 


Lys 


Ser 


He 


Pro 


Val 


Ala 


Ala 


He 


His 


Glu 


Lys 


Pro 










85 










90 










95 




Leu 


Ser 


Ser 


Thr 


His 


Ala 


Ser 


Val 


Gin 


Val 


Thr 


Ala 


Ser 


Thr 


Pro 


Ala 








100 










105 










110 






Ala 


Thr 


Gly 


Ser 


Gly 


Val 


Gly 


Ala 


Tyr 


Tyr 


Asn 


Ala 


Val 


Lys 


Gin 


Lys 






115 










120 










125 








Trp 


Ala 


Gin 


Asp 


Leu 


He 


Val 


Glu 


Leu 


Asn 


Thr 


Val 


Met 


Thr 


Thr 


He 




130 










135 










140 










Met 


Ala 


Ser 


Val 


Asn 


Ser 


Lys 


Asn 


Pro 


Ala 


Asn 


Lys 


Asp 


Val 


Phe 


Asp 


145 










150 










155 










160 


Lys 


Leu 


Asn 


Thr 


Glu 


Leu 


Gin 


Ala 


Leu 


Val 


Ala 


Ala 


Gly 


Asn 


Asn 


Leu 










165 










170 










175 




Thr 


Glu 


Glu 


Asn 


Phe 


Gin 


Thr 


Leu 


Tyr 


Asn 


Phe 


Pro 


Glu 


Glu 


He 


Phe 








180 










185 










190 






Thr 


Ala 


He 


Gin 


Arg 


Ala 


Asp 


Thr 


Phe 


Thr 


Gly 


Gly 


Met 


Lys 


Thr 


Asp 






195 










200 










205 








Phe 


Thr 


Asn 


Gin 


Leu 


Ala 


Gly 


Lys 


Tyr 


Gly 


Asn 


Gin 


Ala 


Thr 


Leu 


Thr 




210 










215 










220 
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200 2£ 
Gly Ser Ser Val Gly Asn Ser He He Asp Ala He 

215 220 
Asn Gly Ala Thr Tyr Phe Asn Phe Ala Ser Tyr Val 
230 235 240 

Ala Val Gly Ala Gly Gly Ala Asn Ala Phe Pro Gly 
245 250 255 

Ala Gin Ala Lys Leu Asp Gin Glu Arg Lys Gin Ala 

265 270 
Gin Glu Thr Arg Gly Ala Leu Thr Val He Glu Glu 

280 285 
Val Leu Lys Asp Asp Lys He Thr Asn Glu Gin Arg 

295 300 
Asp Ser Leu Arg Asn Tyr Glu Asp Asn He Asn Ser 
310 315 320 

Leu Val Leu Leu Gin Asn Tyr Leu Gin Pro Leu Ser 
325 330 335 

Ser Val Ala Gly Thr Phe Glu Val Lys Glu Gly Gin 

345 350 
Ala Arg Leu Gin He Leu Glu Glu Ala Leu Val Ser 

360 365 
Asn Met He Asn Gly Gly Met Phe Pro Leu Gin Ser 

375 380 
Asp Gin Gin Ser Phe Ala Asp Met Gly Gin Asn Phe 
390 395 400 

Gin Met His Leu Thr Ser Met Gin Gin Glu Trp Thr 
405 410 415 

Ser Leu Gin Leu Leu Asn Gin Met Tyr Leu Ser Leu 
425 430 

Thr Gly 
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Gin Thr Phe Ala Asp Arg Val Glu Gly Phe Lys Asp Leu Thr 

225 230 235 240 

Ala Val Gin Gly Val Leu Thr Pro Glu Gin Phe Thr lie Phe Ala Glu 

245 250 255 

lie Ala Thr Glu Leu Gin Ala Leu Ala Asp His Val Gly Asn Phe Asp 

260 265 270 

Glu Ala Gly Leu Gin Arg lie Glu Asp Ala Gly Glu Lys Leu Ala Ala 

275 280 285 

Val lie Asn Ser Ser Asp Leu Thr Arg Asn Asp Lys He Met Phe Cys 

290 295 300 

Gin His He Thr Asp Leu Tyr Ser Asp Gin Val Ala Ala Leu Gly Ser 
305 310 315 320 

Phe Asp Thr Val Leu Asp Ala Ser He Tyr Val Asn Gin His Gin Gly 

325 330 335 

Thr Met Phe Ser Asn Leu Ser Ser Phe Val Gly Ser Leu He Gly Thr 

340 345 350 

Phe Ala Pro He Asp Leu Ser Ser Ser Gin Gly Asp He Ser Ser Ala 

355 360 365 

Ala Leu Ala Gly Ala Leu Gin Thr Ala Arg Gly Leu Asn Ser Arg Phe 

370 375 380 

Asn Glu Leu Thr Ala Glu Gin Gin Lys Leu He Asn Glu Cys He Asn 
385 390 395 400 

Leu Trp Leu Pro Leu Ser Val Val Ser Thr Leu Val Leu Ser Gly Leu 

405 410 415 

He Leu Gin His Leu Leu 
420 

<210>773 
<211>645 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>773 

Lys Tyr Tyr Leu Phe Ser Met Ser Thr Phe Ser He Gin Asn Arg Leu 

15 10 15 

Arg Thr He Ser Gly Glu Ser Thr Arg He He Lys Leu Asp His Lys 

20 25 30 

Tyr Ser Gly Phe Asp Pro Arg Ser Val Pro Ala He Asn Leu Glu Glu 

35 40 45 

Leu Asn Ser Gly He Tyr Ala Leu Arg His Leu Met Asn Ala Leu Gin 

50 55 60 

Ser Glu Asn Thr Asn Val Ala Ala Leu Leu Asn Pro Asn Asn Thr He 
65 70 75 80 

Phe Pro Thr Thr Ser Trp Thr Asp Tyr Lys His Ser Arg Pro Gin Ala 

85 90 95 

Ser Ser Pro Arg Ala Pro Ser Ser Gin Thr Pro Thr Asp He Val Ser 

100 105 110 

Ala Ala Ala Leu Ala Leu Val Leu Val He Asp Gly Gly Leu Ala Glu 

115 120 125 

Leu Val Ala Ser Val Thr Glu He Asp Leu Gly Ala Leu Ser Thr He 

130 135 140 

Ser Thr Val Arg Gin Leu Met Ala Ser Tyr Leu Gly Leu Thr Thr Leu 
145 150 155 160 

Thr Ala Glu Gin Glu Lys Val Val Phe Ser Ser Ser Tyr Val Pro Ser 

165 170 175 

Glu Lys Asn Leu Leu Glu His Val Lys Gin Glu Lys Ala Ala Glu He 

180 185 190 

Gin Ala Lys Gin Glu Glu He Lys Ala Val Leu Glu Ala Lys Gly Val 

195 200 ^ 205 

Ser Thr Glu Glu He Glu Ala He Leu Lys Glu Tyr Pro Asp He Tyr 

210 215 220 

Ala Ala Asp Phe Phe Lys Glu Phe He Glu Glu Pro Leu His Thr Tyr 
225 230 235 240 

Arg Ala Lys Val Gly Ala Pro He Gin Glu Met Asn Glu Asn Ala He 

245 250 255 

Gin Leu Leu Pro Thr Pro Pro Ala He Thr Pro Asp Asn Val Asn Glu 
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260 265 ^^^0 

Val Asn Gly Met Asn Thr Leu Ser Thr lie Leu Gin Ala lie Asp Asp 

275 280 285 

Ala lie Lys Gin Ala Pro Ala Leu Gly Gly Asp Gin Glu lie lie Thr 

290 295 300 

lie Leu Gin Thr Leu Val Pro Leu Val Asp Lys Thr Thr Phe Thr Lys 
305 310 315 320 

Ala Glu Phe Asp Leu lie Tyr Thr Ala Thr Gin Leu Pro Asn Thr Ala 

325 330 335 

Ser Leu Lys Leu Tyr Leu Thr Asp Arg Gin lie Ala Glu Tyr Arg Gly 

340 345 350 

Lys lie Thr Lys Val Tyr Gin Asn Ser lie Gin Asn Leu Ser Glu Thr 

355 360 365 

Lys Arg Val Val Glu Asn Asn Arg Ser Met Leu Glu Thr Gin Leu Ser 

370 375 380 

Met Phe Gin Gin Ala Gin Asn Cys Phe Val Thr Trp lie Ser Gin Ala 
385 390 395 400 

Asn Ala Leu Asn lie Ala lie Thr Asn Lys Tyr lie Ser Ala Val Leu 

405 410 415 

Thr Thr Ser Met Glu Met Tyr Gly Gly Leu Leu Cys Leu Ser Tyr Met 

420 425 430 

Tyr Glu Arg Leu Ala Asp Asp Glu Lys Ala lie Phe Asp Lys Ser Val 

435 440 445 

Asn Glu Tyr Leu Pro lie His lie Val Val Gly Gly Ser Trp Val Asn 

450 455 460 

Gly Trp lie Ala Lys Met Ala Ala Tyr Gin Glu Leu Ala Glu Tyr Ser 
465 470 475 480 

Leu Gly Thr Ala Val Thr Ser Gin Asp Gin lie Lys Ala Tyr Leu Gin 

485 490 495 

Thr Arg Gly Asn Glu Phe Lys Ala Thr Arg His Phe Phe His Asn lie 

500 505 510 

Gly Asp Gin Met Tyr Gin Phe Ala Asn Glu Thr Val Phe Gly Asn Cys 

515 520 525 

Leu Thr Thr Ala Asn Gly Ala lie Gin Pro Asp Leu Gly Gly Phe He 

530 535 540 

Arg Glu Ala Met Thr Asn Val Gly Thr Val Glu Ala Asp Tyr Val Ser 
545 550 555 560 

Asn Ala Gin Arg He Leu Asn Glu Phe Asn Thr Ala Ala Thr Ala His 

565 570 575 

Val Leu Gin Leu Gin Leu Gin He Ala Glu Leu Gin Lys Lys Ala Asp 

580 585 590 

Asp Leu Asp Pro Gly Lys Ala Ser Phe Thr Glu Asn Arg Lys Phe Ala 

595 600 605 

Val Ala Ala Leu Asp His He Gly Glu Leu Arg Arg Cys Phe Asn Phe 

610 615 620 

Tyr Asp Phe Xaa Leu Ser Ala Thr Lys Ala Arg Gly Phe Phe Lys Thr 
625 630 635 640 

Phe Asp Arg Arg Asn 
645 

<210>774 
<211>284 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>774 

Thr Gin Glu Lys Pro Leu Ser Leu Arg Thr Val Asn Leu Leu Leu Pro 

15 10 15 

Leu Trp He Thr Ser Glu Ser Leu Gly Asp Ala Leu He Ser Met He 

20 25 30 

Xaa Asn Ser Gin Leu Pro Lys Gin Glu Ala Phe Leu Lys Pro Leu He 

35 40 45 

Glu Glu He Asn Phe Asn Asn Leu Ala Ala Asn Ala Leu Asn Ser Leu 

50 55 60 

Leu Gin He Thr Asn Glu Phe Ser Thr Thr Ser Val Tyr Tyr Ser Leu 
65 70 75 80 
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Ser Ser T^eu Val Gin Ser Lys Thr Gly Gllftn Leu Phe Ala Gly 

Asp Tyr Tyr Glu Thr Leu Leu Ala Ala A^a Arg Glu Arg Glu Tyr He 



105 



Tyr Arg Asp Thr Ala Arg Cys Lys Gl'^ Ala He Asn Leu HI Asn Gly 
115 

140 

Ser Leu Ser 

160 



115 120 



Leu Leu Gin Lys He Asn Ser Leu Pro Gly Ala Thr Ser Ala Gin Lys 
Gin Glu Met Leu Asn Ala Thr Thr Tyr Tyr Gin Tyr Ser Leu Ser Val 
Thr Leu Asn Gin Leu Sr Val Leu Glu Ser III Leu Ala Gly Leu iys 
Met Thr Leu Gin Thr Thr Ser Asn Asn l^l Tyr Asp Lys Ser III Phe 



185 



Lys He Glu Ser Phe Asp Asp Trp He Pro Thr Leu Ala Ala Leu Glu 
Ser Phe Leu Thr Ser Gly Phe Pro Asn He Ser Ala 1^1 Gly Gly Leu 
Gly Pro Leu Phe Thr Gin 5a 1 Gin Ser Asp Gin G^n Thr Tyr Thr Ser 



Gin Gly Gin Thr Gin Gin Leu Asn Leu Gin III Gin Met Thr Thr He 
Gin Gin Glu Trp Thr Leu Val Ser Thr Ser Met Gin Val Leu Isn Gly 



240 



2S5 

He Leu Ser Gin Leu Ala Gly Ala He Tyr Ser Asn 
275 280 

<210>775 
<211>212 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>775 



270 



Asp Arg Ser Leu Leu Leu Leu Phe Val Ser Ala Gly Val Pro Pro Ala 
Ala Ala ser Ser He Gly Ser Ser Val As'n Gin Leu Tyr Lys THr Ser 
Lys ser Thr Gly Ser Asp Tyr Lys Thr Gin He Ser Ala Gly Tyr Asp 
Ala Tyr Lys Ser He Asn Asp A^a Tyr Gly Arg Ala Arg Asn Asp Ala 
Thr Arg Asp Val He Asn Asn Val Ser Thr Pro A^a Leu Thr Arg Ser 
val Pro Arg Ala Arg Thr Glu Ala Arg Gly P^o Glu Lys Thr Asp Gl'n 
Ala Leu Ala Arg Val He Ser Gly Asn sll Arg Thr Leu Gly Asp Val 
Tyr ser Gin Val Ser Ala Leu Gin Ser Val Met Gin He H^e Gin Ser 
Asn Pro Gin Ala Asn Asn Glu Glu He Arg Gin Lys ieu Thr Ser Ala 



val Thr Lys Pro Pro Gin Phe Gly Tyr Pro Tyr HI Gin Leu Ser Asn 



150 



155 



Asp ser Thr Gin Lys Phe He Ala Lys Leu Gl" Ser Leu Phe Ala g!u 



165 



170 



Gly ser Arg Thr Ala Ala Glu He Lys Ala Leu Ser Phe Glu Thr Asn 

185 

ser Leu Phe He Gin Gin Val Leu Val Asn He Gly Ser til Tyr Ser 

^1 200 90^; 

Gly Tyr Leu Gin ^ 

210 

<210>776 

<211>478 

<212>PRT 

<213>Chlamydia pneumoniae 
<400>776 
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Val Phe 
1 



Met Val 



5 



TO lie Gly Pro Gly Pro lie A: 
10 



lu Thr Glu 
15 



Arg Thr Pro Pro Ala Asp Leu Ser Ala Gin Gly Leu Glu Ala Ser Ala 

20 25 30 

Ala Asn Lys Ser Ala Glu Ala Gin Arg lie Ala Gly Ala Glu Ala Lys 

35 40 45 

Pro Lys Glu Ser Lys Thr Asp Ser Val Glu Arg Trp Ser lie Leu Arg 

50 55 60 

Ser Ala Val Asn Ala Leu Met Ser Leu Ala Asp Lys Leu Gly lie Ala 
65 70 75 80 

Ser Ser Asn Ser Ser Ser Ser Thr Ser Arg Ser Ala Asp Val Asp Ser 

85 90 95 

Thr Thr Ala Thr Ala Pro Thr Pro Pro Pro Pro Thr Phe Asp Asp Tyr 

100 105 110 

Lys Thr Gin Ala Gin Thr Ala Tyr Asp Thr lie Phe Thr Ser Thr Ser 

115 120 125 

Leu Ala Asp lie Gin Ala Ala Leu Val Ser Leu Gin Asp Ala Val Thr 

130 135 140 

Asn lie Lys Asp Thr Ala Ala Thr Asp Glu Glu Thr Ala lie Ala Ala 
145 150 155 160 

Glu Trp Glu Thr Lys Asn Ala Asp Ala Val Lys Val Gly Ala Gin lie 

165 170 175 

Thr Glu Leu Ala Lys Tyr Ala Ser Asp Asn Gin Ala lie Leu Asp Ser 

180 185 190 

Leu Gly Lys Leu Thr Ser Phe Asp Leu Leu Gin Ala Ala Leu Leu Gin 

195 200 205 

Ser Val Ala Asn Asn Asn Lys Ala Ala Glu Leu Leu Lys Glu Met Gin 

210 215 220 

Asp Asn Pro Val Val Pro Gly Lys Thr Pro Ala lie Ala Gin Ser Leu 
225 230 235 240 

Val Asp Gin Thr Asp Ala Thr Ala Thr Gin lie Glu Lys Asp Gly Asn 

245 250 255 

Ala lie Arg Asp Ala Tyr Phe Ala Gly Gin Asn Ala Ser Gly Ala Val 

260 265 270 

Glu Asn Ala Lys Ser Asn Asn Ser lie Ser Asn lie Asp Ser Ala Lys 

275 280 285 

Ala Ala lie Ala Thr Ala Lys Thr Gin lie Ala Glu Ala Gin Lys Lys 

290 295 300 

Phe Pro Asp Ser Pro lie Leu Gin Glu Ala Glu Gin Met Val lie Gin 
305 310 315 320 

Ala Glu Lys Asp Leu Lys Asn lie Lys Pro Ala Asp Gly Ser Asp Val 

325 330 335 

Pro Asn Pro Gly Thr Thr Val Gly Gly Ser Lys Gin Gin Gly Ser Ser 

340 345 350 

lie Gly Ser lie Arg Val Ser Met Leu Leu Asp Asp Ala Glu Asn Glu 

355 360 365 

Thr Ala Ser He Leu Met Ser Gly Phe Arg Gin Met He His Met Phe 

370 375 380 

Asn Thr Glu Asn Pro Asp Ser Gin Ala Ala Gin Gin Glu Leu Ala Ala 
385 390 395 400 

Gin Ala Arg Ala Ala Lys Ala Ala Gly Asp Asp Ser Ala Ala Ala Ala 

405 410 415 

Leu Ala Asp Ala Gin Lys Ala Leu Glu Ala Ala Leu Gly Lys Ala Gly 

420 425 430 

Gin Gin Gin Gly He Leu Asn Ala Leu Gly Gin He Ala Ser Ala Ala 

435 440 445 

Val Cys Glu Arg Arg Ser Ser Ser Arg Cys Ser Lys Phe Tyr Arg Val 

450 455 460 

He Cys Lys Pro Ala Leu Gin Asp Leu Lys He Tyr Arg Phe 
465 470 475 

<210>777 
<211>438 
<212>PRT 

<213>ChlaTnydia pneumoniae 
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<'400>777 



Pro 


Ala 


Trp 


Ser 


Ser 


Val 


Ser 


Thr 


Leu 


1 








5 










Met 


Lys 


Lys 


Gin 


Val 


Tyr 


Gin 


Trp 


Leu 








20 










25 


Leu 


Thr 


He 


Ser 


Gly 


Tyr 


Ala 


Glu 


Leu 






35 










40 




Lys 


Ser 


His 


Thr 


Tyr 


Thr 


Thr 


Leu 


Asp 




SO 










55 






Lys 


Arg 


Gly 


Phe 


Val 


Glu 


Thr 


Arg 


Lys 


65 










70 








Ala 


Gly 


Asp 


Val 


Arg 


Ala 


Arg 


Trp 


Leu 










85 










Asn 


Pro 


Ser 


Asp 


Lys 


Asp 


Lys 


Tyr 


Asn 








100 










105 


Arg 


Ser 


Glu 


Phe 


Tyr 


Leu 


Tyr 


He 


Asp 






115 










120 




Leu 


Ser 


Ser 


Lys 


Met 


Asn 


Trp 


Thr 


Ala 




130 










135 






Ala 


Ala 


Gly 


Val 


Asp 


He 


Asn 


Arg 


Ala 


145 










150 








Lys 


Asn 
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Ser 


Asn 


Phe 
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Val 


Val 
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Lys 
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Arg 
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Lys 
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240 
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Trp 
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Thr 
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Pro 


250 
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Thr 
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Gly 


Lys 


His 


Ser 
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Val 


Pro 
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Gly 


Ala 
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300 










Thr 


Thr 


Leu 


Asn 


Gly 


Lys 


Glu 
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Leu 


Arg 
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Ala 
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Arg 
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Lys 
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Asp 
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Lys 


Glu 


Ala 






380 










Ser 


Ala 


Leu 


Tyr 


Met 


Tyr 


Gly 
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410 
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He 
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Ser 


He 
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15 
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Gin Leu Asn Leu t er Asp He Cys Leu Ala Arg T^^B^al His Glu 

20 25 30 

He Gly Pro Leu Tyr Leu Met Tyr Ser Leu Lys He Tyr Gin Leu Pro 

35 40 45 

He His Leu Phe Gly Phe Gly Val Phe Thr Val Leu Leu Pro Ala He 

50 55 60 

Ser Arg Cys Val Gin Arg Glu Asp His Glu Arg Gly Leu Lys Leu Met 
65 70 75 80 

Lys Phe Val Leu Thr Leu Thr Met Ser Val Met He He Met Thr Ala 

85 90 95 

Gly Leu Leu Leu Leu Ala Leu Pro Gly Val Arg Val Leu Tyr Glu His 

100 105 110 

Gly Leu Phe Pro Gin Ser Ala Val Tyr Ala He Val Arg Val Leu Arg 

115 120 125 

Gly Tyr Gly Ala Ser He He Pro Met Ala Leu Ala Pro Leu Val Ser 

130 135 140 

Val Leu Phe Tyr Ala Gin Arg Gin Tyr Ala Val Pro Leu Phe He Gly 
145 150 155 160 

He Gly Thr Ala Leu Ala Asn He Val Leu Ser Leu Val Leu Gly Arg 

165 170 175 

Trp Val Leu Lys Asp Val Ser Gly He Ser Tyr Ala Thr Ser He Thr 

180 185 190 

Ala Trp Val Gin Leu Tyr Phe Leu Trp Tyr Tyr Ser Ser Lys Arg Leu 

195 200 205 

Pro Met Tyr Ser Lys Leu Leu Trp Glu Ser He Arg Arg Ser He Lys 

210 215 220 

Val Met Gly Thr Thr Met Leu Ala Cys Met He Thr Leu Gly Leu Asn 
225 230 235 240 

He Leu Thr Gin Thr Thr Tyr Val He Phe Leu Asn Pro Leu Thr Pro 

245 250 255 

Leu Ala Trp Pro Leu Ser Ser He Thr Ala Gin Ala He Ala Phe Leu 

260 265 270 

Ser Glu Ser Cys He Phe Leu Ala Phe Leu Phe Gly Phe Ala Lys Leu 

275 280 285 

Leu Arg Val Glu Asp Leu He Asn Leu Ala Ser Phe Glu Tyr Trp Arg 

290 295 300 

Gly Gin Arg Gly Leu Leu Gin Arg Gin His Val Met Gin Asp Thr Gin 
305 310 315 320 

Asn 



<211>225 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>779 
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Ala 
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Val 


Ala 


Ala 
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45 








Trp 
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Gly 
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Arg 
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Val 
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Leu 


Arg 


Lys 


He 


Leu 


Gly 


Gly 
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Glu 
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Ala 
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His 
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Glu 
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Leu 


Arg 


Ala 
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70 
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Ser 


Leu 


Asp 


Arg 


Ala 


Ala 
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Phe 


Phe 


Arg 


Arg 


Phe 


Ser 


Arg 


Leu 










85 










90 










95 




He 


Lys 


Gly 


Ser 


Thr 


He 


He 


Phe 


Thr 


Leu 


Leu 


He 


Glu 


Ala 


Val 


Leu 
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Trp 


Val 


Val 
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Tyr 


Val 


Glu 


Glu 


Gly 


Thr 


Tyr 


Asp 


Met 


He 


Leu 
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120 
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Thr 


Met 


He 


Leu 


Leu 


Pro 
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Gly 


He 


Phe 


Leu 


Met 


Met 


Tyr 
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130 
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Gly 


Val 


Gly 
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145 155 160 

Leu Ala Pro Val Val Val Asn lie lie Trp He Phe Phe Val He Ala 

165 170 175 

Ala Arg His Ser Asp Pro Arg Glu Arg He He Gly Leu Ser Val Ala 

180 185 190 

Leu Val He Gly Phe Phe Phe Glu Trp Leu He Thr Val Pro Gly Val 

195 200 205 

Trp Lys Phe Leu Leu Glu Ala Lys Ser Pro Pro Gin Glu His Asp Ser 
210 215 220 

Val 
225 

<210>780 
<211>293 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>780 

Met Lys Val Leu Pro Pro Pro Ser He Pro Leu Leu Gly Ala His Thr 

15 10 15 

Ser Thr Ala Gly Gly Leu Lys Asn Ala He Tyr Glu Gly Arg Asp He 

20 25 30 

Gly Ala Ser Thr Val Gin He Phe Thr Ala Asn Gin Arg Gin Trp Gin 

35 40 45 

Arg Arg Ala Leu Lys Glu Glu Val He Glu Asp Phe Lys Ala Ala Leu 

50 55 60 

Lys Glu Thr Asp Leu Ser Tyr He Met Ser His Ala Gly Tyr Leu He 
65 70 75 80 

Asn Pro Gly Ala Pro Asp Pro Val He Leu Glu Lys Ser Arg He Gly 

85 90 95 

He Tyr Gin Glu He Leu Asp Cys He Thr Leu Gly He Ser Phe Val 

100 105 110 

Asn Phe His Pro Gly Ala Ala Leu Lys Ser Ser Lys Glu Asp Cys Met 

115 120 125 

Asn Lys He Val Ser Ser Phe Ser Gin Ser Ala Pro Leu Phe Asp Ser 

130 135 140 

Ser Pro Pro Leu Val Val Leu Leu Glu Thr Thr Ala Gly Gin Gly Thr 
145 150 155 160 

Leu He Gly Ser Asn Phe Glu Glu Leu Gly Tyr Leu Val Gin Asn Leu 

165 170 175 

Lys Asn Gin He Pro He Gly Val Cys Val Asp Thr Cys His He Phe 

180 185 190 

Ala Ala Gly Tyr Asp He Thr Ser Pro Gin Gly Trp Glu Asp Val Leu 

195 200 205 

Asn Glu Phe Asp Glu Tyr Val Gly Leu Ser Tyr Leu Arg Ala Phe His 

210 215 220 

Leu Asn Asp Ser Met Phe Pro Leu Gly Ala Asn Lys Asp Arg His Ala 
225 230 235 240 

Pro Leu Gly Glu Gly Tyr He Gly Lys Glu Ser Phe Lys Phe Leu Met 

245 250 255 

Thr Asp Glu Arg Thr Arg Lys He Pro Lys Tyr Leu Glu Thr Pro Gly 

260 265 270 

Gly Pro Glu Asn Trp Gin Lys Glu He Gly Glu Leu Leu Lys Phe Ser 

275 280 285 

Lys Asn Arg Asp Ser 

290 
<210>781 
<211>152 
<212>PRT 

<213>ChlaTnydia pneumoniae 
<400>781 

Met Ala Arg Tyr Cys Gly Pro Lys Asn Arg Val Ala Arg Arg Phe Gly 

15 10 15 

Ala Asn He Phe Gly Arg Ser Arg Asn Pro Leu Leu Lys Lys Pro His 

20 25 30 

Pro Pro Gly Gin His Gly Met Gin Arg Lys Lys Lys Ser Asp Tyr Gly 
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Cys 


Arg 


Leu 


Asp 










85 










90 










95 




Asn 


Met 


Val 


Tyr 


Arg 


Met 


Gly 


Phe 


Ala 


Lys 


Thr 


He 


Phe 


Ala 


Ala 


Gin 








100 










105 










110 






Gin 


Leu 


Val 


Ala 


His 


Gly 


His 


lie 


Leu 


Val 


Asn 


Gly 


Arg 


Arg 


Val 


Asp 
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<210>782 
<211>324 
<212>PRT 

<2 13 >Chlamydia pneumoniae 



<400>782 
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Glu 
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Trp 


Leu 




50 










55 










60 










Lys 


Glu 


Arg 


Pro 


Asn 


Phe 


Ser 


Lys 


He 


Lys 


Phe 


Lys 


He 


His 


His 


He 


65 










70 










75 










80 


Lys 


Glu 


Asn 


He 


Phe 


Pro 


Arg 


He 


Thr 


Val 


Lys 


Tyr 


Arg 
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Glu 
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Met 


Met 
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<212>PRT 

<213>Chlamydia pneumoniae 
<400>783 
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Lys 


Val 


He 


Leu 
110 


Val 


Glu 


Gly 


He 


Leu 


Val 


Phe 


Glu 


Asn 


Gin 


Glu 


Leu 


Arg 


Asp 


Leu 


Met 


Asp 


He 




115 










120 










125 








Arg 


He 
130 


Phe 


Val 


Asp 


Thr 


Asp 
135 


Ala 


Asp 


Glu 


Arg 


He 
140 


Leu 


Arg 


Arg 


Met 


Val 


Arg 


Asp 


Val 


Gin 


Glu 


Gin 


Gly 


Asp 


Ser 


Val 


Asp 


Cys 


He 


Met 


Ser 


145 










150 










155 










160 


Arg 


Tyr 


Leu 


Ser 


Met 
165 


Val 


Lys 


Pro 


Met 


His 
170 


Glu 


Lys 


Phe 


He 


Glu 
175 


Pro 


Thr 


Arg 


Lys 


Tyr 
180 


Ala 


Asp 


He 


He 


Val 
185 


His 


Gly 


Asn 


Tyr 


Arg 
190 


Gin 


Asn 


Val 


Val 


Thr 
195 


Asn 


He 


Leu 


Ser 


Gin 
200 


Lys 


He 


Lys 


Asn 


His 
205 


Leu 


Glu 


Asn 


Ala 


Leu 
210 


Glu 


Ser 


Asp 


Glu 


Thr 
215 


Tyr 


Tyr 


Met 


Val 


Asn 
220 


Ser 


Lys 







<210>784 
<211>503 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>784 

Leu Arg Leu Ala Gly Ser Leu Ala Asp Arg Phe Gin Lys Arg Asn He 

15 10 15 

He Leu Ala Thr Arg Phe He Glu He Leu Cys Thr He Leu Gly Thr 

20 25 30 

Tyr Phe Phe Phe He Gin Ser Val Val Gly Gly Tyr Val Val Leu He 

35 40 45 

Leu Met Ala Cys His Thr Thr He Phe Gly Pro Ala Lys Leu Gly He 

50 55 60 

Leu Pro Glu Met Leu Pro Ser Glu Gin Leu Ser Gin Ala Asn Gly He 
65 70 75 80 

Met Thr Ala Ala Thr Tyr Thr Gly Ser He Leu Gly Ser Cys Leu Ala 

85 90 95 

Pro Leu Leu Val Asp Val Thr His Arg Leu Gly Val Asn Ser Tyr Val 

100 105 110 

Trp Pro Thr Leu Met Cys Val He Val Ser He He Ser Thr Leu He 

115 120 125 

Ser Phe Cys He Arg Pro Ser Asn Val Lys Asn Val Lys Gin Lys He 

130 135 140 

Thr Leu Val Ser Phe Lys Asp Leu Trp Lys Val Leu Lys Asp Thr Arg 
145 150 155 160 

Met He His Tyr Leu Thr Val Ser He Phe Leu Gly Ser Phe Phe Leu 

165 170 175 

Leu He Gly Ala Tyr Thr Gin Leu Glu He He Pro Phe Val Glu Phe 

180 185 190 

He Leu Lys Tyr Pro Lys His Tyr Gly Ala Tyr Leu Phe Pro He Val 

195 200 205 

Ala Leu Gly Val Gly Thr Gly Ser Tyr He Thr Gly Lys He Ser Gly 
210 215 220 



871 



BNSDOCID: <WO 9927105A2_L> 



wo 99/27105 ^ PCT/1IB98/01890 



Lys Asp lie Lys Gly Tyr Val Pro Leu Ala Axa ll^Rly Leu Ala 

225 230 235 240 

Leu Val Phe Met Gly Leu Tyr Ala Phe Ala Cys Ser lie Leu Phe Val 

245 250 255 

Leu Phe Phe Leu Leu Ala Leu Gly Phe Leu Gly Gly Val Tyr Gin Val 

260 265 270 

Pro Leu His Ala Tyr Val Gin Tyr Ala Ser Pro Glu His Lys Arg Gly 

275 280 285 

Gin lie Leu Ala Ala Asn Asn Phe Leu Asp Phe Phe Gly Val Leu Val 

290 295 300 

Ala Ala Gly Val lie Arg Val Leu Gly Ser Asn Leu Gly Leu Ser Pro 
305 310 315 320 

Glu Thr Ser Phe Phe Tyr lie Gly Trp Phe Val Leu Ala Val Ser lie 

325 330 335 

Trp Thr Leu Trp lie Trp Arg Glu His Val Tyr Arg Leu Leu Leu Gly 

340 345 350 

lie lie Leu Arg Arg Gin Leu Gly Tyr Tyr Leu Lys lie His Gin Ser 

355 360 365 

Ser Ser Pro Lys Cys Tyr Phe Val Ala Val Gin Ser Tyr Arg Glu lie 

370 375 380 

Arg Arg Val Leu Ala Ala Leu Thr Lys Thr Val Arg Ser Arg Val lie 
385 390 395 400 

lie Leu Asp Gin Lys Leu Val Pro Gly Trp Arg Ala Trp Leu Leu Ser 

405 410 415 

Trp Cys Val Pro Thr Val Val Ser Ser Val Arg Asp Asn Asp Ser Glu 

420 425 430 

Ala Gin Asp Ala Trp Ala Val Leu Gin Ala Asn His Leu Lys Thr Ser 

435 440 445 

Leu Lys Lys Phe Pro Asp Val Ser Val Val Cys Leu Gly Leu Pro Lys 

450 455 460 

Asn Val Glu Arg Phe Thr Ser lie Leu Gin Glu Gin Gly lie Asp Leu 
465 470 475 480 

His Pro lie Gin Leu Val Gin Lys Glu Gly Lys Lys Arg Val lie Tyr 

485 490 495 

Thr Leu Val Phe Pro His Ala 
500 

<210>785 
<211>644 
<212>PRT 

< 2 13 > Chlamydia pneumoniae 
<400>785 

lie His Gly Leu Lys lie Ser Glu lie Lys lie Leu Leu Leu Ser Ser 

15 10 15 

lie Leu Gin Thr Gin Gly Asp Leu His Tyr lie Leu Gin Leu Leu Thr 

20 25 30 

His Pro Gin Leu Gin Gin Pro lie Asp Gin Asn Lys Val Pro Tyr Leu 

35 40 45 

lie Lys Lys Leu Ser Ser Glu Trp Gly Lys lie Ser Ser Lys Glu Arg 

50 55 60 

Ala Ser Gly Gin Gin Met Lys Ala Leu Gly Asp Leu lie Leu Glu Glu 
65 70 75 80 

Tyr Pro Phe His Gin Glu Gly Gly Arg Val Ser Gin Val Glu Val Trp 

85 90 95 

Glu Thr Thr Val Pro Leu lie Tyr Phe He Gin Glu Arg He Asn Leu 

100 105 110 

Tyr Leu Ser Ser Ser Gin His Ser Tyr Glu Asp Leu Phe Gin Asn Val 

115 120 125 

Phe Ser Cys Leu Glu Lys He Phe Val Leu Ser Pro Glu Glu Thr Ser 

130 135 140 

Phe He Thr Thr Leu Arg Asn Ser Leu Phe Pro Thr Phe Ala Thr Ser 
145 150 155 160 

Ser Cys Ser Leu Leu Phe Phe Thr Asp Phe Cys Leu Asp Phe Leu Leu 

165 170 175 

His Phe His Lys Pro Ser Pro Leu Tyr Asp Lys Pro Gly Pro Tyr He 
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180 185 1 

Gly Ser Leu Ser Ser Leu Ser Leu He Pro Lys Gly Tyr Val Phe He 

195 200 205 

Leu Gly Ala Asn Lys Thr Thr Ser Ser Asp He Phe Asp Leu Leu Asn 

210 215 220 

Arg Thr Thr Thr His Glu Glu Leu Ala Phe Ser Ser Thr Glu Asp Glu 
225 230 235 240 

Glu Asn Phe His Phe Leu Gin He Leu Val Ser Thr Lys His Glu Leu 

245 250 255 

His He Ser Tyr He Ser Ser Ala Ala Gin Phe Asn Leu Pro Ser Pro 

260 265 270 

Phe Leu Asn His He Lys Asp Thr Leu Asp Leu Pro Val Glu Thr Leu 

275 280 285 

Pro Thr Gin Pro Tyr Leu Ser Ala Phe Phe Lys Asn Lys Ala Cys Leu 

290 295 300 

His Thr Ser Gin Glu Tyr Asn Tyr Ser Leu Ala His Ala Phe Tyr Ser 
305 310 315 320 

Lys Lys Ala Leu Leu Pro Ser Leu Phe He Pro Thr Val Lys Gin Val 

325 330 335 

Asn Leu Pro Gin His Leu Ser Leu Asn Glu He He Lys Gly He Phe 

340 345 350 

Ser Pro Leu Asp Leu Phe Leu Lys Thr Asn Tyr Asn Leu Arg He Ser 

355 360 365 

Tyr Pro Glu His Leu Lys Lys Gin Gin Lys Leu Phe Pro Thr Lys His 

370 375 380 

Gin He Glu Asp Phe Trp Asn Glu Cys Phe Val Asp Lys Glu His Asp 
385 390 395 400 

Leu He Pro Ser He Ser Pro His Ala Glu Glu Leu Phe Thr Tyr Tyr 

405 410 415 

Arg Glu Lys Thr He Leu Leu Arg Asn Gly Leu Asp Lys Asp Pro Lys 

420 425 430 

His Ser Pro Tyr Thr Val Thr Phe Ser Ser Ser He Phe Glu Glu Arg 

435 440 445 

Pro Tyr His Glu Ser Tyr Leu Phe Pro Pro Leu Ser Leu Ser Phe Gin 

450 455 460 

Gly Asn Pro Val Gin He His Gly Thr He His Gly Val Cys Asn Glu 
465 470 475 480 

Gly Leu Tyr Leu Cys Ser He Asp Pro Arg Asp Ser Leu Lys Lys Thr 

485 490 495 

Thr Arg Thr Leu Gly Ser Leu Pro Glu Thr Ser Ser Glu Gin Lys Gin 

500 505 510 

Leu Leu Glu Arg Tyr Val Ala Leu Ala Val Leu Gin Met Ser Gin His 

515 520 525 

Leu Ser Ser Asp Ser Ala Leu He Lys Leu Thr Ser Phe Asn Thr Lys 

530 535 540 

Glu Asn His His Pro Pro Phe Ser Asp Pro Glu Gly Tyr Leu Arg Lys 
545 550 555 560 

Val Leu Glu Val Tyr His Leu Met Ser Ser Gin Pro He Pro Leu Leu 

565 570 575 

Ser Pro Leu Cys Trp Lys Thr Leu Asp Asp Glu Glu Lys Phe His Gin 

580 585 590 

Ala Val Leu Ser Ala He Ser Glu Glu Ala Lys Asn Pro Ser Leu Pro 

595 600 605 

He Phe Trp Gin Phe His Asn Arg Asn He Glu Glu He Leu Asn His 

610 615 620 

Val Gly Ala Ser Glu Arg Leu Lys He Leu Ser Leu Phe Arg Gly Pro 
625 630 635 640 

Cys Glu Ala Val 

<210>786 
<211>439 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>786 
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Pro Val Lys Pro Pi 
1 




'sn lie Phe Asp Ser Asn Ser Se 
10 



e Gin Gly 
15 



5 



Lys Phe Phe Leu Glu Ala Ser Ala Gly Thr Gly Lys Thr Phe Thr He 

20 25 30 

Glu Gin He Val Leu Arg Ala Leu lie Glu Gly Ser Leu Thr His Val 

35 40 45 

Glu His Ala Leu Ala Xle Thr Phe Thr Asn Ala Ser Thr Asn Glu Leu 

50 55 60 

Lys Val Arg He Lys Asp Asn Leu Ala Gin Thr Leu Arg Glu Leu Lys 
65 70 75 80 

Ala Val Leu Asn Ser Gin Pro Ala Ser Leu Pro Thr Tyr Leu Asp He 

85 90 95 

Asn Cys Asn Val Lys Gin He Tyr Met Gin Val Arg Asn Ala Leu Ala 

100 105 110 

Thr Leu Asp Gin Met Ser Leu Phe Thr He His Gly Phe Cys Asn Phe 

115 120 125 

Val Leu Glu Gin Tyr Phe Pro Lys Thr Arg Leu He His Lys Asn Pro 

130 135 140 

Ala Leu Thr His Ser Gin Leu val Leu His His He Thr Asn Tyr Leu 
145 150 155 160 

Lys Gin Asp Leu Trp Lys Asn Val Leu Phe Gin Glu Gin Phe His Leu 

165 170 175 

Leu Ala Val Arg Tyr Asn Val Thr Ser Lys His Thr Ser Ser Leu Val 

180 185 190 

Asp Lys Leu Leu Ala Ser Tyr Thr Gin Pro He Ser Ser Tyr Phe Ser 

195 200 205 

Ser Arg Val Glu Arg Leu Glu Gin He Ser Leu Trp His Gin Gin He 

210 215 220 

Tyr Asn Ser Leu Leu Glu He Pro Lys Gin Val Phe Leu Asp Gin Leu 
225 230 235 240 

Thr Ala His He Ser Gly Phe Lys Lys Gin Pro Phe Ser He Leu Asp 

245 250 255 

Asp Leu His His Phe Val Asp Leu Leu Tyr Thr Ser Glu Thr His Ser 

260 265 270 

Ser Leu Phe Ser Phe Phe Lys He Ala Glu Thr Phe Asn Phe Lys His 

275 280 285 

Arg Leu Ala Arg Tyr Lys Pro Cys Ala Ala Phe Thr Val Leu Glu Asn 

290 295 300 

Met Ser Trp Val Glu Arg Thr Leu Glu Phe Cys Asn Leu Asp Arg He 
305 310 315 320 

Phe Asn Thr Leu Leu Val Asp Leu Gin Glu Tyr Leu Lys Gin Asn Tyr 

325 330 335 

Thr Pro Trp Leu Ser Pro Asp Glu Ser Val Phe Ala Leu Glu Lys Leu 

340 345 350 

Leu Ser Ser Ser Glu Ala Gin Pro Val Val Gin Ala Leu Arg Glu Gin 

355 360 365 

Tyr Gin Leu Val Leu He Asp Glu Phe Gin Asp Thr Asp Lys Gin Gin 

370 375 380 

Trp Ser He Phe Ser Asn Leu Phe He Ser Pro Lys Phe Thr Gly Ser 
385 390 395 400 

Leu Phe Leu He Gly Asp Pro Lys Gin Ser He Tyr Glu Trp Arg Ser 

405 410 415 

Ala Asp Leu Pro Thr Tyr Leu Thr Ala Lys Ser Ser Phe Ser Glu Asp 

420 425 430 

Lys Gin Leu Gin Leu Val Asn 
435 

<210>787 
<211>489 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>787 

Leu Met Asn Phe Lys He Gin Thr Ser Asn Asn Gly Ala Ser Phe Arg 

15 10 15 

He Ser Leu Phe Leu Arg Asn Leu Gin Asp Arg Tyr Phe Leu Ser Glu 
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20 25 
Thr Pro Ser Asn Leu Phe Met Asn Gly Glu Val Arg He Phe Leu Pro 

3 5 4 0 4 5 

He Leu Gin Pro Asn Leu Arg Phe Gin Lys Thr Ser Asn Tyr Ser Leu 

•50 55 60 

Ser He Asn Tyr Arg Ser Thr Pro Lys Leu Met Glu Ala He Asn Gin 
65 70 75 80 

He Phe Gly Lys He Ser Pro Phe Leu Glu He Pro Gly Tyr Leu Pro 

85 90 95 

He Glu Tyr His Ala Leu Asn Pro Gin Ser Ser Glu Thr Phe Glu Asn 

100 105 110 

Pro Pro His Ala Pro He His Phe Phe Phe Tyr Glu Thr He Lys Asp 

115 120 125 

Gin Ala Leu Trp He Phe Ser Glu Ala Leu Arg Leu Gin Lys Glu Gin 

130 135 140 

Lys He Pro Leu Gly Asn Met Val Val Leu Val Ser Asp Ser Asn Gin 
145 150 155 160 

Ala Phe Glu Leu He Ser Tyr Ala Thr He Pro Val Ser Phe Ser Lys 

165 170 175 

Asn Lys Ser He Phe His Leu Thr Glu Thr His He Leu Thr Thr Ala 

180 185 190 

Leu Leu Glu Ala He Leu His Pro Glu Asn Tyr Glu Lys He Ser Lys 

195 200 205 

He Leu Phe Ser Ser Leu Phe Gly Leu Ser Leu Asp Glu Val Thr Thr 

210 215 220 

Lys Lys Glu Asp Phe Thr He Tyr Phe Gin Ser Leu His Ser Tyr He 
225 230 235 240 

Ser His His Gly Leu Leu Ala Thr Phe Tyr Arg Val Met Thr Thr Gin 

245 250 255 

Gly Asn Val Leu Phe Ser Ser Pro Arg Gly Asp Leu He Phe Gin Glu 

260 265 270 

Met Glu Lys Leu Cys Gly Tyr Leu Asp Thr He Ser Ser Tyr Pro Tyr 

275 280 285 

His Gin Leu Leu His Leu Lys Asn Phe Ser Glu Thr Gly Arg Trp Glu 

290 295 300 

Glu Glu Leu Ala He Ser Ser Tyr Ser Glu Asp Leu Glu Thr Leu Lys 
305 310 315 320 

He Thr Thr He His Ser Ser Lys Gly Leu Glu Tyr Asp He Val Phe 

325 330 335 

Cys Pro Gly He Glu Lys Ser Lys Lys Asn Lys Ser Ser Ser Glu Leu 

340 345 350 

Leu Arg Glu Met Tyr Val Ala Cys Thr Arg Ala Lys Lys Gin Leu Tyr 

355 360 365 

Leu Pro He Ser Thr Gin Pro Pro Ser Leu Gin Arg Ser Ser Ala Leu 

370 375 380 

Thr Asn Tyr Val Lys Leu Glu Gly Thr Gin Ser Ser Ala Tyr Asp Leu 
385 390 395 400 

Ala He His Leu His Gin Glu His Pro Asp Leu Phe Ser Tyr Ser Leu 

405 410 415 

Pro Lys Asp His Gly His Ala Thr Thr Val Leu Asn Leu Pro Leu Leu 

420 425 430 

Glu Thr Phe Ala Leu Lys Val Thr Pro Pro Lys Thr He Phe Ser Phe 

435 440 445 

Ser Ser Thr Lys Phe Leu Leu Asp Thr His Lys Asp Ser Gin Ser He 

450 455 460 

Pro Tyr Ser Asn Ser Arg Phe Gin Asn Asn Ser Phe Leu Trp Glu Lys 
465 470 475 480 

Lys Gin Glu Phe Leu Tyr Thr Lys Phe 
485 

<210>788 
<211>260 
<212>PRT 

<213>ChlaTnydia pneumoniae 
<400>788 
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:>^^^r His Ser Val Glu Ser Ala Th^Bfi 



Gly Pro Trp Thr C>^^^r His Ser Val Glu Ser Ala Th^Bfie Arg Asp 

15 10 15 

Val Arg Ser Lys Ser Asp Thr Pro Glu Asn Tyr Phe Phe Leu Leu lie 

20 25 30 

Tyr Lys He Pro He Gly His Ser Gin Arg Leu Ala He Asp Pro lie 

35 40 45 

Phe Gin Leu Pro He Ser Lys Gin Gin Leu Pro Leu Gly Glu Lys Thr 

50 55 60 

Gly He Leu He His Lys He Leu Glu Ser He Gin Phe Ser Leu Leu 
65 70 75 80 

Gin Asp Thr Glu Tyr Leu Met Ser Thr He Met Arg Phe He Lys His 

85 90 95 

Thr His Leu Glu Gly Phe Glu Glu Thr He Leu Lys Leu Leu Ser Lys 

100 105 110 

Thr Phe Phe Ser Pro Leu Thr Phe Ser Ser Gin Thr Phe Ser Leu Ser 

115 120 125 

Gin Val Leu Pro Asn Lys He Phe Arg Glu Thr Ser Phe Leu Phe Leu 

130 135 140 

Glu Asn Gin Glu Leu Trp Gin Gly Val He Asp Leu Phe Phe Glu His 
145 150 155 160 

Glu Gly Lys Tyr Tyr He He Asp Trp Lys Thr Ser Phe Leu Gly Glu 

165 170 175 

Thr Asn Ser Asp Tyr Ser Lys Ser Asn Leu Ser He Tyr He Lys Gin 

180 185 190 

Glu Lys Leu Asp Tyr Gin Gly Arg He Tyr Val Lys Ala Val Arg Lys 

195 200 205 

Phe Leu Asn Gin Phe Glu He Asp Asp Asp Val Glu Leu Gly Val He 

210 215 220 

Phe He Arg Gly He Asp Thr Gin Gly Asn Gly Phe Phe Ala Leu Asn 
225 230 235 240 

Ser Ser Glu Asp He Pro Asn Phe Asn Pro Lys Ala He Gin Lys Cys 
245 250 255 

Gin Ala Tyr His 
260 

<210>789 
<211>344 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>789 

Cys Lys Val Leu Phe Lys Leu Met Ser Tyr Ser Leu Arg Asn Lys Lys 

15 10 15 

Thr Lys He Cys Val Tyr He He He Ala Leu Gly He Leu Ser Phe 

20 25 30 

Arg Ser He Pro Gin Glu Val Tyr Asp Lys He Arg Ser Ser Phe Val 

35 40 45 

Ser Leu His Val Lys Phe Phe Pro Lys He Lys Gin Ala Pro Ser Ser 

50 55 60 

His Leu Ala Asn Leu Glu Leu Glu Asn Leu Val Leu Lys Glu Arg Val 
65 70 75 80 

Ala Ser Leu Glu Glu Lys Leu Lys Leu Tyr Glu Val Ser Asn His Thr 

85 90 95 

Pro Pro Leu Phe Pro Glu He Leu Thr Pro Tyr Phe His Lys Leu Val 

100 105 110 

Glu Gly Lys Val Val Tyr Arg Asp Tyr Thr His Trp Ser Ser Ser Cys 

115 120 125 

Trp Val Asn Val Gly Lys Thr His Gly He Lys Lys Asn Ser Pro Val 

130 135 ^ 140 

Leu Ser Gly Asn Val Leu Val Gly Leu Val Asp Tyr Val Gly Glu His 
145 150 155 160 

Gin Ser Arg He Arg Leu He Thr Asp Val Gly Met Lys Pro Ser Val 

165 170 175 

Val Ala Met Arg Gly Asp He Gin Ser Trp Trp He Lys His Ser Leu 

180 185 190 

Arg Glu Leu He Arg Gin Val Glu Gin He Ser His Ala Tyr He Leu 
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Gly 


Val 


Phe 


Pro 


Pro 
285 


Gly 
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290 
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He 
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He 
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<212>PRT 

<213 >Chlamydia pneumoniae 
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35 










40 










45 








Ser 


Cvs 


He 


Ara 


Lys 


Ala 


Gin 


Thr 


Val 


He 


Leu 


Glu 


Glu 


Glu 


Gin 


Asn 




50 










55 
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Glu 
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Trp 
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Lys 


Glu 
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He 


Leu 
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Lys 


Glu 
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Glu 


Leu 


He 


Pro 
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195 










200 








205 








Asp 


Thr 


Ala 


Tyr 


Gin 


Gly 


Phe 
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His 


Gly 


He 


Glu 


Leu 


Asp 


Arg 


Lys 
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215 










220 
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He 


Glu 


He 
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He 


Ser 


Glu 
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Thr 


Val 
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Ala 
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Ser 


Ser 
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Gly 


Glu 


Arg 


Val 


Gly 


Tyr 


Phe 
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250 
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Thr 
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Thr 
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Val 


Lys 


He 


His 


Ser 


Phe 








260 










265 
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Leu 


Glu 


Glu 


Lys 


He 


Arg 


Gly 


Glu 


Tyr 


Ser 


Ser 


Pro 


Gin 


Arg 


Trp 


Gly 






275 










280 










285 








Val 


Glu 


He 


Val 


Ser 


Thr 


He 


Leu 


Ser 


Asn 


Pro 


Tyr 


Leu 


Lys 


Glu 


Glu 




290 










295 










300 










Trp 


Gin 


Ser 


Glu 


Leu 


Asn 


Phe 


He 


Arg 


Glu 


Ser 


Leu 


Gly 


Lys 


Met 


Arg 


305 










310 










315 










320 
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thr Arg Phe Val (^^fkla. Leu Arg Lys Val Ala Gly Hl^^hr Phe Asp 

325 330 335 

Phe Leu Leu Ser Gin His Gly Phe Phe Ala Tyr Pro Gly Phe Ser Asp 

340 345 350 

Lys Gin Val Leu Phe Leu Arg Glu Gin His Ala Val Tyr Thr Thr Ala 

355 360 365 

Gly Gly Arg Met Asn Leu Asn Gly lie Thr Glu Lys Asn lie Asp His 

370 375 380 

Val Val Gin Ser Phe lie Gin Ala Tyr Glu Leu 
385 390 395 

<210>791 
<211>733 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>791 

Glu Tyr lie Phe Arg Leu Lys Thr Gly Asp lie Val Asp Tyr Leu Glu 

15 10 IS 

Lys Leu Gin Val Leu lie Glu Glu Gly Gin Ser Ala Asn Phe Leu Ser 

20 25 30 

Leu Trp Glu Glu Tyr Cys Phe Asn Asp Val Val Arg Gly Arg Glu Leu 

35 40 45 

Val Glu lie Leu Glu Lys Val Lys Ser Ser Ser Leu Ala Ser Leu Phe 

50 55 60 

Gly Lys lie Val Asp Thr Val Val Pro Leu Trp Glu Lys lie Pro Glu 
65 70 75 80 

Gly Lys Asp Lys Asp Arg Val Leu Gin Leu lie Leu Asp Leu Gin Thr 

85 90 95 

Ser Asn Ser Gin Met Phe Phe Asp lie Ala Thr Glu Tyr Val Asn Lys 

100 105 110 

Lys Tyr Ser Gly Glu Glu Asn Phe Asn Glu Ala Leu Arg Val Val Gly 

115 120 125 

Leu Arg Asp Gly Arg Asp Phe Gin Phe Ser Leu Ser Arg Phe Asp Phe 

130 135 140 

Leu Met His Met His Lys Gly Asn Phe Val Phe His Gin Gly Gly Trp 
145 150 155 160 

Gly Val Gly Glu Val Met Gly Val Ser Phe Leu Gin Gin Lys Val Leu 

165 170 175 

lie Glu Phe Glu Gly lie Met Ser Ala Lys Asp lie Ser Phe Glu Thr 

180 185 190 

Ala Phe Lys Ser Leu Thr Pro Leu Ser Gly Asp His Phe Leu Ser Arg 

195 200 205 

Arg Phe Gly Asp Pro Asp Gly Phe Glu Ala Phe Ala Lys Glu Asn Pro 

210 215 220 

lie Glu Val Val Glu lie Leu Leu Arg Asp Leu Gly Pro Lys Thr Ala 
225 230 235 240 

Lys Glu lie Lys Asp Glu Leu Val Asp Leu Val lie Pro Glu Ala Asp 

245 250 255 

Trp Asn Arg Trp Trp Gin Ser Ala Lys Thr Lys lie Lys Lys Gly Thr 

260 265 270 

Arg lie lie Ser Pro Asp Asn Pro Lys Glu Pro Tyr Val Leu Ser Asp 

275 280 285 

Ala Gly Cys Ser His Met Gly Gin Leu Glu Arg Lys Leu Gly Leu Ser 

290 295 300 

Leu Asn Ser Ala Glu Lys lie Ser Leu lie Tyr His Phe lie Arg Asp 
305 310 315 320 

Leu His Ser Glu Leu Lys Asn lie Glu lie Arg Lys Ser Leu Val Lys 

325 ^ 330 335 

Ala Leu Gin Asp Leu Asp Val Glu Glu Gly Asn Lys Ser Leu lie Leu 

340 345 350 

Gin Arg Glu Leu Leu Leu Ser Glu Tyr Leu Gly lie Lys Asp Ala Ser 

355 360 365 

lie Asp Lys Glu Tyr lie Thr Ser Leu Ser Glu Asp Asp Thr Ser Arg 

370 375 380 

Leu Leu Glu Asn Met Pro lie Val Ala Leu Gin Lys Ser Phe Leu Ser 
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385 395 400 
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Lys Arg Pro Lys 
130 



,ys Leu Ser Ser Thr Lys Lys A; 
135 140 



■ys Lys Lys 



Asn Trp lie Pro Leu 
145 

<210>793 
<211>469 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>793 

lie Phe Met Lys lie Thr Val Asn Arg Gly Leu Asp Leu Ser Leu Gin 

15 10 15 

Gly Ser Pro Lys Glu Ser Gly Phe Tyr Asn Lys lie Asp Pro Glu Phe 

20 25 30 

Val Ser lie Asp Leu Arg Pro Phe Gin Pro Leu Ser Leu Lys Leu Lys 

35 40 45 

Val Glu Gin Gly Asp Ala Val Cys Ser Gly Ala Pro lie Ala Glu Tyr 

50 55 60 

Lys His Phe Pro Asn Thr Tyr lie Thr Ser His Val Ser Gly Val Val 
65 70 75 80 

Thr Ala lie Arg Arg Gly Asn Lys Arg Ser Leu Leu Asp Val lie lie 

85 90 95 

Lys Lys Thr Pro Gly Pro Thr Ser Thr Glu Tyr Thr Tyr Asp Leu Gin 

100 105 110 

Thr Leu Ser Arg Ser Asp Leu Ser Glu lie Phe Lys Glu Asn Gly Leu 

115 120 125 

Phe Ala Leu lie Lys Gin Arg Pro Phe Asp lie Pro Ala lie Pro Thr 

130 135 140 

Gin Thr Pro Arg Asp Val Phe lie Asn Leu Ala Asp Asn Arg Pro Phe 
145 150 155 160 

Thr Pro Ser Pro Glu Lys His Leu Ala Leu Phe Ser Ser Arg Glu Glu 

165 170 175 

Gly Phe Tyr Val Phe Val Val Gly Val Arg Ala lie Ala Lys Leu Phe 

180 185 190 

Gly Leu Arg Pro His lie Val Phe Arg Asp Arg Leu Thr Leu Pro Thr 

195 200 205 

Gin Glu Leu Lys Thr lie Ala His Leu His Thr Val Ser Gly Pro Phe 

210 215 220 

Pro Ser Gly Ser Pro Ser lie His lie His Ser Val Ala Pro lie Thr 
225 230 235 240 

Asn Glu Lys Glu Val Val Phe Thr Leu Ser Phe Gin Asp Val Leu Thr 

245 250 255 

lie Gly His Leu Phe Leu Lys Gly Arg He Leu His Glu Gin Val Thr 

260 265 270 

Ala Leu Ala Gly Thr Ala Leu Lys Ser Ser Leu Arg Arg Tyr Val He 

275 - 280 285 

Thr Thr Lys Gly Ala Ser Phe Ser Ser Leu He Asn Leu Asn Asp He 

290 295 300 

Ser Asp Asn Asp Thr Leu He Ser Gly Asp Pro Leu Thr Gly Arg Leu 
305 310 315 320 

Cys Lys Lys Glu Glu Glu Pro Phe Leu Gly Phe Arg Asp His Ser He 

325 330 335 

Ser Val Leu His Asn Pro Thr Lys Arg Glu Leu Phe Ser Phe Leu Arg 

340 345 350 

He Gly Phe Asn Lys Pro Thr Phe Thr Lys Thr Tyr Leu Ser Gly Phe 

355 360 365 

Phe Lys Lys Lys Arg Thr Tyr Thr Asn Pro Asp Thr Asn Leu His Gly 

370 375 380 

Glu Thr Arg Pro He He Asp Thr Asp He Tyr Asp Lys Val Met Pro 
385 390 395 400 

Met Arg He Pro Val Val Pro Leu He Lys Ala Val He Thr Lys Asn 

405 410 415 

Phe Asp Leu Ala Asn Glu Leu Gly Phe Leu Glu Val Cys Gly Glu Asp 

420 425 430 

Phe Ala Leu Pro Thr Leu He Asp Pro Ser Lys Thr Glu Met Leu Thr 
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Asp Leu Gly Arg Leu il^^Gln Glu Met Arg Lys GXu Pro l^^^hr 

420 425 430 

<210>797 
<211>292 
<212>PRT 

<2 13 ^Chlamydia pneumoniae 
<400>797 

Gly Thr Leu Val Leu His Ala Leu Asp Thr Tyr Arg Pro Ser lie Glu 

15 10 15 

Ser Ala lie Glu Lys Ala Leu Glu Gly Phe Gly Pro lie Gly His Pro 

20 25 30 

lie Arg Ser Pro Val Glu Tyr Ala Leu Gin Gly Gly Gly Lys Arg Leu 

35 40 45 

Arg Pro Gly Leu Val Cys Met Met Ala Gin Gly Leu Gly Leu Asn His 

50 55 60 

Asp Val Met Asp Ser Ala Leu Ala Val Glu Phe Val His Thr Ser Thr 
65 70 75 80 

Leu lie Ala Asp Asp Leu Pro Cys Met Asp Asn Asp Asp Glu Arg Arg 

85 90 95 

Gly Arg Pro Thr Val His Lys Ala Phe Asp Glu Ala Thr Ala Leu Leu 

100 105 110 

Ala Ser Tyr Ala Leu lie Pro Ala Ala Tyr Ser His Leu Arg Leu Asn 

115 120 125 

Ala Lys Lys Leu Lys Glu Gin Gly Cys Asp Pro Arg Glu lie Asp lie 

130 135 140 

Ala Tyr Asn lie lie Gly Asp lie Thr Asp Lys Asn He Gly Cys Ser 
145 150 155 160 

Gly Val Leu Gly Gly Gin Tyr Asp Asp Met Phe Phe Ser Asn Arg Gly 

165 170 175 

Gin Glu His Val Gin Ser He Met He Lys Lys Thr Gly Ser Leu Phe 

180 185 190 

Glu lie Ala Cys He Ser Gly Trp Leu Phe Gly Gly Gly Asp Pro Gin 

195 200 205 

Phe Ala Pro He He Thr Ser Phe Ser Asn Asn Phe Gly Leu Leu Phe 

210 215 220 

Gin He Lys Asp Asp Phe Ser Asp Leu Gin Lys Asp Ser Gin Gin He 
225 230 235 240 

Gly Leu Asn Tyr Ala Leu Leu Phe Gly Glu Lys Ala Ala Leu Glu Leu 

245 250 255 

Leu Ala Arg Ser Gin Asn Asn Cys Leu Glu Leu Leu Asp Arg Leu Ser 

260 265 270 

Ala Gly Gly Leu Lys Asn Ser Ser Glu Phe Glu Thr He He Ser Ser 

275 280 285 

Leu Gly Ser Phe 

290 
<210>798 
<211>208 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>798 

Met Thr Tyr Leu Ala Ser Ser He Phe Ser Pro Glu Asp Phe Leu Tyr 

15 10 15 

Pro Glu He He Ser Lys Ala His Tyr Thr Trp Asp He Leu Asp Leu 

20 25 30 

Met Asp Gin Met Leu Glu Asn His Val Phe Ser Gly He His Gly Thr 

35 40 45 

Val Glu Ser Gly Val Thr Leu Lys Asn He Glu Lys He Glu He Ala 

50 55 60 

Glu Asp Ala Tyr Val Glu Ser Gly Ala Tyr He Val Gly Pro Cys He 
65 70 75 80 

Leu Gly Ser Gin Thr Glu Val Arg His Gly Ala Tyr Leu Arg Gly Asn 

85 90 95 

Val He Thr Gly Ser Arg Cys Val Val Gly His Cys Thr Glu He Lys 
100 105 110 
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Asn Ser Tyr Leu His His Thr Lys Ala Ala His ^^^Ala Tyr Leu 

115 120 125 

Gly Asp Ser Val Leu Ser Ser Glu Val Asn Leu Gly Ala Gly Val Arg 

130 135 140 

Cys Ala Asn Phe Arg Leu Asp Gly Arg Asn lie Tyr Val Arg Ser Thr 
145 150 155 160 

Ser Asp Lys Ser Lys Lys lie Asp Thr Gly Arg Arg Lys Leu Gly Ala 

165 170 175 

Phe Leu Gly Lys Gly Val Ala He Gly Cys Asn Val Val lie Asn Pro 

180 185 190 

Gly Gin His He Leu Pro His Thr Arg He Arg Pro Gly Gin Val lie 
195 200 205 

<210>799 
<211>241 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>799 

Asn Leu Phe Cys Phe His Met He Gly Asp Lys He He Leu Phe Val 

15 10 15 

Thr Glu Asp Leu Ser Leu Ser Ser Gin Leu Lys Asp Leu Ala Ser Gin 

20 25 30 

Arg Ser Asp Tyr Gin He Leu Val Ser Pro Val Phe Pro Thr Ser Phe 

35 40 45 

Glu Ser Val Ala He Phe Cys Glu Tyr Leu Leu Leu Pro Glu Gin He 

50 55 60 

Phe Ser Pro Gly He Phe Pro Glu Glu Asp Leu He Val Leu Phe Asp 
65 70 75 80 

Thr Phe Gin Glu Glu Ala He Thr Lys Val Leu Asn Gin Gly Ala Thr 

85 90 95 

Gly Tyr Leu Leu Arg Pro He Thr Ala Lys Val Leu Asp Ala Val He 

100 105 110 

Arg Ala Phe Leu Arg Gin His Glu Val Leu Glu His Ser He Pro Asp 

115 120 125 

Thr Met Thr Phe Gly Asp His Thr Phe Arg Val Leu Asn Leu Val He 

130 135 140 

Glu Ser Pro Glu Gly Ser Val Tyr Leu Thr Pro Ser Glu Ala Gly He 
145 150 155 160 

Leu Lys Lys Leu Leu He Asn Arg Gly His Leu Cys Leu Arg Lys Asn 

165 170 175 

Leu Leu Ala Glu He Lys Gly Asn Thr Lys Glu He He Ala Arg Asn 

180 185 190 

Val Asp Val His He Ala Ser Leu Arg Lys Lys Leu Gly Pro Tyr Gly 

195 200 205 

Ser Lys He Val Thr He Arg Gly Val Gly Tyr Leu Phe Ser Asp Ala 

210 215 220 

Asp Ser He Pro Leu Gin Asn His Asp Asn Thr Ala His Pro He Glu 
225 230 235 240 

Glu 

<210>800 
<211>609 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>800 

Met Phe Arg Cys He Leu Phe Gly He Phe Leu Leu Thr Cys Phe Ser 

15 10 15 

Ser Gly Gly Val Leu Tyr Tyr Leu Phe Cys Ser His Asp Phe Ser He 

20 25 30 

Gly Pro Lys Glu Lys Ser Arg Ser Val Trp He Glu Glu Glu Lys Glu 

35 40 45 

Phe Thr Asp Ser Val Leu His His Leu Pro Ser Gin His Gin His Leu 

50 55 60 

His He Leu Cys Phe Gin Gly Phe Leu Leu Gin Lys Gin Gin Lys Phe 
65 70 75 80 
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.^^^le Phe Ser Lys Val Tyr Asp Gl^^c 



Ser Gin Ala Glu L^^^le Phe Ser Lys Val Tyr Asp Gl^^a Gin Asp 

85 90 ^5 

Gly Pro Phe Leu Phe Lys Glu Glu He Leu Gly Ser Arg Leu He Asn 

100 105 110 

Ser Phe Phe Leu Glu Lys Thr Asp Val Met Glu Thr He Leu Cys Leu 

115 120 125 

Leu Asn Gin Arg Cys Pro Asn Ser Pro Tyr Tyr His Leu Phe Lys Ala 

130 135 140 

Leu Val Cys Tvr Lys Gin Lvs Leu Tyr Arg Glu Val He Glu Gin Leu 
145 * 150 155 160 

Ala Tyr Trp Gin Glu Glu Lys Thr Arg Ala Leu Ala Pro Leu Leu Asn 

165 170 X75 

He Ser He Glu Gin Leu Leu Thr Asp Phe Leu Leu Asp Tyr He Ser 

180 185 190 

Ala His Ser Leu He Glu Gin Lys Met Phe Pro Glu Gly Arg Val He 

195 200 205 

Leu Asn Arg Asn He Asn Arg Leu Leu Lys His Glu Cys Glu Trp Asn 

210 215 220 

Ala Lys Thr Tyr Asp Arg He Ala He Leu Leu Ser Arg Ser Tyr Phe 
225 230 235 240 

Leu Glu Leu Val Glu Ser Lys Ser Ala Asp He Tyr Phe Asp Tyr Tyr 

245 250 255 

Glu Met Val Leu Phe Tyr Leu Lys Lys He Tyr He Leu Glu Gin Cys 

260 265 270 

Pro Tyr Ala Glu Leu Leu Pro Glu Glu Glu Leu Val Ser Leu He Met 

275 280 285 

Glu His Val Phe He Leu Pro Lys Asp Lys Leu Tyr Pro Leu He Gin 

290 295 300 

Leu Leu Glu Met Trp Gin Lys His Tyr Val His Pro Asn Ser Ser Leu 
305 310 315 320 

Val Val Gin He Leu Val Asp Arg Phe Ser Thr His Met Glu Gly Ala 

325 330 335 

He Arg Phe Cys Glu Ala Leu Val Ser Phe Ser Gly Leu Glu Glu Leu 

340 345 350 

His Gin Gin He He Thr Thr Phe Glu Glu Leu Leu Ser Asn Lys Val 

355 360 365 

Gin Gin He Lys Thr Glu Glu Ala Lys Gin Cys Val Ala Leu Leu His 

370 375 380 

He Leu Asp Pro Ser He Ser He Ser Glu Lys Leu Ala Leu Ser Ser 
385 390 395 400 

Asp Thr Leu Gin Asn He Val Ser Gly Asp Asp Glu Gin His Thr Lys 

405 410 415 

Leu Arg Asn Tyr Leu Asp Leu Trp Glu Ala He Gin Ser Tyr Asp He 

420 425 430 

Asp Arg Gin Gin Leu Val His His Leu Val Tyr Gly Ala Lys Asp Leu 

435 440 445 

Trp Lys Lys Gly Gly Ser Asp Glu Lys Ala Leu Asn Leu Leu Gin Leu 

450 455 460 

Val Leu Arg Phe Thr Ser Tyr Asp He Glu Cys Glu Ser Val Val Phe 
465 470 475 480 

Leu Phe He Lys Gin Ala Tyr Lys Gin Ala Leu Ser Ser His Ala He 

485 490 495 

Ala Arg Leu Leu Lys Leu Glu Lys Phe He Ser Glu Ala Asn He Pro 

500 505 510 

Ser He Val He Ser Glu Ala Glu Lys Ala Asn Phe Leu Ala Asp Ala 

515 520 525 

Glu Tyr Leu Phe Ala His Glu Asp > Tyr Asp Lys Cys Tyr Leu Tyr Ser 

530 535 540 

Met Trp Leu Thr Lys Val Ala Pro Ser Pro Gin Ser Tyr Arg Leu Ala 
545 550 555 560 

Gly Leu Cys Leu Met Glu Asn Lys Arg Tyr Asp Glu Ala Leu Glu Phe 

565 570 575 

Leu Cvs Met Leu Ser Pro Asn Asp Ser He Asn Asp Tyr Lys Thr Gin 
580 585 590 
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Lys Ala Leu Ala 
595 



Cys Gin Lys His Gin Ser hys 
600 



605 



Arg Ala Ala 



Ser 

<210>801 
<211>295 
<212>PRT 

<2 13 >Chlamydia pneumoniae 
<400>801 

Gly Trp Ala Leu His Thr Glu Phe Ala Pro Phe Leu Glu Asp Leu Val 

15 10 15 

His Gin Gin Val lie Ser Pro Leu Asp lie Ala Phe Ala Ser Lys His 

20 25 30 

lie Ser Ser Asp Phe Glu Glu Ser Phe Val Phe Leu Ala Val Ser Ser 

35 40 45 

Ala Leu Trp Arg Tyr Gly His Pro Phe Leu Ser Leu Glu Glu Asn Arg 

50 55 60 

lie Arg Pro Ser Leu Gly Gly lie Ser Glu Thr Asp Leu Tyr Arg Gly 
55 70 75 60 

Phe His Asn Leu Pro Lys Glu Val Arg Asp Lys Leu Phe Val Val Val 

85 90 95 

Ser Gly Arg Leu Tyr Leu Arg Ser Leu Tyr Thr lie Arg Ser Lys Leu 

100 105 110 

Leu Asp Lys Leu Ser Leu Leu Cys Ser Ala Thr Pro Asn Tyr Phe Pro 

115 120 125 

Pro Ser lie Asp Ser Ser lie Leu Ser Glu Glu Gin Asn Phe lie Phe 

130 135 140 

Asn Lys lie Thr Gin Gly Cys Phe Ser lie Val Ser Gly Gly Pro Gly 
145 150 155 160 

Thr Gly Lys Thr Phe Leu Ala Ala Gin Leu lie Leu Ser Leu Val Lys 

165 170 175 

Gin Gin Pro Lys Leu Arg lie Ala lie Val Ser Pro Thr Gly Lys Ala 

180 185 190 

Thr Ser His lie Arg Gin lie Leu Met Lys Tyr Asn lie Phe Asp Asp 

195 200 205 

Met Val Leu Met Gin Thr Val His His Phe Leu Gin Glu Tyr Ala Tyr 

210 215 220 

Arg Arg Tyr Asn Ser lie Asp Val Leu Leu Val Asp Glu Gly Ser Met 
225 230 235 240 

Val Thr Phe Asp Leu Leu Tyr Ser Leu Val Gin Thr Leu Gin Gly Tyr 

245 250 255 

Glu Lys Asp Lys Lys Leu Tyr Thr Ser Ser Leu lie lie Leu Gly Asp 

260 265 270 

Thr Asn Gin Leu Pro Pro lie Gly lie Gly Val Gly Asn Pro Leu Gin 

275 280 285 

Asp Leu lie Gly Tyr Phe Pro 
290 295 
<210>802 
<211>205 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>802 

Asp lie Ser His Glu Asn Thr Phe Phe Leu Lys Thr Ser His Arg Ala 

15 10 15 

Lys Thr Gly Val Val Asp Gin Leu Thr Gin Ser Val Leu Arg Gly Glu 

20 25 30 

Met lie Ser Phe Ser Pro Leu Pro Ser lie Ser Ser Ala lie Glu Val 

35 40 45 

Leu Lys Asn Arg Phe Val Lys Ser Leu Arg Gin Ser Glu Ala Arg Leu 

50 55 60 

Cys Val Leu Thr Pro Met Arg His Gly Pro Trp Gly Val Leu Asn Leu 
65 70 75 80 

Asn Thr Met lie His Gin Arg Leu Ala Arg Ser Asp Pro Asp Leu Arg 



65 



90 



95 
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Ser 
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Ser 


Glu 
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Val 
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150 
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He 
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Ser 
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Ala 


He 


Ser 
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His 


Ala 
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Gly 


Ser 


Ser 




50 










55 










60 










His 


Tyr 


Ala 


His 


Ala 


Ala 


Leu 


Gin 


Lys 


Thr 


Glu 


Gly 


Phe 


Leu 


Gly 


Ala 


65 










70 










75 










80 


Ala 


Asp 


Gly 


Val 


Asn 


Thr 


Ala 


Val 


Ala 


Gly 


Ala 


Met 


Leu 


Trp 


Gly 


Gin 










85 










90 










95 




Leu 


Leu 


Asn 


Gly 


Ser 


Met 


He 


Phe 


Glu 


Thr 


Asp 


Glu 


Glu 


Thr 


Gly 


Glu 








100 










105 










110 






Leu 


Arg 


Arg 


Cys 


Asn 


Glu 


Ala 


Asp 


Ala 


Glu 


Gly 


Cys 


Met 


Thr 


Gin 


Lys 






115 










120 










125 








Leu 


Gin 


Arg 


Arg 


Ser 


Ala 


Leu 


Thr 


He 


Thr 


Gly 


Lys 


Val 


Ala 


Arg 


Leu 




130 










135 










140 










Ala 


Ser 


Lys 


Thr 


Leu 


Gly 


Thr 


Ala 


Thr 


Phe 


Leu 


His 


Glu 


Met 


Asp 


Val 


145 










150 










155 










160 


Val 


Ser 


Leu 


Gly 


Ala 


Asn 


Ala 


Asn 


Lys 


He 


Gly 


Cys 


Lys 


Val 


Thr 


Ser 










165 










170 










175 




Cys 


Leu 


Asn 


Leu 


Val 


Ala 


Thr 


Gly 


Cys 


Ser 


Leu 


Thr 


Glu 


Ser 


Ser 


He 








180 










185 










190 






Ser 


Leu 


Tyr 


Arg 


He 


Leu 


Ser 


Thr 


Arg 


Pro 


Glu 


Thr 


He 


Ser 


Asp 


Pro 
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Lys Lys Phe Glu 
35 



Ser Leu 



Lys 
40 



Leu 



Asp 



Asp 



Thr 



cm 

45 



la 



Thr Leu 



Ser Asn Leu Gin Ser Val Tyr Ser Val Val Asp Lys Ala Val Lys Arg 

50 55 60 

Gly lie Phe Lys Asp Asn Lys Ala Ala Arg lie Lys Ser Lys Ala Thr 
65 70 75 80 

Leu Lys Val Asn Ala Arg Ala Ser 



<210>805 
<211>407 



<212>PRT 

<213 >Chlamydia pneumoniae 
<400>805 



Tvr 
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Met 
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Val 
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His 
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Glu 
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23 0 
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He 
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Ser 
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265 
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His 
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295 
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Trp 
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Gly 
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He 


Val 


He 
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Met 


Glu 
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Ser 
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Ser 
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Arg 
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He 
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355 










360 










365 








Thr 


Lys 


Ser 


Arg 


Gly 


His 


Leu 


Pro 


Phe 


Arg 
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Met 
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Gly 


Val 
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385 390 395 400 

His Lys Glu Val Leu Gin Ser 
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405 

<210>806 
<211>591 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>806 

Leu Thr Lys Leu Ser Ser Lys Ala Arg Asn Pro Leu Val Leu Phe Gin 

15 10 15 

Val Arg Lys Leu Phe Met Asn Thr Gin Asn Ser Gin Ala Thr Glu Val 

- 20 - 25 30 

Ser Ser Glu Glu Glu Ser Gin Lys Lys Leu Glu Glu Leu Val Ala Leu 

35 40 45 

Ala Lys Glu Gin Gly Phe lie Thr Tyr Glu Glu lie Asn Glu lie Leu 

50 55 60 

Pro Met Ser Phe Asp Thr Pro Glu Gin lie Asp Gin Val Leu lie Phe 
65 70 75 80 

Leu Thr Gly Met Asp lie Gin Val Leu Asn Gin lie Asp Val Glu Arg 

85 90 95 

Gin Lys Glu Lys Lys Lys Glu Ala Lys Glu Leu Glu Gly Leu Ala Arg 

100 105 110 

Arg Thr Glu Gly Thr Pro Asp Asp Pro Val Arg Met Tyr Leu Lys Glu 

115 120 125 

Met Gly Thr Val Pro Leu Leu Thr Arg Glu Glu Glu Val Glu lie Ser 

130 135 140 

Lys Arg lie Glu Lys Ala Gin Val Gin lie Glu Arg lie lie Leu Arg 
145 150 155 160 

Phe Arg Tyr Ser Ala Lys Glu Ala lie Ser lie Ala His Tyr Leu lie 

165 170 175 

Ser Gly Lys Glu Arg Phe Asp Lys lie He Ser Glu Lys Glu Val Glu 

180 185 190 

Asp Lys Thr His Phe Leu Lys Leu Leu Pro Lys Leu He Thr Leu Leu 

195 200 205 

Lys Glu Glu Asp Thr Tyr Leu Glu Asn Leu Leu Leu Ser Leu Lys Gin 

210 215 220 

Pro Asp Leu Ser Lys Gin Glu Ala Ala Lys Leu Asn Asp Ser Leu Glu 
225 230 235 240 

Lys Cys Arg He Arg Thr Gin Ala Tyr Leu Arg Cys Phe His Cys Arg 

245 250 255 

His Asn Val Thr Glu Asp Phe Gly Glu Val Val Phe Lys Ala Tyr Asp 

260 265 270 

Ser Phe Leu His Leu Glu Gin Gin He Asn Asp Leu Lys Val Arg Ala 

275 280 285 

Glu Arg Asn Lys Phe Ala Ala Ala Lys Leu Ala Ala Ala Lys Arg Lys 

290 295 300 

Leu Tyr Lys Arg Glu Val Ala Ala Gly Arg Thr Leu Glu Glu Phe Lys 
305 310 315 320 

Lys Asp Val Arg Met Leu Gin Arg Trp Met Asp Lys Ser Gin Glu Ala 

325 330 335 

Lys Lys Glu Met Val Glu Ser Asn Leu Arg Leu Val He Ser He Ala 

340 345 350 

Lys Lys Tyr Thr Asn Arg Gly Leu Ser Phe Leu Asp Leu He Gin Glu 

355 360 365 

Gly Asn Met Gly Leu Met Lys Ala Val Glu Lys Phe Glu Tyr Arg Arg 

370 375 380 

Gly Tyr Lys Phe Ser Thr Tyr Ala Thr Trp Trp He Arg Gin Ala Val 
385 390 395 400 

Thr Arg Ala He Ala Asp Gin Ala Arg Thr He Arg He Pro Val His 

405 410 415 

Met He Glu Thr He Asn Lys Val Leu Arg Gly Ala Lys Lys Leu Met 

420 425 430 

Met Glu Thr Gly Lys Glu Pro Thr Pro Glu Glu Leu Ala Glu Glu Leu 

435 440 445 

Gly Leu Thr Pro Asp Arg Val Arg Glu He Tyr Lys He Ala Gin His 
450 455 460 
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<210>807 
<21X>142 

<213>Chlamydia pneumoniae 
<400>807 
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Ala 








130 










135 










140 











<210>808 
<211>452 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>808 

Arg Ala Met Ser Glu Pro Arg Phe Val Cys Leu Ser Leu Gly Ser Asn 

15 10 15 

Leu Gly Asn Arg Phe Lys Asn Leu Gin He Ala Arg Thr Leu Leu Gly 

20 25 30 

Glu Gin Ala Val Leu Gly Leu Arg Ser Ser Val He Leu Glu Thr Glu 

35 40 45 

Ala Leu Leu Leu Pro Gly Ser Pro Pro Glu Trp Asp Leu Pro Tyr Phe 

50 55 60 

Asn Ser Val Leu Val Gly Glu Thr Thr Leu Ser Leu Arg Glu Leu Leu 
65 70 75 80 

Val Thr He Lys Gin He Glu Lys Val Val Gly Arg Ala Glu Glu Ser 

85 90 95 

Pro Pro Trp Ser Pro Arg Thr He Asp Val Asp He Leu Leu Tyr Gly 

100 105 110 

Asp Glu Ser Phe Cys Cys Asp His Thr Glu He Thr He Pro Leu Ser 

115 120 125 

Asn Leu Leu Ser Arg Pro Phe Leu He Ala Leu He Ala Ser Leu Cys 

130 135 140 

Pro Tyr Arg Arg Phe Cys Thr Gin Gly Ser Pro Tyr His Asn Phe Thr 
145 150 155 160 
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^^His Leu Pro Ser Pro Pro Gly I^^^J 



Phe Gly Glu Leu Ala M^His Leu Pro Ser Pro Pro Gly M^^tle Arg 

165 170 175 

Arg Ser Leu Ser Pro Asp Thr Met Leu Met Gly Val Val Asn Val Thr 

180 185 190 

Asn Asp Ser Met Ser Asp Gly Gly Met Phe Leu Asp Pro Glu Lys Ala 

195 200 205 

Val Ala Gin Ala Glu Lys Leu Phe Thr Glu Gly Ala Ala Val lie Asp 

210 215 220 

Phe Gly Ala Gin Ala Thr Asn Pro Lys Val Lys Gin Phe Leu Ser Val 
225 230 235 240 

Asp Gin Glu Trp Glu Arg Leu Glu Pro Val Leu Arg Leu Leu Lys Glu 

245 250 255 

Thr Trp Ser Asn Arg Lys Gin Tyr Pro lie lie Ser Leu Asp Thr Phe 

260 265 270 

Tyr Pro Glu lie He Leu Arg Ala Met Asp He Tyr Pro He Gin Trp 

275 280 285 

He Asn Asp Val Ser Gly Gly Ser Gin Ser Met Ala Glu Val Ala Arg 

290 295 300 

Asp Cys Glu Leu Ser Leu Val Met Asn His Ser Ser Ser Leu Pro Val 
305 310 315 320 

Asp Pro Lys Asn He Leu Ser Phe Ser Val Pro He Gly Glu Gin Leu 

325 330 335 

Leu Ser Trp Gly Glu Lys Gin Leu Lys Met Phe Ser Asp Val Gly Leu 

340 345 350 

Asn Ala Asn Gin Val He Phe Asp Pro Gly He Gly Phe Gly Lys Gly 

355 360 365 

Ala Ala Gin Ser Leu Ala Thr Leu Tyr Glu He Ala Lys Phe Lys Arg 

370 375 380 

Leu Gly Cys Pro He Leu He Gly His Ser Arg Lys Ser Phe Leu Ser 
385 390 395 400 

Leu Phe Gly Asn His Asp Pro Lys Asp Arg Asp Trp Glu Thr Val Gly 

405 410 415 

Leu Ser He Leu Leu Gin Gin Gin Gly Val Asp Tyr Leu Arg Val His 

420 425 430 

Asn Val Ala Ala His Gin Lys Ala Leu Ser Val Ala Ala Cys Glu Ala 

435 440 445 

Cys Ala Pro He 

450 
<210>809 
<211>186 
<212>PRT 

<2 13 >Chlamydia pneumoniae 
<400>809 

Val Lys Pro Val His Pro Ser Asn Phe Glu Asn Pro Leu Gly Val Glu 

1 5 10 15 

Met Cys Lys Asn Arg Gly Val Arg Gly He Val Ala Cys Asp Pro Arg 

20 25 30 

Gly Val He Gly Leu Glu Gly Lys Leu Pro Trp His Tyr Pro Glu Asp 

35 40 45 

Leu Gin Phe Phe Ser Glu Thr He Gin Lys Phe Pro He Val Met Gly 

50 55 60 

Arg Lys Thr Trp Glu Thr Leu Pro Arg Lys Tyr Phe Val Asp Arg Ala 
65 70 75 80 

Val Val Val Phe Ser His Glu Lys Arg Gin Gly Val His Gly Glu He 

85 90 95 

Trp Val Thr Ser Leu Glu Glu Phe Leu Leu Leu Asp Leu Ser Ser Pro 

100 105 110 

Thr Phe Leu He Gly Gly Gly Glu Leu Tyr Ser Leu Phe Leu Glu Asn 

115 120 125 

Gin He Val Arg Asp Phe Phe He Ser His He Lys Lys Glu Tyr Ala 

130 135 140 

Gly Asp Thr Phe Phe Pro Leu Ser Leu Leu Glu Thr Trp Thr Lys Thr 
145 150 155 160 

Val Leu Arg Asp Thr Gin Lys He Thr Thr Cys Tyr Tyr Glu Asn His 
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170 175 
His Ser Gin Asn Thr Lys Asn lie Ser Leu 
180 185 

<210>810 
<211>264 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>810 

Arg His Gly Pro Lys Leu Cys Leu Glu lie Pro Lys Arg Ser Gin Arg 

1 5 10 15 

Val Thr Met Lys lie Thr Thr Val Lys Thr Pro Lys lie Tyr Pro Tyr 

20 25 30 

Asp Asp Leu Tyr Ser lie Leu Glu Ser Ser Leu Pro Lys Leu Asn Glu 

35 40 45 

Arg Ser He Val Val He Thr Ser Lys lie Val Ser Leu Cys Glu Gly 

50 55 60 

Ala Val Val Glu Leu Glu Lys Val Ser Lys Asp Glu Leu He Lys Gin 
65 70 75 80 

Glu Ala Asp Ala Tyr Val Phe Val Glu Lys Tyr Gly He Tyr Leu Thr 

85 90 95 

Lys Lys Trp Gly He Leu He Pro Ser Ala Gly He Asp Glu Ser Asn 

100 105 110 

Val Glu Gly Tyr Phe Val Leu Tyr Pro Arg Asp Val Leu Leu Ser Val 

115 120 125 

Asn Thr Leu Gly Asp Trp Leu Arg Asn Phe Tyr His Leu Glu His Cys 

130 135 140 

Gly He He He Ser Asp Ser His Thr Thr Pro Leu Arg Arg Gly Thr 
145 150 155 160 

Met Gly Leu Gly Leu Cys Trp Asn Gly Phe Phe Pro Leu Tyr Asn Tyr 

165 170 175 

Val Gly Lys Pro Asp Cys Phe Gly Arg Ala Leu Lys Met Thr Tyr Ser 

180 185 190 

Asn Leu Leu Asp Gly Leu Ser Ala Ala Ala Val Leu Cys Met Gly Glu 

195 200 205 

Gly Asp Glu Gin Thr Pro He Ala He He Glu Glu Ala Pro Lys He 

210 215 220 

Thr Phe His Ser Ser Pro Thr Thr Leu Gin Asp Met Ser Thr Leu Ala 
225 230 235 240 

He Ala Glu Asp Glu Asp Leu Tyr Gly Pro Leu Leu Gin Ser Met Ala 

245 250 255 

Trp Glu Thr Pro Ala Pro Thr Ser 
260 

<210>811 
<211>226 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>811 

Gly He Met Thr Ser Trp He Glu Leu Leu Asp Lys Gin He Glu Asp 

15 10 15 

Gin His Met Leu Lys His Glu Phe Tyr Gin Arg Trp Ser Glu Gly Lys 

20 25 30 

Leu Glu Lys Gin Gin Leu Gin Ala Tyr Ala Lys Asp Tyr Tyr Leu His 

35 40 45 

He Lys Ala Phe Pro Cys Tyr Leu Ser Ala Leu His Ala Arg Cys Asp 

50 55 60 

Asp Leu Gin He Arg Arg Gin He Leu Glu Asn Leu Met Asp Glu Glu 
65 70 75 80 

Ala Gly Asn Pro Asn His He Asp Leu Trp Arg Gin Phe Ala Leu Ser 

85 90 95 

Leu Gly Val Ser Glu Glu gIu Leu Ala Asn His Glu Phe Ser Gin Ala 

100 105 110 

Ala Gin Asp Met Val Ala Thr Phe Arg Arg Leu Cys Asp Met Pro Gin 

115 120 125 

Leu Ala Val Gly Leu Gly Ala Leu Tyr Thr Tyr Glu He Gin He Pro 
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130 



135 



140 




Gin 


Val 


Cvs 


Val 


Glu 


Lvs 


lie 


Arq 


Gly 


Leu 


Lys 


Glu 


Tyr 


Phe 


Gly 


Val 


14 5 










150 










155 










160 


Ser 


Ala 


Arg 


Gly 


Tyr 


Ala 


Tyr 


Phe 


Thr 


Val 


His 


Gin 


Glu 


Ala 


Asp 


He 










165 










170 










175 




Lys 


His 


Ala 


Ser 


Glu 


Glu 


Lys 


Glu 


Met 


Leu 


Gin 


Thr 


Leu 


Val 


Gly 


Arg 








180 










185 










190 






Glu 


Asn 


Pro 


Asp 


Ala 


Val 


Leu 


Gin 


Gly 


Ser 


Gin 


Glu 


Val 


Leu 


Asp 


Thr 






195 










200 










205 








Leu 


Trp 


-Asn 


Phe 


Leu 


Ser 


Ser 


Phe 


lie 


Asn 


Ser 


Thr 


Glu 


Pro 


Cys 


Ser 



210 215 220 



Cys Lys 
225 

<210>812 
<211>361 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>812 

Met Glu Thr Lys Arg Ser He Tyr Met Asn Leu Pro Asp Arg Lys Lys 

15 10 15 

Ala Leu Glu Ala Ala Val Ala Tyr He Glu Lys Gin Phe Gly Ala Gly 

20 25 30 

Ser He Met Ser Leu Gly Arg His Ser Ala Thr His Glu He Ser Thr 

35 40 45 

He Lys Thr Gly Ala Leu Ser Leu Asp Leu Ala Leu Gly He His Gly 

50 55 60 

Val Pro Lys Gly Arg Val He Glu He Phe Gly Pro Glu Ser Ser Gly 
65 70 75 80 

Lys Thr Thr Leu Ala Thr His He Val Ala Asn Ala Gin Lys Met Gly 

85 90 95 

Gly Val Ala Ala Tyr He Asp Ala Glu His Ala Leu Asp Pro Ser Tyr 

100 105 110 

Ala Ser Leu He Gly Val Asn He Asp Asp Leu Met He Ser Gin Pro 

115 120 125 

Asp Cys Gly Glu Asp Ala Leu Ser He Ala Glu Leu Leu Ala Arg Ser 

130 135 140 

Gly Ala Val Asp Val He Val He Asp Ser Val Ala Ala Leu Val Pro 
145 150 155 160 

Lys Ser Glu Leu Glu Gly Asp He Gly Asp Val His Val Gly Leu Gin 

165 170 175 

Ala Arg Met Met Ser Gin Ala Leu Arg Lys Leu Thr Ala Thr Leu Ser 

180 185 190 

Arg Ser Gin Thr Cys Ala Val Phe He Asn Gin He Arg Glu Lys He 

195 200 205 

Gly Val Ser Phe Gly Asn Pro Glu Thr Thr Thr Gly Gly Arg Ala Leu 

210 215 220 

Lys Phe Tyr Ser Ser He Arg Leu Asp He Arg Arg He Gly Ser He 
225 230 235 240 

Lys Gly Ser Asp Asn Ser Asp He Gly Asn Arg He Lys Val Lys Val 

245 250 255 

Ala Lys Asn Lys Leu Ala Pro Pro Phe Arg He Ala Glu Phe Asp He 

260 265 270 

Leu Phe Asn Glu Gly He Ser Ser Ala Gly Cys He Leu Asp Leu Ala 

275 280 285 

Val Glu Tyr Asn He He Glu Lys Lys Gly Ser Trp Phe Asn Tyr Gin 

290 295 300 

Glu Lys Lys Leu Gly Gin Gly Arg Glu Phe Val Arg Glu Glu Leu Lys 
305 310 315 320 

Arg Asn Arg Lys Leu Phe Glu Glu He Glu Lys Arg He Tyr Asp Val 

325 330 335 

He Ala Ala Asn Lys Thr Pro Ser Val His Ala Asn Glu Thr Pro Gin 

340 345 350 

Glu Val Pro Ala Gin Thr Val Glu Ala 



355 



360 
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<210>813 
<211>180 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>813 

Met Thr Asp Pro Lys lie Glu Lys Ser Ala Leu Arg Lys Leu Phe lie 

15 10 15 

Ser lie Arg Arg Asp Leu Ser Glu Glu Arg Lys His Glu Ala Ser Ser 

20 25 30 

Ala Val Ala Ser Phe Val Arg Ser Phe Ser Lys Glu Ser Val Val Leu 

35 40 45 

Ser Phe Val Ser Phe Asn His Glu lie Asp Met Gin Glu Ala Asn Arg 

50 55 60 

lie Leu lie Gin Lys Cys Thr Leu Ala Leu Pro Lys lie Asp Gin Glu 
65 70 75 80 

Asn Leu Tyr Pro Val Leu lie Pro Ser lie Asp Asp Leu lie Ser Val 

85 90 95 

Val His Pro Lys Asp Pro Phe Ser Lys Gin Thr Pro lie Ser Ser Asp 

100 105 110 

Lys lie Thr His Val Leu Val Pro Gly Leu Ala Phe Asp Gin Gin Gly 

115 120 125 

Tyr Arg Leu Gly Tyr Gly His Gly Phe Tyr Asp Arg Trp Leu Ala Gin 

130 135 140 

His Pro Tyr Pro Ser lie Arg Thr lie Gly lie Gly Tyr Cys Glu Gin 
145 150 155 160 

Lys lie Asp Arg Leu Pro Gin Glu Ser His Asp lie Pro Leu Ser Gin 
165 170 175 

lie Tyr Leu Cys 
180 

<210>814 
<211>428 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>814 

Met Asp lie Lys Lys Leu Phe Cys Leu Phe Leu Cys Ser Ser Leu lie 

15 10 15 

Ala Met Ser Pro lie Tyr Gly Lys Thr Gly Asp Tyr Glu Lys Leu Thr 

20 25 30 

Leu Thr Gly lie Asn lie lie Asp Arg Asn Gly Leu Ser Glu Thr lie 

35 40 45 

Cys Ser Lys Glu Lys Leu Lys Lys Tyr Thr Lys Val Asp Phe Leu Ala 

50 55 60 

Pro Gin Pro Tyr Gin Lys Val Met Arg Met Tyr Lys Asn Lys Arg Gly 
65 70 75 80 

Asp Asn Val Ser Cys Leu Thr Ala Tyr His Thr Asn Gly Gin lie Lys 

85 90 95 

Gin Tyr Leu Glu Cys Leu Asn Asn Arg Ala Tyr Gly Arg Tyr Arg Glu 

100 105 110 

Trp His Val Asn Gly Asn lie Lys lie Gin Ala Glu Val lie Gly Gly 

115 120 125 

lie Ala Asp Leu His Pro Ser Ala Glu Ser Gly Trp Leu Phe Asp Gin 

130 135 140 

Thr Thr Phe Ala Tyr Asn Asp Glu Gly lie Leu Glu Ala Ala lie Val 
145 150 155 160 

Tyr Glu Lys Gly Leu Leu Glu Gly Ser Ser Val Tyr Tyr His Thr Asn 

165 170 175 

Gly Asn lie Trp Lys Glu Cys Pro Tyr His Lys Gly Val Pro Gin Gly 

180 185 190 

Lys Phe Leu Thr Tyr Thr Ser Ser Gly Lys Leu Leu Lys Glu Gin Asn 

195 200 205 

Tyr Gin Gin Gly Lys Arg His Gly Leu Ser lie Arg. Tyr Ser Glu Asp 

210 215 220 

Ser Glu Glu Asp Val Leu Ala Trp Glu Glu Tyr His Glu Gly Arg Leu 
225 230 235 240 

894 

BNSDOCID: <WO 9927105A2_I_> 



wo 99/27105 — ^ PCT/IB98/01890 



^^^sp Pro Gin Thr His Glu IXe 



Leu Lys Ala Glu Tyr IJl^Asp Pro Gin Thr His Glu IXe T^^^la Thr 

245 250 255 

lie His Glu Gly Asn Gly lie Gin Ala lie Tyr Gly Lys Tyr Ala Val 

260 265 270 

lie Glu Thr Arg Ala Phe Tyr Arg Gly Glu Pro Tyr Gly Lys Val Thr 

275 280 285 

Arg Phe Asp Asn Ser Gly Thr Gin He Val Gin Thr Tyr Asn Xaa Leu 

290 295 300 

Gin Gly Ala Lys His Gly Glu Glu Phe Ser Phe He Leu Arg Gin Gly 
305 310 315 320 

Asn Pro Ser Cys Phe Leu Asn Trp His Glu Gly He Leu Asn Gly He 

325 330 335 

Val Lys Thr Trp Tyr Pro Gly Gly Thr Leu Glu Ser Cys Lys Glu Leu 

340 345 350 

Val Asn Asn Lys Lys Ser Gly Leu Leu Thr He Tyr Tyr Pro Glu Gly 

355 360 365 

Gin He Met Ala Thr Glu Glu Tyr Asp Asn Asp Leu Leu He Lys Gly 

370 375 380 

Glu Tyr Phe Arg Pro Gly Asp Arg His Pro Tyr Ser Lys He Asp Arg 
385 390 395 400 

Gly Cys Gly Thr Ala Val Phe Phe Ser Ser Ala Gly Thr He Thr Lys 

405 410 415 

Lys He Pro Tyr Gin Asp Gly Lys Pro Leu Leu Asn 
420 425 

<210>815 
<211>151 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>815 

Thr Thr He Tyr He Lys Leu Leu Gly Arg Leu Met Lys Lys Trp He 

15 10 15 

Ser He Leu He Leu Ser Phe Leu Ser Leu Leu Ser He Leu Pro Val 

20 25 30 

Leu Ala He Thr He Asn His Val Lys He Ser Gin Arg Trp Ser Asp 

35 40 45 

Leu Asn Ser Gin He Leu Thr Leu Lys Val He Arg Asp His Glu Asp 

50 55 60 

Gin Val He Lys His Asn Ala Arg He Ser Lys Asp Arg Asn Asn Leu 
65 70 75 80 

Ser He Glu Ser Leu Asn Ala Ser Cys Lys Gin Leu Arg Pro Leu Ser 

85 90 95 

Lys Glu Arg Glu Arg Leu Asn Lys Leu Asn Ser Asn Ser Leu Leu Ala 

100 105 110 

Gin Ser Lys Glu Val Trp Glu Arg Lys Arg Ala Leu Glu Lys Ser Asn 

115 120 125 

His Gin Leu Val Trp Asn Cys Glu Gin Met His Asn Asp Phe Ala Phe 

130 135 140 

Cys Ala Ser Arg Ala Ser Tyr 
145 150 
<210>816 
<211>464 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>816 

Ala Met Asn Phe Lys Leu Pro Val Tyr His He Gly Leu Thr Lys Ala 

15 10 15 

Glu Asn Asn Thr He Lys He Ala He Leu Gin Lys Thr Cys Lys Gly 

20 25 30 

Trp He Val Cys His Cys Glu Gin He Pro Glu Gly Lys Thr Trp Ser 

35 40 45 

Leu Pro Lys Lys Tyr Phe Ala Ala Pro Thr Thr Phe Ser Leu Gin Gly 

50 55 60 

Ser Asp He Leu Val Lys Ser Ser Ser Ser Ser Leu Lys Asn Arg Lys 
65 70 75 80 
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Asn 



He Leu 



Lys 



85 



la Leu Thr Asn Leu Glu Ala S 
90 



leu Ala Leu 
95 



Piro 


Trp 


Glu 


Ser 


Leu 


He 


Val 


Gin 


Pro 


Gin 


Leu 


Gly 


Lys 


Pro 


Thr 


Asp 








100 










105 










110 






Arg 


Glv 


Glu 


Thr 


Pro 


Leu 


Thr 


Leu 


Trp 


He 


Ala 


Gin 


Lys 


Asn 


Thr 


Leu 






115 










120 










125 








Lvs 


Lvs 


Glu 


Leu 


Ser 


Phe 


Leu 


Ser 


Gin 


Ala 


Gin 


He 


Phe 


Pro 


Asp 


Lys 




130 










135 










140 










Leu 


Ser 


Cvs 


Arg 


Ala 


Ala 


Asp 


He 


Phe 


Phe 


Leu 


Ala 


Glu 


Gin 


Ser 


Pro 


145 










150 










155 










160 


Leu 


Lys 


Ser 


Leu 


Pro 


Ala 


Tyr 


Leu 


Leu 


He 


Tyr 


Gly 


Gly 


Ser 


Glu 


Glu 










165 










170 










175 




Val 


Thr 


Cvs 


He 


Phe 


Val 


Lvs 


Asn 


His 


Ala 


He 


Ala 


Val 


Ala 


Arg 


Ser 








180 










185 










190 






Phe 


Ser 


Asn 


His 


Ser 


Thr 


Lvs 


Lvs 


Ser 


Cys 


Asp 


Asp 


He 


His 


Ala 


Thr 






195 










200 










205 








Leu 


Gin 


Tvr 

* jr J. 


He 


Gin 


Glu 


Thr 


Phe 


Pro 


Gin 


Thr 


Val 


Leu 


Pro 


Ala 


He 




210 










215 










220 










His 


Val 


Ala 


Gin 


He 


Ser 


Pro 


Asn 


Leu 


Gin 


Xaa 


J. J.C 


Leu 


U J. Lt 




Lys 


225 










230 










235 










240 


Leu 


Ser 


Leu 


Pro 


Leu 


Val 


Val 


Cys 


Gin 


Ser 


Met 


Thr 


Tyr 


Gly 


Val 


Glu 










245 










250 










255 




Asp 


Glu 


Asp 


Trr> 


Glu 


He 


Tvr 


Gly Asp 


Thr 


He 


Ala 


Ala 


Ala 


His 


His 








260 










265 










270 






Glv 


Ala 


Ser 


ArQ 


Aro 


Pro 


Leu 


Thr 


Phe 


Pro 


Tyr 


Asp 


Ala 


Thr 


Ser 


Val 






275 










280 










285 








Ser 


Pro 


Ala 


Ala 


Gin 


Lvs 


His 


Trp 


Leu 


Leu 


Arg 


Ser 


Ser 


Leu 


Leu 


He 




290 










295 










300 










Glv 


Lvs 


Tvr 


Ala 


Leu 


Met 


Ala 


Thr 


Val 


Val 


Val 


Ser 


Leu 


Gly 


Ser 


Val 


305 










310 










315 










320 


Leu 


Lvs 


Leu 


Lvs 


Ser 


Leu 


Ser 


Ser 


Ser 


Ala 


Ser 


Asn 


His 


Phe 


Ala 


Phe 










325 










330 










335 




Ala 


Cvs 


Pro 


Glu 


Glu 


Glv 


Val 


Leu 


Pro 


Arg 


Ser 


Leu 


Lys 


Ala 


Ala 


Glu 








340 










345 










350 






Lys 


Thr 


Val 


Lys 


Ala 


He 


Glv 


Lys 


Lys 


Asn 


Ser 


Ala 


Ser 


Asn 


Tyr 


Pro 






355 










360 










365 








Leu 


Leu 


Pro 


Thr 


He 


Pro 


Thr 


Ser 


Glu 


Gin 


Thr 


Leu 


Lys 


Phe 


Leu 


Leu 




370 










375 










380 










Ala 


Leu 


Glv 


Lvs 


Ser 


Ser 


Pro 


Ser 


He 


Lys 


Phe 


Ser 


Tyr 


Phe 


Ser 


Tyr 


385 










390 










395 










400 


Thr 


Met 


Thr 


Ser 


Tvr 


Pro 


Ser 


Lys 


Asp 


Asn 


Pro 


Ser 


Leu 


Pro 


Tyr 


Ser 










405 










410 










415 




Ala 


Leu 


Val 


Glu 


Val 


Lys 


Gly 


Gin 


Gly 


Gin 


Pro 


Glu 


Asp 


He 


Pro 


Gin 








420 










425 










430 






Phe 


Leu 


Lys 


Lys 


He 


Ser 


Ser 


His 


Pro 


Lys 


Leu 


Gin 


His 


Val 


Ser 


Glu 






435 










440 










445 








Ser 


Leu 


Glu 


Asp 


Gin 


Arg 


Ser 


Phe 


Lys 


Leu 


Gin 


Phe 


Thr 


Leu 


Ser 


Ser 




450 










455 










460 











<210>817 



<211>130 
<212>PRT 

<2 13>Chlamydia pneumoniae 
<400>817 

Met Ala Ala Pro He Phe He Lys Asn He Leu Leu Arg Ser Ser He 

15 10 15 

Val Tyr Ala Pro Leu Ala Gly Phe Ser Asp Tyr Pro Tyr Arg Cys Met 

20 25 30 

Ser Ala Leu Tyr Gin Pro Gly Leu Met Phe Cys Glu Met Val Lys Val 

35 40 45 

Glu Gly He Leu Tyr Ala Pro Glu Arg Thr Ser Lys Leu Leu Asp Tyr 

50 55 60 

Asn Glu Asn Met Arg Pro He Gly Ala Gin Leu Cys Gly Ser Asn Pro 
65 70 75 80 

Glu Thr Ser Gly Glu Ala Ala Lys He Leu Glu Gly Leu Gly Phe Asp 
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85 90 95 

Leu lie Asp Leu Asn Cys Gly Cys Pro Thr Asp Lys He Thr Lys Asp 

100 105 110 

Gly Ser Gly Ser Gly Leu Phe Glu Asp Ala Arg Ala Tyr Trp Glu Asp 
115 120 125 

Phe Arg 
130 
<210>818 
<211>235 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>818 



He 


Val 


Asp 


Val 


Leu 


Gin 


He 


Lys 


Ser 


Pro 


Lys 


Met 


Ala 


Val 


Gly 


Gin 


1 








5 










10 










15 




Val 


Phe 


Leu 


Lys 


Thr 


Pro 


Glu 


Leu 


He 


Gly 


Arg 


He 


Leu 


Asp 


Lys 


He 








20 










25 










30 






He 


Asn 


Ser 


Val 


Ser 


He 


Pro 


Val 


Thr 


Val 


Lys 


He 


Arg 


Ser 


Gly 


Trp 






35 










40 










45 








Asp 


Met 


Glu 


His 


He 


Asn 


Val 


Glu 


Asp 


Thr 


Val 


Arg 


He 


He 


Arg 


Asp 




50 










55 










60 










Ala 


Gly Ala 


Ser 


Ala 


Val 


Phe 


Val 


His 


Gly Arg 


Thr 


Arg 


Ala 


Gin 


Gly 


65 










70 










75 










80 


Tyr 


His 


Gly 


Pro 


Ser 


Lys 


Gin 


Glu 


Tyr 


He 


Ser 


Arg 


Ala 


Lys 


Ala 


Ala 










85 










90 










95 




Ala 


Gly 


Lys 


Glu 


Phe 


Pro 


Val 


Phe 


Gly 


Asn 


Gly 


Asp 


He 


Phe 


Ser 


Pro 








100 










105 










110 






Glu 


Ala 


Ala 


Gin 


Ala 


Met 


Leu 


Thr 


Thr 


Gly 


Cys 


Asp 


Gly 


Val 


Leu 


Val 






115 










120 










125 








Ala 


Arg 


Gly 


Thr 


Leu 


Gly 


Ala 


Pro 


Trp 


He 


Gly 


Lys 


Gin 


He 


Gin 


Asp 




130 










135 










140 










Tyr 


Leu 


Thr 


Thr 


Gly 


Ser 


Tyr 


Glu 


Lys 


He 


Pro 


Phe 


He 


Lys 


Arg 


Lys 


145 










150 










155 










160 


Ala 


Ala 


Phe 


Leu 


Glu 


His 


Met 


Arg 


Leu 


Val 


Glu 


Asp 


Tyr 


Tyr 


Gin 


Ser 










165 










170 










175 




Glu 


Thr 


Lys 


Phe 


Leu 


Ser 


Glu 


Thr 


Arg 


Lys 


Leu 


Cys 


Gly 


His 


Tyr 


Leu 








180 










185 










190 






He 


Ser 


Ala 


Ala 


Lys 


Val 


Arg 


Phe 


Leu 


Arg 


Ser 


Ser 


Leu 


Ala 


Lys 


Ala 






195 










200 










205 








Thr 


Ser 


Tyr 


Gin 


Glu 


Val 


Tyr 


Gin 


Leu 


Val 


Asn 


Asp 


Tyr 


Glu 


Glu 


Ala 




210 










215 










220 










Asp 


Asp 


Ser 


Ser 


Leu 


Glu 


Thr 


Phe 


Val 


Lys 


Cys 













225 230 235 

<210>819 

<211>827 

<212>PRT 

<213 >Chlamydia pneumoniae 
<400>819 



Met 


Lys 


Lys 


Ser 


Leu 
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595 600 605 

Leu Tyr Leu Thr Ala Ala Gin Val Arg Ser Leu Trp Gly Thr Val Arg 

610 615 620 

Met Met Lys Pro Ser Arg Phe Leu Lys Glu lie Pro Lys Asp Tyr Met 
625 630 635 640 

lie Gin Val Arg 

<210>823 
<211>236 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>B23 

Met Gin Asn Ala Thr lie Asp Gin Leu Pro Val Ser Trp Gin Glu Gin 

15 10 15 

Leu Pro Leu Cys Trp Arg Glu Gin Leu Lys Glu Glu Trp Ser Lys Pro 

20 25 30 

Tyr Met Gin Gin Leu Leu lie Phe Leu Lys Gin Glu Tyr Lys Glu His 

35 40 45 

Thr Val Tyr Pro Glu Glu Asn Cys Val Phe Ser Ala Leu Arg Ser Thr 

50 55 60 

Pro Phe Asp Gin Val Arg Val Val lie Leu Gly Gin Asp Pro Tyr Pro 
65 70 75 80 

Gly Lys Gly Gin Ala His Gly Leu Ser Phe Ser Val Pro Glu Gly Gin 

85 90 95 

Arg Leu Pro Pro Ser Leu lie Asn lie Phe Arg Glu Leu Lys Thr Asp 

100 105 110 

Leu Gly lie Glu Asn His Lys Gly Cys Leu Gin Ser Trp Ala Asn Gin 

115 120 125 

Gly lie Leu Leu Leu Asn Thr Val Leu Thr Val Arg Ala Gly Glu Pro 

130 135 140 

Phe Ser His Ala Gly Lys Gly Trp Glu Leu Phe Thr Asp Ala lie Val 
145 150 155 160 

Thr Lys Leu lie Gin Glu Arg Thr His lie He Phe Val Leu Trp Gly 

165 170 175 

Ala Ala Ala Arg Lys Lys Cys Glu Leu Leu Phe Asn Ser Lys His Gin 

180 185 190 

His Ala Val Leu Ser Ser Pro His Pro Ser Pro Leu Ala Ala His Arg 

195 200 205 

Gly Phe Phe Gly Cys Ser His Phe Ser Lys He Asn Tyr Leu Leu Asn 

210 215 220 

Lys Leu Asn Lys Pro Met He Asn Trp Lys Leu Pro 
225 230 235 

<210>824 
<211>206 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>824 

Met Lys He Val He Ala Ser Ser His Gly Tyr Lys He Arg Glu Thr 

15 10 15 

Lys Thr Phe Leu Lys Arg Leu Gly Asp Phe Asp He Phe Ser Leu Ser 
20 25 30 
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ij^^Leu Pro Gin Glu Gin Cilu Asp S^I^J 



Asp Phe Pro Asp Tyr fl|^L.eu Pro Gin Glu Gin Ciiu Asp S^l^tle Thr 

35 40 45 

Ala Asn Ala Leu Thr Lys Gly He His Ala Ala Asn His Leu Gly Cys 

50 55 60 

Trp Val He Ala Asp Asp Thr Met Leu Arg Val Pro Ala Leu Asn Gly 
65 70 75 80 

Leu Pro Gly Pro Leu Ser Ala Asn Phe Ala Gly Val Gly Ala Tyr Asp 

85 90 95 

Lys Asp His Arg Lys Lys Leu Leu Asp Leu Met Ser Ser Leu Glu Ser 

100 105 110 

Leu Val Asp Arg Ser Ala Tyr Phe Glu Cys Cys Val Val Leu Val Ser 

115 120 125 

Pro Asn Gin Glu He Phe Lys Thr Tyr Gly He Cys Glu Gly Tyr He 

130 135 140 

Ser His Gin Glu Lys Gly Ser Ser Gly Phe Gly Tyr Asp Pro He Phe 
145 150 155 160 

Val Lys Tyr Asp Tyr Lys Gin Thr Phe Ala Glu Leu Ser Glu Asp Val 

165 170 175 

Lys Asn Gin Val Ser His Arg Ala Lys Ala Leu Gin Lys Leu Ala Pro 

180 185 190 

His Leu Gin Ser Leu Phe Glu Lys His Leu Leu Thr Arg Asp 
195 200 205 

<210>825 
<211>424 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>825 

Leu Met Phe Phe Gin Phe Leu Ser Phe Thr Met Lys Lys He Phe Tyr 

15 10 15 

Ser Phe Val Leu Leu Ser Cys He Phe Pro Tyr Val Gly Cys Ala Gin 

20 25 30 

Val Phe Val Gly Leu Asp Arg He Phe Ser Glu Gly Glu Tyr Thr Arg 

35 40 45 

Cys He Gin Gly Lys Lys He Ala Leu He Ser His Ser Ala Ala He 

50 55 60 

Asn Ser Arg Gly Gin Asp Ala Leu Ser Val Phe Tyr Ser Arg Lys His 
65 70 75 80 

Asp Cys Thr Val Glu He Leu Cys Thr Leu Glu His Gly Tyr Tyr Gly 

85 90 95 

Ala Thr Pro Thr Glu Thr Val Gly Asn Gin Pro Ser Arg Tyr Pro Asn 

100 105 110 

Leu Arg Ser Val Ser Leu Tyr Gly Val Lys Glu Val Pro Lys Glu Val 

115 120 125 

Ala Glu His Cys Asp Val Phe Val Tyr Asp Val Gin Asp He Gly Val 

130 135 140 

Arg Ser Tyr Ser Phe Val Thr Val Leu Met Gin He Val Lys Ala Ser 
145 150 155 160 

Glu Arg Tyr Gly Lys Gin Leu He Val Leu Asp Arg Pro Asn Pro Met 

165 170 175 

Gly Gly Arg He Val Asp Gly Pro Leu Pro Asn Pro Thr Thr Ser Gly 

180 185 190 

Ser Leu Ala He Pro Tyr Cys Tyr Gly Met Thr Pro Gly Glu Leu Ala 

195 200 205 

Leu Phe Phe Lys Lys Thr Tyr Ala Pro Asn Ala Asn Val Val Val He 

210 215 220 

Pro Met Lys Gly Trp Asn Arg Ser Met Thr Phe Asp Glu Thr Gly Leu 
225 230 235 240 

He Trp Met Pro Thr Ser Pro Gin Met Pro Asp Pro Gin Ser Pro Phe 

245 250 255 

Phe Tyr Ala Ala Thr Gly lie Leu Gly Ala Leu Ser Val Ala Ser He 

260 265 270 

Gly Val Gly Tyr Thr Leu Pro Phe Lys Val Leu Gly Ala Pro Trp Met 

275 280 285 

Asp Gly Glu Lys Val Ala Asp Glu Leu Asn Arg Met Lys Leu Pro Gly 
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290 










295 










300 










Val 


Leu 


Phe 


Leu 


Pro 


Phe 


Phe 


Tyr 


Glu 


Pro 


Phe 


Phe 


Gly 


Lys 


Tyr 


Lys 


305 










310 










315 










320 


Met 


Glu 


Met 


Cys 


Ser 


Gly 


Val 


Leu 


Leu 


Val 


Leu 


Gin 


Asp 


Pro 


Lys 


He 










325 










330 










335 




Phe 


Tyr 


Pro 


Val 


Glu 


Thr 


Gin 


Cys 


Thr 


He 


Trp 


Gly 


Val 


Leu 


Lys 


Ala 








340 










345 










350 






Leu 


Tyr 


Pro 


Lys 


Gin 


Val 


Glu 


Gin 


Thr 


Leu 


Lys 


Ser 


He 


Glu 


Arg 


He 






355 










360 










365 








Pro 


Ala 


Arg 


Arg 


Ser 


Ser 


He 


Cys 


Asn 


Leu 


Phe 


Gly 


Gly 


Asp 


Glu 


Phe 




370 










375 










380 










Leu 


Ser 


lie 


Ser 


His 


Lys 


Glu 


Arg 


Tyr 


He 


Val 


Trp 


Pro 


Leu 


Arg 


Arg 


385 










390 










395 










400 


Leu 


Cys 


Lys 


Glu 


Ser 


Arg 


Glu 


Ser 


Phe 


His 


Gin 


Leu 


Arg 


Ser 


Ser 


Cys 










405 










410 










415 




Leu 


Leu 


Ser 


Glu 


Tyr 


Ala 


Glu 


Ser 



















420 



<210>826 

V. ^ J. ^ ^ ^ / 

<212>PRT 



<213>Chlamydia pneumoniae 
<400>826 



Ara 


Val 


Val 


Trp 


Val 


Phe 


Lys 


Ser 


Gin 


Phe 


Glu 


Gly 


Leu 


Ser 


Ala 


Leu 


1 








5 










10 










15 




Lvs 


Arg 


Gly 


Val 


His 


Ala 


Leu 


Thr 


Lys 


Ala 


Val 


Thr 


Pro 


Ala 


Phe 


Gly 








20 










25 










30 






Pro 


Arg 


Gly 


Tyr 


Asn 


Val 


Val 


He 


Lys 


Lys 


Gly 


Lys 


Ala 


Pro 


He 


val 






35 










40 










45 








Leu 


Thr 


Lys 


Asn 


Gly 


He 


Arg 


He 


Ala 


Lys 


Glu 


He 


He 


Leu 


Gin 


Asp 




50 










55 










60 










Ala 


Phe 


Glu 


Ser 


Leu 


Gly 


Val 


Lys 


Leu 


Ala 


Lys 


Glu 


Ala 


Leu 


Leu 


Lys 


65 










70 










75 










80 


Val 


Val 


Glu 


Gin 


Thr 


Gly 


Asp 


Gly 


Ser 


Thr 


Thr 


Ala 


Leu 


Val 


Val 


He 










85 










90 










95 




Asp 


Ala 


Leu 


Phe 


Thr 


Gin 


Gly 


Leu 


Lys 


Gly 


He 


Ala 


Ala 


Gly 


Leu 


Asp 








100 










105 










110 






Pro 


Gin 


Glu 


He 


Lvs 


Ala 


Gly 


He 


Leu 


Leu 


Ser 


Val 


Glu 


Met 


Val 


Tyr 






115 










120 










125 








Gin 


Gin 


Leu 


Gin 


Arg 


Gin 


Ala 


He 


Glu 


Leu 


Gin 


Ser 


Pro 


Lys 


Asp 


Val 




130 










135 










140 










Leu 


His 


Val 


Ala 


Met 


Val 


Ala 


Ala 


Asn 


His 


Asp 


Val 


Thr 


Leu 


Gly 


Thr 


145 










150 










155 










160 


Val 


Val 


Ala 


Thr 


Val 


He 


Ser 


Gin 


Ala 


Asp 


Leu 


Lys 


Gly 


Val 


Phe 


Ser 










165 










170 










175 




Ser 


Lys 


Asp 


Ser 


Gly 


He 


Ser 


Lys 


Thr 


Arg 


Gly 


Leu 


Gly Lys 


Arg 


Val 








180 










185 










190 






Lys 


Ser 


Gly 


Tyr 


Leu 


Ser 


Pro 


Tyr 


Phe 


Val 


Thr 


Arg 


Pro 


Glu 


Thr 


Xaa 






195 










200 










205 








Asp 


Val 


Val 


Trp 


Glu 


Glu 


Ala 


Leu 


Val 


Leu 


He 


Leu 


Ser 


His 


Ser 


Leu 




210 










215 










220 










Val 


Ser 


Leu 


Ser 


Glu 


Glu 


Leu 


He 


Arg 


Tyr 


Leu 


Glu 


Leu 


He 


Ser 


Glu 


225 










230 










235 










240 


Gin 


Asn 


Thr 


His 


Pro 


Leu 


Val 


He 


He 


Ala 


Glu 


Asp 


Phe 


Asp 


Gin 


Asn 










245 










250 










255 




Val 


Leu 


Arg 


Thr 


Leu 


He 


Leu 


Asn 


Lys 


Leu 


Arg 


Asn 


Gly 


Leu 


Pro 


Val 








260 










265 










270 






Cys 


Ala 


Val 


Lys 


Ala 


Pro 


Gly 


Ser 


Arg 


Glu 


Leu 


Arg 


Gin 


Val 


Val 


Leu 






275 










280 










285 








Glu 


Asp 


Leu 


Ala 


He 


Leu 


Thr 


Gly 


Ala 


Thr 


Leu 


He 


Gly 


Gin 


Glu 


Ser 




290 










295 










300 










Glu 


Asn 


Cys 


Glu 


He 


Pro 


Val 


Ser 


Leu 


Asp 


Val 


Leu 


Gly Arg 


Val 


Lys 


305 










310 










315 










320 


Gin 


Val 


Met 


He 


Thr 


Lys 


Glu 


Thr 


Phe 


Thr 


Phe 


Leu 


Glu 


Gly 


Gly 


Gly 










325 










330 










335 
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Asp Ala Glu lie lie Si^Ala Arg Lys Gin Glu Leu Cys L^^ila lie 

340 345 350 

Ala Gly Ser Thr Ser Glu Ser Glu Cys Gin Glu Leu Glu Glu Arg Leu 

355 360 365 

Ala lie Phe lie Gly Ser lie Pro Gin Val Gin lie Thr Ala Asp Thr 

370 375 380 

Asp Thr Glu Gin Arg Glu Arg Gin Phe Gin Leu Glu Ser Ala Leu Arg 
385 390 395 400 

Ala Thr Lys Ala Ala Met Lys Gly Gly lie Val Pro Gly Gly Gly Val 

405 410 415 

Ala Phe Leu Arg Ala Ala His Ala lie Glu Val Pro Ala Asn Leu Ser 

420 425 430 

Ser Gly Met Thr Phe Gly Phe Glu Thr Leu Leu Gin Ala Val Arg Thr 

435 440 445 

Pro Leu Lys Val Leu Ala Gin Asn Cys Gly Arg Ser Ser Glu Glu Val 

450 455 460 

lie His Thr lie Leu Ser His Glu Asn Pro Arg Phe Gly Tyr Asn Gly 
465 470 475 480 

Met Thr Asp Thr Phe Glu Asp Leu Val Asp Ala Gly He Cys Asp Pro 

485 490 495 

Leu He Val Thr Thr Ser Ser Leu Lys Cys Ala Val Ser Val Ser Cys 

500 505 510 

Leu Leu Leu Thr Ser Ser Phe Phe He Ser Ser Arg Thr Lys Thr 
515 520 525 

<210>827 
<211>189 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>827 

Ser Leu Val Arg Asn Asn Lys Arg Val Glu Glu Glu Val Phe Met Thr 

15 10 15 

Leu Ser Leu Val Gly Lys Glu Ala Pro Asp Phe Val Ala Gin Ala Val 

20 25 30 

Val Asn Gly Glu Thr Cys Thr Val Ser Leu Lys Asp Tyr Leu Gly Lys 

35 40 45 

Tyr Val Val Leu Phe Phe Tyr Pro Lys Asp Phe Thr Tyr Val Cys Pro 

50 55 60 

Thr Glu Leu His Ala Phe Gin Asp Ala Leu Gly Glu Phe His Thr Arg 
65 70 75 80 

Gly Ala Glu Val He Gly Cys Ser Val Asp Asp He Ala Thr His Gin 

85 90 95 

Gin Trp Leu Ala Thr Lys Lys Lys Gin Gly Gly He Glu Gly He Thr 

100 105 110 

Tyr Pro Leu Leu Ser Asp Glu Asp Lys Val He Ser Arg Ser Tyr His 

115 120 125 

Val Leu Lys Pro Glu Glu Glu Leu Ser Phe Arg Gly Val Phe Leu He 

130 135 140 

Asp Lys Gly Glu He He Arg His Leu Val Val Asn Asp Leu Pro Leu 
145 150 155 160 

Gly Arg Ser He Glu Glu Glu Leu Arg Thr Leu Asp Ala Leu He Phe 

165 170 175 

Phe Glu Thr Asn Gly Leu Val Cys Pro Ala Lys Leu Ala 
180 185 

<210>828 
<211>136 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>828 

Arg Phe Asp Leu He Phe Gin Met Lys Phe Thr Val Ala Leu Phe Gly 

1 5 10 15 

Glu Ala Glu Lys Gly Ser Tyr Asp Thr Ala Tyr Phe Cys Arg Ser Leu 

20 25 30 

Val Asp Leu His Asn Tyr Leu Gly Asp Val Ser Ser Pro Gly He Thr 
35 40 45 
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Leu Ala lie Lys llj^eu Leu Ser Asp Tyr Asn Vai V^^ffyr Phe Arg 

50 55 60 

Val Arg Glu Glu Gly Tyr Cys Val Asp Ser Tyr Phe Phe Gly Leu His 
65 70 75 80 

Phe Leu Asn Thr Gin Thr Thr Leu Lys Asn lie lie Ala lie Gly Leu 

85 90 95 

Pro Gly Val Gly Asn Gin His lie lie Glu Ala Ser Arg Ser Leu Cys 

100 105 110 

Gin Lys His Asn Ser Leu Leu Leu Phe Phe Asp His Asp Leu Tyr Asp 

115 120 125 

Leu Leu Thr Phe Asn Gin Pro Xaa 

130 135 
<210>B29 
<211>205 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>829 

Met His Ala Lys Leu Ser Phe Phe lie Leu Leu Ser Leu Leu Phe Ser 

15 10 15 

Gly lie Asp Cys Ser Arg Leu His Ala Ala Gly Arg Ser Pro Ser Leu 

20 25 30 

Gin Gly Val Leu Ala Glu lie Glu Asp lie Ser Ala Lys Leu Ala Ser 

35 40 45 

His Glu Val Glu lie Val Met Leu Ser Glu Arg Leu Asp Glu Gin Asp 

50 55 60 

Ser Lys Phe Gin Lys Trp Thr Ala Ala Lys Pro Glu Thr Leu Ala Gin 
65 70 75 80 

Lys lie Arg Glu Leu Glu Ser Asp Gin Lys Ala Leu Ala Lys Thr Leu 

85 90 95 

Ala Val Leu Thr Thr Ser Val Lys Asp Leu Gin Thr Asn Leu Gin Ser 

100 105 110 

Lys Leu Gin Glu lie Gin Lys Asp His Arg Ala Leu Ala Gin Asp Leu 

115 120 125 

Arg Leu Val Arg Arg Ser Leu Leu Ala Leu Val Asp Ser Ser Ser Pro 

130 135 140 

Gly Ala Tyr Ala Asp Phe Ser Asp Pro Val Pro Glu Asn lie Tyr lie 
145 150 155 160 

Val Arg Glu Gly Asp Ser Leu Ser Lys lie Ala Lys Lys Tyr Lys Leu 

165 170 175 

Ser Val Thr Glu Leu Lys Lys lie Asn Lys Leu Asp Ser Asp Ala lie 

180 185 190 

Tyr Ala Gly Gin Arg Leu Cys Leu Gin Arg Asn Lys Gin 
195 200 205 

<210>830 
<211>192 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>830 

Met Asn lie His Ser Leu Trp Lys Leu Cys Thr Leu Leu Ala Leu Leu 

15 10 15 

Ala Leu Pro Ala Cys Ser Leu Ser Pro Asn Tyr Gly Trp Glu Asp Ser 

20 25 30 

Cys Asn Thr Cys His His Thr Arg Arg Lys Lys Pro Ser Ser Phe Gly 

35 40 45 

Phe Val Pro Leu Tyr Thr Glu Glu Asp Phe Asn Pro Asn Phe Thr Phe 

50 55 60 

Gly Glu Tyr Asp Ser Lys Glu Glu Lys ' Gin Tyr Lys Ser Ser Gin Val 
65 70 75 80 

Ala Ala Phe Arg Asn lie Thr Phe Ala Thr Asp Ser Tyr Thr lie Lys 

85 90 95 

Gly Glu Glu Asn Leu Ala lie Leu Thr Asn Leu Val His Tyr Met Lys 

100 105 110 

Lys Asn Pro Lys Ala Thr Leu Tyr He Glu Gly His Thr Asp Glu Arg 
115 120 125 
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Gly Ala Ala 


Ser 


Tvr 




'Leu 


Ala 


Leu 


Glv 


Ala 


Ara 


Ara 




Plsn 


Ala 


130 










135 










14 0 










lie Lys 


Glu 


His 


Leu 


Ara 


Lys 


Gin 


Glv 


He 


Ser 


Ala 


Asp 


Ara 


Leu 


Ser 


145 








150 










155 










160 


Thr lie 


Ser 


Tyr 


Glv 


Lvs 


Glu 


His 


Pro 


Leu 


Asn 


Ser 


Gly 


His 


Asn 


Glu 








165 










170 










175 




Leu Ala 


Trp 


Gin 


Gin 


Asn 


Arg 


Arg 


Thr 


Glu 


Phe 


Lvs 


He 


His 


Ala 


Ara 






180 










185 










190 






<210>831 




























<211>431 




























<212>PRT 




























<2 13 >Chlamydia pneumoniae 




















<400>831 




























Met Leu 


Arg 


Gin 


Leu 


Cys 


Phe 


Gin 


Val 


Phe 


Phe 


Phe 


Cvs 


Phe 


Ala 


Ser 


1 






5 










10 










15 




Leu Val 


Tyr 


Ala 


Glu 


Glu 


Leu 


Glu 


Val 


Val 


Val 


Arq 


Ser 


Glu 


His 


He 






20 










25 










30 






Thr Leu 


Pro 


He 


Glu 


Val 


Ser 


Cvs 


Gin 


Thr 


Asp 


Thr 


Lvs 


Asp 


Pro 


Lys 




35 










40 










45 








lie Gin 


Lys 


Tyr 


Leu 


Ser 


Ser 


Leu 


Thr 


Glu 


He 


Phe 


Cvs 


Lys 


Asp 


He 


50 










55 










60 










Ala Leu 


Gly 


Asp 


Cys 


Leu 


Gin 


Pro 


Thr 


Ala 


Ala 


Ser 


Lvs 


Glu 


Ser 


Ser 


65 








70 










75 










80 


Ser Pro 


Leu 


Ala 


He 


Ser 


Leu 


Arg 


Leu 


His 


Val 


Pro 


Gin 


Leu 


Ser 


Val 








85 










90 










95 




Val Leu 


Leu 


Gin 


Ser 


Ser 


Lys 


Thr 


Pro 


Gin 


Thr 


Leu 


Cvs 


Ser 


Phe 


Thr 






100 










105 










110 






lie Ser 


Gin 


Asn 


Leu 


Ser 


Val 


ASD 


Aro 


Gin 


Lvs 


He 


His 


His 


Ala 


Ala 




115 










120 










125 








Asp Thr 


Val 


His 


Tyr 


Ala 


Leu 


Thr 


Glv 


He 


Pro 


Glv 


He 


Ser 


Ala 


Glv 


130 










135 










140 










Lys lie 


Val 


Phe 


Ala 


Leu 


Ser 


Ser 


Leu 


Glv 


Lvs 


Asp 


Gin 


Lvs 


Leu 


Lys 


145 








150 










155 










160 


Gin Gly 


Glu 


Leu 


Trp 


Thr 


Thr 


Asp 


Tvr 


Asp 


Gly 


Lvs 


Asn 


Leu 


Ala 


Pro 








165 










170 










175 




Leu Thr 


Thr 


Glu 


Cys 


Ser 


Leu 


Ser 


He 


Thr 


Pro 


Lvs 


Trp 


Val 


Glv 


Val 






180 










185 










190 






Gly Ser 


Asn 


Phe 


Pro 


Tyr 


Leu 


Tvr 


Val 


Ser 


Tvr 


Lvs 


Tvr 


Glv 


Val 


Pro 




195 










200 










205 








Lys lie 


Phe 


Leu 


Gly 


Ser 


Leu 


Glu 


Asn 


Thr 


Glu 


Glv 


Lvs 


Lvs 


Val 


Leu 


210 










215 










220 










Pro Leu 


Lys 


Gly 


Asn 


Gin 


Leu 


Met 


Pro 


Thr 


Phe 


Ser 


Pro 


Ara 


Lvs 


Lvs 


225 








230 










235 










240 


Leu Leu 


Ala 


Phe 


Val 


Ala 


Asp 


Thr 


Tvr 


Glv 


Asn 


Pro 


Asp 


Leu 


Phe 


He 








245 










250 










255 




Gin Pro 


Phe 


Ser 


Leu 


Thr 


Ser 


Gly 


Pro 


Met 


Gly 


Ara 


Pro 


Ara 


Ara 


Leu 






260 










265 










270 






Leu Asn 


Glu 


Asn 


Phe 


Gly 


Thr 


Gin 


Gly 


Asn 


Pro 


Ser 


Phe 


Asn 


Pro 


Glu 




275 










280 










285 








Gly Ser 


Gin 


Leu 


Val 


Phe 


He 


Ser 


Asn 


Lvs 


Asp 


Glv 


Ara 


Pro 


Ara 


Leu 


290 










295 










300 










Tyr lie 


Met 


Ser 


Leu 


Asp 


Pro 


Glu 


Pro 


Gin 


Ala 


Pro 


Ara 


Leu 


Leu 


Thr 


305 








310 










315 










320 


Lys Lys 


Tyr 


Arg 


Asn 


Ser 


Ser 


Cvs 


Pro 


Ala 


Trp 


Ser 


Pro 


Asp 


Glv 


Lvs 








325 










330 










335 




Lys lie 


Ala 


Phe 


Cys 


Ser 


Val 


He 


Lvs 


Glv 


Val 


Ara 


Gin 


He 


Cys 


He 






340 










345 










350 






Tyr Asp 


Leu 


Ser 


Ser 


Gly 


Glu 


ASD 


Tvr 


Gin 


Leu 


Thr 


Thr 


Ser 


Pro 


Thr 




355 










360 










365 








Asn Lys 


Glu 


Ser 


Pro 


Ser 


Trp 


Ala 


He 


Asp 


Ser 


Ara 


His 


Leu 


Val 


Phe 


370 










375 










380 










Ser Ala 


Gly 


Asn 


Ala 


Glu 


Glu 


Ser 


Glu 


Leu 


Tyr 


Leu 


He 


Ser 


Leu 


Val 


385 








390 










395 










400 


Thr Lys 


Lys 


Thr 


Asn 


Lys 


He 


Ala 


He 


Gly 


Val 


Gly 


Glu 


Lys 


Arg 


Phe 
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410 415 
Pro Ser Trp Gly Ala Phe Pro Gin Gin Pro lie Lys Arg Thr Leu 
420 425 430 

<210>832 
<211>194 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>832 

Asn Asp Thr Pro Leu Cys Thr Thr Gin Pro Gin Lys Gin Ala Lys Cys 

15 10 15 

Ser Pro Pro Gin Glu Asn Val Gin Lys Ala Leu Gin Lys Pro lie Pro 

20 25 30 

Lys Val lie Lys Thr Glu Pro Pro Lys Pro Ser Pro Ala Pro Thr Val 

35 40 45 

Ala Lys Lys Thr Thr Ala Thr Glu Lys Pro Pro Pro Ser Thr Thr Lys 

50 55 60 

Lys Asn Thr Gin Leu Ser Lys Thr Gin Leu Gin Thr Leu Ser Glu Val 
65 70 75 80 

Ala Gin Ala Leu Ser Leu Kis Val Asp Lys lie Glu Lys Ser Glu Thr 

85 90 95 

Ser Leu Lys Asn lie Ser Trp Pro Ser Thr Ala Gin Leu Thr Met His 

100 105 110 

Ser Glu Leu Lys Ala Thr Gin Glu Asp Glu Leu Cys Glu Leu Phe Arg 

115 120 125 

Thr His He Ala Leu Pro Ser Lys Gly Tyr Val Arg He Lys Leu Val 

130 135 140 

Leu Ser Pro Asn Gly Glu He Gin Glu Cys Ser Phe Leu Ser Glu Val 
145 150 155 160 

Ser Ala Ala Asp Lys Gin Leu Leu Thr Gin Arg He His Ala Leu Pro 

165 170 175 

Phe Gin Lys Phe Leu Glu Lys Tyr Lys Val Ser Lys Asn He He Phe 
180 185 190 

Ser Tyr 

<210>833 
<211>135 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>833 

Met Lys Tyr Arg Phe Thr Glu Glu He Glu Glu Glu Pro Leu Val Asn 

15 10 15 

Leu Thr Pro Leu He Asp He Val Phe Val He Leu Met Ala Phe He 

20 25 30 

Val Ala Val Pro Leu He Lys Leu Asp Ser He Ala Leu Ala Pro Gly 

35 40 45 

Thr Gin Glu Gin Glu Val Leu Ser Ser Glu Asn Asp Ser He Ala Val 

50 55 60 

He Lys Val Phe Ala Asp His Ser Leu Thr Leu Asn Glu His Pro He 
65 70 75 80 

Thr Leu Gin Glu Leu Thr Val Arg Leu Thr Leu Leu His Lys Ala Tyr 

85 90 95 

Pro Glu Lys Thr Pro Leu Leu Leu Gin Asp Gly Glu Thr Ser Phe Arg 

100 105 110 

Thr Tyr Gin Asn Val Lys Asn Ala He Glu Ala Ala Gly Phe His Glu 

115 120 125 

Leu His Val Ala Leu Gin Asn 
130 135 
<210>834 
<211>232 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>834 

Met Val His Phe Ser His Asn Pro He He Gin Ala Tyr Thr Glu Ala 
15 10 15 
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Asp Phe Phe Glv Ly^^r lie Phe Phe Cys Leu Leu Ile^ft Ser Val 

20 25 30 

Cys Thr Trp Thr Val Leu His Gin Lys Leu Ala He Gin Lys Asn Phe 

35 40 45 

Leu Lys Ala Gly Lys Ser Leu Lys Asp Phe Leu He Lys Asn Arg His 

50 55 60 

Ala Pro Leu Ser Leu Asp He His Pro Glu Leu Ser Pro Phe Ala Asp 
65 70 75 80 

Leu Tyr Phe Thr He Lys Arg Gly Thr Leu Glu Leu Leu Asp Lys Asn 

85 90 95 

Arg Gin Ser Ala Pro Asp Arg Gly Pro He Leu Ser Ser Glu Asp He 

100 105 110 

Gin Ser Leu Glu Thr Leu Leu Gly Ala He Met Pro Lys Tyr Lys Ala 

115 120 125 

Leu Leu His Lys Asn Ser Phe He Pro Ala Thr Thr He Ser Leu Ala 

130 135 140 

Pro Phe Leu Gly Leu Leu Gly Thr Val Trp Gly He Leu Val Ala Phe 
145 150 155 160 

Thr His He Ser Ser Gly Ser Ser Gly Asn Ser Ala He Met Glu Gly 

165 170 175 

Leu Ala Thr Ala Leu Gly Thr Thr He He Gly Leu Phe Val Ala He 

180 185 190 

Pro Ser Leu He Ala Phe Asn Tyr Leu Lys Ala His Ser Ser Glu Leu 

195 200 205 

He Ser Glu He Glu Gin Thr Ala Tyr Leu Leu Leu Asn Ser He Glu 

210 215 220 

Val Lys Tyr Arg Asn Thr Asn Leu 
225 230 
<210>835 
<211>135 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>835 

Leu Lys Ala He Ser Glu Gly He Ala Thr Lys Ser Pro He He Val 

15 10 15 

Val Pro Arg Ala Val Ala Ser Pro Ser He Met Ala Glu Phe Pro Leu 

20 25 30 

Leu Pro Glu Leu Met Trp Val Lys Ala Thr Lys He Pro His Thr Val 

35 40 45 

Pro Lys Ser Pro Arg Lys Gly Ala Lys Leu He Val Val Ala Gly He 

50 55 60 

Lys Leu Phe Leu Cys Lys Arg Ala Leu Tyr Phe Gly Met Met Ala Pro 
65 70 75 80 

Arg Ser Val Ser Lys Asp Trp He Ser Ser Glu Glu Arg Met Gly Pro 

85 90 95 

Arg Ser Gly Ala Asp Cys Arg Phe Leu Ser Lys Ser Ser Lys Val Pro 

100 105 110 

Arg Phe He Val Lys Tyr Lys Ser Ala Lys Gly Leu Ser Ser Gly Trp 

115 120 125 

He Ser Arg Asp Arg Gly Ala 
130 135 
<210>836 
<211>676 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>836 

He He Gin Val Gin Asn Ser Phe .Leu Arg Val Ala Thr Ser Leu Asp 

15 10 15 

Tyr Arg His Ser Asp Trp Gly Ser Arg Phe Thr Ala Ser Lys Gly Ser 

20 25 30 

His He Tyr Trp Lys Asn Pro Gly Glu He Gly Ser Pro Leu Lys He 

35 40 45 

Ser Trp Gin Leu Pro Lys Gly Phe Val Val Glu Glu Glu His Trp Pro 
50 55 60 
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Thr Pro Lys Val 
65 



Glu Glu Glu Gly Thr Thr Pne 
70 75 



Gly Tyr Glu 
80 



Asp Ser Ala Leu lie Val Ala Asp Val Arg Ala Pro Glu Gly Tyr Thr 

85 90 95 

Pro Gly Gin Glu Val Glu Leu Arg Ala Gin Val Glu Trp Leu Ala Cys 

100 105 110 

Gly Asp Ser Cys Leu Pro Gly Asn Val Asp Leu Lys Leu Thr Leu Pro 

115 120 125 

Tyr Glu Glu Lys Glu Pro Ser Leu Tyr Pro Asp Thr His Ala Glu Phe 

130 135 140 

Thr Lys Thr Leu His Ala Gin Pro Arg Val Leu Glu Asn Asp His Ser 
145 150 155 160 

Val Gin Val Ala Gin Gly Lys Gly Asn Glu lie lie Leu Asn lie Ser 

165 170 . 175 

Lys Lys lie Asn Ala Thr Lys Ala Trp Phe Val Ser Glu Lys Ala Asp 

180 185 190 

Lys Leu Phe Ala Tyr Ala Glu Thr Ser Tyr Ser Gly Gly Thr Gly Thr 

195 200 205 

Ala Trp Arg Leu Lys val Lys Asn Leu Ser Gly Val Gin Lys Asn Glu 

210 215 220 

Lys Leu His Gly lie Leu Leu Leu Ala Asp His Thr Gly Arg Pro Val 
225 230 235 240 

Glu Ser Leu Thr lie His Ser Glu Val Leu Gly Gin Thr Gly Ser Ala 

245 250 255 

Val Ala Gly Leu Ser Gin Tyr lie Thr lie Leu lie Met Ala Phe Leu 

260 265 270 

Gly Gly Val Leu Leu Asn lie Met Pro Cys Val Leu Pro Leu Val Thr 

275 280 285 

Leu Lys Val Tyr Gly Leu lie Lys Ser Ala Gly Glu His Arg Ser Ser 

290 295 300 

Val lie Ala Asn Gly Leu Trp Phe Thr Leu Gly Val Val Gly Cys Phe 
305 310 315 320 

Trp Gly Leu Ala Gly Val Ala Phe lie Leu Lys Val Leu Gly His Asn 

325 330 335 

lie Gly Trp Gly Phe Gin Leu Gin Glu Pro Met Phe Val Ala Thr Leu 

340 345 350 

lie lie Val Phe Phe Leu Phe Ala Leu Ser Ser Leu Gly Leu Phe Glu 

355 360 365 

Met Gly Thr Met Phe Ala Asn Leu Gly Gly Lys Leu Gin Ser Ser Glu 

370 375 380 

Met Lys Ser Ser Asn Asn Lys Ala Val Gly Ala Phe Phe Asn Gly lie 
385 390 395 400 

Leu Ala Thr Leu Val Thr Thr Pro Cys Thr Gly Pro Phe Leu Gly Ser 

405 410 415 

Val Leu Gly Leu Val Met Ser Leu Ser Phe Leu Gin Gin Leu Leu lie 

420 425 430 

Phe Thr Ala lie Gly Leu Gly Met Ala Ser Pro Tyr Leu Val Phe Ser 

435 440 445 

Val Phe Pro Lys Met Leu Ser Val Leu Pro Lys Pro Gly Gly Trp Met 

450 455 460 

Ser Thr Phe Lys Gin Leu Thr Gly Phe Met Leu Leu Val Thr Val Thr 
465 470 475 480 

Trp Leu Val Trp lie Phe Gly Ser Glu Thr Ser Thr Thr Ser Val Val 

485 490 495 

Val Leu Leu Gly Gly Leu Trp Leu Ala Gly Leu Gly Ala Trp lie Leu 

500 505 510 

Gly Arg Trp Gly Thr Pro Val Ser Pro' Lys Lys Gin Arg Val Cys Ala 

515 520 525 

Ser Leu Leu Phe Phe Ala Phe Leu Gly Gly Ala lie Ser Val Ser Gly 

530 535 540 

Leu Ala Ser His Tyr Phe Ala Glu Pro Gin Gin Thr Val Ser Val Asn 
545 550 555 560 

Glu Asp Ser Leu Trp Gin Pro Phe Ser Leu Glu Lys Leu Ala Gin Leu 



565 



570 



575 
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Arg Ala Gin Gly Arg ^^Val Phe Val Asn Phe Tnr Ala L^^^rp Cys 



Leu Thr Cys Gin Met Asn Lys Pro Val Leu Tyr Gly Asp Ala Val Gin 

595 600 605 

Lys Met Phe Glu Thr His Gly lie Val Thr Leu Glu Ala Asp Trp Thr 

610 615 620 

Arg Lys Asp Pro Gly lie Thr Glu Glu Leu Ala Arg Leu Gly Arg Ala 
625 630 635 640 

Ser Val Pro Ser Tyr Val Tyr Tyr Pro Gly Asp Asn Ser Ala Pro Val 

645 650 655 

Val Leu Pro Xaa Lys lie Thr Gin Asn Leu Leu Glu Asp Val Val Ser 

660 665 670 

Arg Phe Val Arg 
675 

<210>837 
<211>261 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>837 

Val Asp Leu Ala Asp Ala His Val His Leu Ser Asp Asp Ala Phe Glu 

15 10 15 

Glu Asp lie Asn Ser Val Leu Gin Arg Ala Gin Asp Ser Gly Val Ser 

20 25 30 

Leu Val Val Asn Val Thr Thr Thr Glu Lys Glu Leu Asn Arg Ser Phe 

35 40 45 

Ala Tyr Ala Glu Arg Phe Pro Lys lie Arg Phe Cys His Val Gly Gly 

50 55 60 

Thr Pro Pro Gin Asp Val Asp Gin Asp lie Glu Glu Asp Tyr Arg Asn 
65 70 75 80 

Phe His Ala Ala Ala His Ser Lys Lys Leu Ala Ala lie Gly Glu Val 

85 90 95 

Gly Leu Asp Tyr Cys Phe Ala Thr Glu Glu Gly lie Ala Arg Gin Lys 

100 105 110 

Glu Val Leu Gin Arg Tyr Leu Ala Leu Ser Leu Glu Cys Glu Leu Pro 

115 120 125 

Leu Val Val His Cys Arg Gly Ala Phe Asn Asp Phe Phe Arg Met Leu 

130 135 140 

Asp Gin Tyr Tyr His Asn Asp Pro Arg Ser Arg Pro Gly Met Leu His 
145 150 155 160 

Cys Phe Thr Gly Thr Leu Glu Glu Ala Gin Glu Leu lie Ser Arg Gly 

165 170 175 

Trp Phe lie Ser lie Ser Gly lie Val Thr Phe Lys Asn Ala Gin Asp 

180 185 190 

Leu Arg Asp Leu Val Val Glu Leu Pro Leu Glu His Leu Leu lie Glu 

195 200 205 

Thr Asp Ala Pro Phe Leu Ala Pro Val Pro Tyr Arg Gly Lys Lys Asn 

210 215 220 

Glu Pro Ala His Val Leu His Thr lie Asn Ala Val Ala Asn Val Lys 
225 230 235 240 

Gly Met Phe Pro Gin Glu Leu Ala Ala Leu Ala Tyr Lys Asn Val Leu 

245 250 255 

Arg Phe Leu His Gly 
260 

<210>838 
<211>297 
<212>PRT 

<213>ChlaTnydia pneumoniae 
<400>838 

Met Ser Arg His Glu lie Cys Pro Glu Val Ser His Lys Lys Gly Lys 

1 5 10 15 

Tyr Tyr Ser Thr Phe He Phe Arg Cys He His Ser Leu Ala Gly He 

20 25 30 

Ala Phe Thr Phe Phe Leu Cys Glu His Leu Phe Thr Asn Met Leu Ala 
35 40 45 
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Ser 



Ser 
50 



Tyr 



Phe 



Gin 



Gly Lys Gly Phe Val Ala 
55 60 



Val Asn Gly 



Phe 


His 


Lys 


lie 


Pro 


Glv 


Leu 


Lvs 


He 


He 


Glu 


Val 


Ala 


Gly 


Leu 


Val 


65 










70 










75 










80 


Leu 


Pro 


Phe 


Leu 


Cvs 


His 


Ala 


lie 


He 


Gly 


He 


Val 


Tyr 


Leu 


Phe 


Gin 










85 










90 










95 




Glv 


Lvs 


Ser 


Asn 


Cvs 


Tvr 
A 


Ser 


Gly 


Asp 


Gly 


Ser 


Arg 


Pro 


His 


Leu 


Arg 








100 










105 










110 






J. Jpr J. 


Ala 


Lvs 


Asn 


Tvr 


Ser 


Tvr 


Thr 


Trp 


Gin 


Arg 


Trp 


Thr 


Ala 


Trp 


He 






115 










120 










125 








Leu 


Leu 


Phe 


Gly 


lie 


Ala 


Phe 


His 


Val 


Val 


His 


Leu 


Arg 


Phe 


He 


Arg 




130 










135 










140 












Pro 


Val 


His 


Val 


ASD 


lie 


His 


Glv 


Thr 


Thr 


Tyr 


Tyr 


Ala 


Val 


Asp 


145 










150 










155 










160 


lie 


Gin 


Pro 


Ser 


Arcr 


Tvr 


Asp 


Val 


He 


Val 


Arg 


Gly Thr 


Lys 


Gly 


Phe 










165 










170 










175 




Leu 


Thr 


Leu 


Asn 


Leu 


Pro 


Asn 


Thr 


Glu 


Ala 


Ser 


Ser 


He 


Glu 


Val 


Ser 








180 










185 










190 






Ara 


His 


Asp 


Leu 


Glv 


Glv 


Ala 


Asp 


Ala 


Ala 


Leu 


Leu 


Ser 


Glu 


Aro 


Asn 






195 










200 










205 








Sez" 


Tvr 

J. _y i 


Leu 


Leu 


Thr 


Pro 


Ser 


Ala 


Glv 


Thr 


Ala 


Phe 


Leu 


Tvr 


Val 


Val 




210 










215 










220 










Ara 


Asp 


Ala 


Leu 


Glv 


Ser 


Leu 


Phe 


He 


Ala 


Leu 


Leu 


Tyr 


Thr 


He 


Leu 


225 










230 










235 










240 


Val 


lie 


Ala 


Ala 


Ala 


Phe 


His 


Gly 


Phe 


Asn 


Gly 


Leu 


Trp 


Thr 


Phe 


Cys 










245 










250 










255 




Cys 


Arg 


Trp 


Gly 


Val 


Val 


Val 


Ser 


Leu 


Arg 


Met 


Gin 


Gly 


Val 


Leu 


Arg 








260 










265 










270 






lie 


Val 


Cys 


Tyr 


Leu 


Ala 


Met 


He 


Val 


Val 


Thr 


Phe 


Met 


Gly Val 


Ser 






275 










280 










285 








Ala 


Val 


Trp 


Asn 


Leu 


Tyr 


Ser 


Val 


Ala 

















290 295 



<210>839 
<211>626 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>839 

Met Asp Glu Asn Arg Lys Val He Val Val Gly Gly Gly Leu Ala Gly 

15 10 15 

Leu Ser Ala Ala Met Gin Leu Ala Asn Leu Gly He He Val Glu Leu 

20 25 30 

Val Ser Leu Thr Lys Val Lys Arg Ser His Ser Val Cys Ala Gin Gly 

35 40 45 

Gly He Asn Ala Ala Leu Asn Leu Lys Pro Glu Glu Glu Asp Ser Pro 

50 55 60 

Tyr Val His Ala Tyr Asp Thr He Lys Gly Gly Asp Phe Leu Ala Asp 
65 70 75 80 

Gin Pro Pro Val Leu Glu Met Cys Leu Ala Ala Pro Arg He He Lys 

85 90 95 

Met Leu Asp Asn Phe Gly Cys Pro Phe Asn Arg Gly Pro Ser Gly Asn 

100 105 110 

Leu Asp Val Arg Arg Phe Gly Gly Thr Leu Tyr His Arg Thr Val Phe 

115 120 125 

Cys Gly Ala Ser Thr Gly Gin Gin Leu Met Tyr Thr Leu Asp Glu Gin 

130 135 140 

Val Arg Arg Arg Glu His Ala Gly Arg Val He Lys Arg Glu Asn His 
145 150 155 160 

Glu Phe Val Arg Leu Val Thr Asp His Ser Gly Arg Ala Cys Gly He 

165 170 175 

He Leu Met Asn Leu Phe Asn Asn Arg Leu Glu He Leu Arg Gly Asp 

180 185 190 

Ala Val He He Ala Thr Gly Gly Pro Gly Val He Phe Lys Met Ser 

195 200 205 

Thr Asn Ser Thr Phe Cys Thr Gly Ala Ala Asn Gly Arg Leu Phe Leu 
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210 215 220 



Gin 


Gly 


Met 


Ala 


Tyr 


Ala 


Asn 


Pro 


Glu 


Phe 


He 


Gin 


He 


His 


Pro 


Thr 


225 










230 










235 










240 


Ala 


lie 


Pro 


Gly Arg 


Asp 


Lys 


Leu 


Arg 


Leu 


He 


Ser 


Glu 


Ser 


Val 


Arg 










24 5 










250 










255 




Gly 


Glu 


Gly 




Arg 


Val 


Trp 


Val 


Pro 


Gly 


Asp 


Ser 


Ser 


Lys 


Arg 


He 








260 










265 










270 






Val 


Phe 


Pro 


Asp 


J. jr 


Ser 


Glu 


Arg 


Pro 


Cys 


Gly 


Glu 


Thr 


Gly 


Ala 


Pro 






275 










280 










285 








Trp 


Tyr 


Phe 


Leu 


Glu 


Asp 


Met 


Tyr 


Pro 


Ala 


Tyr 


Gly Asn 


Leu 


Val 


Ser 




290 










295 










300 










Arg 


Asp 


Val 


m V 

y 


Ala 


Arg 


Ala 


He 


Leu 


Arg 


Val 


Cvs 


Glu 


Ala 


Gly 


Leu 


305 










310 










315 










320 


Gly 


He 


Asp 




A im 


Met 


Glu 


Ala 


Tyr 


Leu 


Asp 


Val 


Thr 


His 


Leu 


Pro 










325 










330 










335 




Glu 


Lys 


Thr 


Arg 


nx o 


Lys 


Leu 


Glu 


Val 


Val 


Leu 


Asp 


He 


Tyr 


Lys 


Lys 








34 0 










345 










350 






Phe 


Thr 


Gly 


u J. LI 


Asp 


Pro 


Asn 


Thr 


Val 


Pro 


Met 


Arg 


He 


Phe 


Pro 


Ala 






355 










360 










365 








Val 


His 


Tyr 


ot= I. 


I'lC I- 


Gly 


Gly 


Ala 


Trp 


Val 


Asp 


Trp 


Pro 


Ala 


Ala 


Asp 




370 










375 










380 










Asp 


Pro 


Asp 


Arg 


Asp 


Ser 


Arg 


Phe 


Arg 


Gin 


Met 


Thr 


Asn 


He 


Pro 


Gly 


385 










390 










395 










400 


Cys 


Phe 


Asn 


v-ys 


vj -L y 


Glu 


Ser 


Asp 


Phe 


Gin 


Tyr 


His 


Gly 


Ala 


Asn 


Arg 










4 05 










410 










415 




Leu 


Gly 


Ala 


Asn 




Leu 


Leu 


Ser 


Cys 


Leu 


Phe 


Ala 


Gly 


Leu 


Val 


Ser 








42 0 










425 










430 






Gly 


Asp 


Glu 


AT ^ 

ct 


O C X 


Arg 


Phe 


He 


Glu 


Ala 


Phe 


Gly Ala 


Ser 


Gin 


Ala 






435 










440 










A A. C 








Thr 


Ser 


Ser 


Asp 




Asp 


Arg 


Ala 


Leu 


Gin 


Gin 


O X LX 




Glu 


Glu 


Asn 




450 










455 










4 o U 










Ala 


Arg 


Leu 


ueu 


Q jz» >- 

OCX 


Ala 


Ser 


Gly 


Lys 


Glu 


Asn 


He 


Phe 


Val 


Leu 


His 


465 










470 










475 










480 


Glu 


Glu 


He 




Lys 


He 


Met 


Val 


Arg 


Asn 


Val 


Thr 


Val 


Lys 


Arg 


Asn 










4 85 










490 
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Asp 
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n^ n 
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Glu 


Thr 


Met 


Asp 


Lys 


Leu 


Lys 


Glu 
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Arg 


Glu 
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Arg 


Leu 
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Asn 
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Val 
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Asp 


Ser 


Ser 
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It 11^ 
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Arg 
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Met 


Gly 


Pro 


Met 
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Glu 
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Ala 
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He 
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Glu 


Phe 


Arg 


Gly 
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His 


545 










550 
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Tyr 
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Pro 


Glu 


Phe 


Pro 


Glu 


Arg 


Asp 


Asp 


Glu 


His 


Trp 


Leu 


Lys 


Thr 










J O -J 










570 










575 




Thr 


Val 


Ala 




lyiT 


Ala 


Pro 


Glu 


Glu 


Pro 


Glu 


He 


Ser 


Tyr 


Leu 


Pro 








^ o u 
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Val 


Asp 


Thr 


Arg 
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Val 
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Arg 
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Thr 


Lys 


Ser 
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Gly 
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He 


Pro 


Asp 
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He 
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Leu 




610 
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620 










Pro 


He 
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<211>270 




























<212>PRT 




























<2 13 > Chlamydia pneumoniae 
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15 




Leu 


Glu 


Thr 


Phe 


He 
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Lys 


He 
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Gly 


Lys 


Gin 








20 
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Glu 
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Glu 
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Val 
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<210>841 



<211>998 
<212>PRT 



<213>Chlamydia pneumoniae 
<400>841 
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Lys Arg Tyr Leu Gly Leu Val Leu Asn Lys lie Pro lie Gin Gly Thr 

275 280 285 

Tyr Thr Leu Ser Leu Val Pro Val Ser Asp Leu lie Gin Ser Ala Leu 

290 295 300 
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Glu 
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He 
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90 
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Val 
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Lys 
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Ser 


1 xp 
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Thr 
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V d J. 
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130 




Glu 


Leu 


Phe 


Thr 
135 


Leu 


Leu 


Pro 


Glu 


Pro 
140 


Leu 


Lvs 


He 


Glu 




Glu 
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Met 


Pro 


Ara 


Gin 
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Tvr 


Thr 


Leu 


Ala 


Ser 


Arq 


Gin 


145 










150 










155 










160 


vj -L y 






Glu 


Lys 
165 


Lys 


Glu 


Glu 


He 


He 
170 


Arci 


Asn 


Tvr 

J. jr A. 


Ara 


Glv 
175 


Glu 


Arg 


Lys 


Ser 


Glu 
18 0 


Leu 


Leu 


Asp 


Ara 


He 
185 


Arcr 


Lys 


Glu 


Phe 


Pro 
190 


Leu 


Val 


Glu 


Thr 


Asp 
195 


Cys 


Arg 


Lys 


Thr 


Ser 
200 


Pro 


Val 


Lys 


Gin 


Ala 
205 


Leu 


Ala 


Met 


T .^1 1 


Thr 
210 


Lys 


Gly 


Ser 


Gin 


He 
215 


Leu 


Thr 


Lvs 


Cys 


Thr 
220 


Ser 


Leu 


Ser 


Ser 


Asp 


Glu 


Gin 


He 


He 


Leu 


Glu 


Lys 


Leu 


lie 


Lys 
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Leu 


Glu 


Lys 


Val 


225 










230 
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240 


Lys 


Ser 
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Phe 
245 
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Thr 


Lys 


Val 
250 















<210>860 
<211>255 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>860 



Met 
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Thr 


He 
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Lys 


Gly 


Gly 


Thr 


Ala 


Lys 


Thr 


1 








5 










10 
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Ser 


Thr 


Thr 


Leu 
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Leu 


Gly 


Ala 


Ala 


Leu 


Ala 


Gin 


Tyr 


His 


Gin 


Ala 
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25 
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Arg 
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Leu 


Leu 


He 


Asp 
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Asp 


Ala 


Gin 


Ala 


Asn 


Leu 


Thr 


Ser 


Gly 






35 










40 










45 
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Leu 
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Asp 


Cys 


Tyr 


Asp 
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Leu 
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Val 


Val 


Leu 


Gin 




50 
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Gly Glu 


Lys 
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He 


Gin 


Glu 


Val 


He 


Arg 


Pro 


He 


Gin 


Asp 


Thr 


Gin 


65 










70 










75 










80 


Leu 


Asp 


Leu 


He 


Pro 


Ala 


Asp 


Thr 


Trp 


Leu 


Glu 


Arg 


He 


Glu 


Val 


Ser 










85 










90 










95 




Gly Asn 


Leu 


Ala 


Ala 


Asp 


Arg 


Tyr 


Ser 


His 


Glu 


Arg 


Leu 


Lys 


Tyr 


Val 








100 










105 










110 






Leu 


Gly 


Ser 


Val 


Gin 


Asp 


Lys 


Tyr 


Asp 


Tyr 


Val 


He 


He 


Asp 


Thr 


Pro 






115 










120 










125 








Pro 


Ser 


Leu 


Cys 


Trp 


Leu 


Thr 


Glu 


Ser 


Ala 


Leu 


He 


Ala 


Ala 


Asp 


Tyr 




130 










135 










140 










Ala 


Leu 


He 


Cys 


Ala 


Thr 


Pro 


Glu 


Phe 


Tyr 


Ser 


Val 


Lys 


Gly 


Leu 


Glu 


145 










150 










155 










160 


Arg 


Leu 


Ala 


Gly 


Phe 


He 


Gin 


Gly 


He 


Ser 


Ala 


Arg 


His 


Pro 


Leu 


Thr 










165 










170 










175 




He 


Leu 


Gly 


Val 


Ala 


Leu 


Ser 


Phe 


Trp 


Asn 


Cys 


Arg 


Gly 


Lys 


Asn 


Asn 








180 










185 










190 






Ser 


Ala 


Phe 


Ala 


Glu 


Leu 


He 


His 


Lys 


Thr 


Phe 
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Gly 


Lys 


Leu 


Leu 






195 










200 










205 








Asn 


Thr 


Lys 


He 


Arg 


Arg 


Asp 


He 


Thr 


Val 


Ser 


Glu 


Ala 


Ala 


He 


His 




210 










215 










220 










Gly 


Lys 


Pro 


Val 


Phe 


Ala 


Thr 


Ser 


Pro 


Ser 


Ala 


Arg 


Ala 


Ser 


Glu 


Asp 


225 










230 
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240 


Tyr 


Phe 


Asn 


Leu 


Thr 


Lys 
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Leu 


Leu 


He 


Leu 


Leu 


Arg 


Asp 


He 












245 










250 










255 
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<210>861 
<211>593 
<212>PRT 



<2 13 >Chlamydia pneumoniae 
<400>861 
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He 
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Phe 
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ArQ 


ArQ 
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Glu 


He 


Phe 


Leu 


His 


Thr 


Ser 


Ala 


His 
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25 
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Leu 


Leu 


Ala 


Gin 


Ala 


Val 


Leu 


Arg 


Leu 


Trp 


Pro 


Asp 


Ala 


He 


Pro 


Thr 






35 










40 










45 








lie 


Gly 


Pro 


Val 


He 


Asp 


His 


Gly 


Phe 


Tyr 


Tyr 


Asp 


Phe 


Ala 


Asn 


Leu 




50 










55 
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Ser 


lie 


Ser 


Glu 


Ser 


Asp 


Phe 


Pro 


Leu 


He 


Glu 


Asp 


Thr 


Val 


Lys 


Gin 
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lie 


Val 


Asp 


Glu 


Lys 


Leu 


Ala 


He 


Ser 


Arg 


Phe 


Thr 


Tyr 


Gly 


Asp 


Lys 










85 










90 










95 




Gin 


Gin 


Ala 


Leu 


Ala 


Gin 


Phe 


Pro 


Gin 


Asn 


Pro 


Phe 


Lys 


Thr 


Glu 


Leu 
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Glu 
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Glu 
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Glu 
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He 


Ser 
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Glv 






115 
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Cvs 
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Pro 
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Ser 


Thr 
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His 
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Val 
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Arg 
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ArQ 


Glv 
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Pro 
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Met 


Pro 


Phe 


Phe 
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Pro 


ArQ 
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Met 


He 




210 
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Trp 
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He 
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Leu 
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Leu 
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Trp 
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He Thr Val Ala Asp 
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Met -He Thr Leu Gly 
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Arg Thr Arg Asp Asn 
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Leu Asn Thr He Leu 
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He 
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He 
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Arg 
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Leu 
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<210>864 
<211>310 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>864 

Thr Leu Gin Thr Gly Leu His Met Ser Leu Phe Leu Val Phe Leu Thr 

15 10 15 

Ala Phe He Trp Ser Ser Ser Phe Ala Leu Ser Lys Leu Val Met Asn 

20 25 30 

Ala Ser Ala Pro He Phe Ala Thr Gly Ala Arg Met Val He Ala Gly 

35 40 45 

Ala He Leu Ala Leu Ala Ala Trp Phe Arg Gly Gly Phe Val Gly He 
50 55 60 
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475 480 
Pro Leu Trp Leu Ser Pro Glu Gin Val Arg He 

490 495 
Arg His He Pro Arg Ala Lys Glu Leu Glu Glu 

505 510 
Gly Leu Val Val Thr Leu Asp Asp Ser Ser Glu 

520 525 
He Arg Asn Ala Gin Asn Met Gin Val Asn Tyr 

535 540 
Asp His Glu He Asn Glu Asn Val Leu Ala Val 
550 555 560 

Arg Val He Asn Asp Val Ser Val Glu Arg Phe 

570 575 
Glu Glu Lys Asn Ser Leu Ser Leu Thr Ala Leu 
585 590 
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^^FLeu Tyr lie Val Leu Leu Ala Lel^TJ 



Ser Lys Lys lie M^FLeu Tyr lie Val Leu Leu Ala LerThr Gly Phe 
65 70 75 80 

Tyr Leu Thr Asn lie Phe Glu Phe lie Gly Leu Gin Ser Leu Ser Ser 

85 90 95 

Ser Lys Thr Cys Phe lie Tyr Gly Leu Ser Pro Leu Met Ser Ala Leu 

100 105 110 

Phe Ser Tyr lie Gin Leu Lys Glu Lys Val Thr Leu Lys Lys Val Leu 

115 120 125 

Gly Leu Ser Leu Gly Leu Val Ser Tyr lie Cys Tyr Leu Thr Phe Gly 

130 135 140 

Gly Gly Gly Asp Asp Ser Gin Pro Trp Thr Trp Gin lie Gly Leu Pro 
145 150 155 160 

Glu Leu Leu lie Leu Gly Ala Ala Ser Leu Ala Ser Phe Gly Trp Thr 

165 170 175 

Leu Leu Arg Gin lie Glu Lys Gin Ser Thr Leu Ser Val Thr Ala lie 

180 185 190 

Asn Ala Tyr Ala Met Leu lie Ala Gly Met Leu Ser lie Met His Ser 

195 200 205 

Ala Val Val Glu Pro Trp Arg Pro Leu Pro Val Gin Asp lie Ser Gin 

210 215 220 

Phe Leu Tyr Ala Thr Leu Ala Leu Val Val lie Ser Asn Leu lie Cys 
225 230 235 240 

Tyr Asn Leu Tyr Ala Lys Leu Leu Arg Lys Tyr Ser Ser Thr Phe Leu 

245 250 255 

Ser Phe Cys Asn Leu Val Met Pro Leu Tyr Ser Gly Phe Tyr Gly Trp 

260 265 270 

lie Leu Leu Gly Glu Lys Gly Val Ser Leu Gly Leu Val Leu Ala Val 

275 280 285 

Ala Phe Met Val Ala Gly Cys Arg Leu lie Tyr His Glu Glu Phe Arg 

290 295 300 

Gin Gly Tyr lie Val Ser 
305 310 
<210>865 
<211>118 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>865 

Lys Ser Leu Gin Arg Tyr Glu Arg Ser Glu Thr Gin Gly Ala Arg Val 

15 10 15 

Ala Ser Phe Ala Gly Asn Ala Leu Ser Ser Ser Met Gin Met Ser Gin 

20 25 30 

Leu Met His Gly Leu Thr Ala Ala Val Glu Gly Leu Ser Ala Gly Gin 

35 40 45 

Thr Gly lie Glu Val Ala His His Gin Arg Leu Ala Gly Gin Ala Glu 

SO 55 60 

Ala Gin Ala Glu Val Leu Lys Gin Met Ser Ser Val Tyr Gly Gin Gin 
65 70 75 80 

Ala Gly Gin Ala Gly Gin Leu Gin Glu Gin Ala Met Gin Ser Phe Asn 

85 90 95 

Thr Ala Leu Gin Thr Leu Gin Asn lie Ala Asp Ser Gin Thr Gin Thr 

100 105 110 

Thr Ser Ala lie Phe Asn 
115 

<210>866 
<211>392 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>866 

Leu Lys Lys Leu Pro Ser Trp Ala Leu Lys Ser Leu Lys Arg Met Pro 

1 5 " 10 15 

Gin Ser Ala Glu Pro Ser Trp Arg Ser lie Lys Pro lie lie Phe Lys 

20 25 30 

Gly Ala Cys lie Ala Met Thr Ser Gly Val Ser Gly Ser Ser Ser Gin 
35 40 45 
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Asp Pro Thr Leu Ala 51ir Gin Leu Ala Gin Ser Ser Gin L^^^la Gly 

50 55 60 

Asn Ala Gin Ser Gly His Asp Thr Lys Asn Val Thr Lys Gin Gly Ala 
65 70 75 80 

Gin Ala Glu Val Ala Ala Gly Gly Phe Glu Asp Leu lie Gin Asp Ala 

85 90 95 

Ser Ala Gin Ser Thr Gly Lys Lys Glu Ala Thr Ser Ser Thr Thr Lys 

100 105 110 

Ser Ser Lys Gly Glu Lys Ser Glu Lys Ser Gly Lys Ser Lys Ser Ser 

115 120 125 

Thr Ser Val Ala Ser Ala Ser Lys Thr Ala Thr Ala Gin Ala Val Gin 

130 135 140 

Gly Pro Lys Gly Leu Arg Gin Asn Asn Tyr Asp Ser Pro Ser Leu Pro 
145 150 155 160 

Thr Pro Glu Ala Gin Thr lie Asn Gly He Val Leu Lys Lys Gly Met 

165 170 175 

Gly Thr Leu Ala Leu Leu Gly Leu Val Met Thr Leu Met Ala Asn Ala 

180 185 190 

Ala Gly Glu Ser Trp Lys Ala Ser Phe Gin Ser Gin Asn Gin Ala He 

195 200 205 

Arg Ser Gin Val Glu Ser Ala Pro Ala He Gly Glu Ala He Lys Arg 

210 215 220 

Gin Ala Asn His Gin Ala Ser Ala Thr Glu Ala Gin Ala Lys Gin Ser 
225 230 235 240 

Leu He Ser Gly He Val Asn He Val Gly Phe Thr Val Ser Val Gly 

245 250 255 

Ala Gly He Phe Ser Ala Ala Lys Gly Ala Thr Ser Ala Leu Lys Ser 

260 265 270 

Ala Ser Phe Ala Lys Glu Thr Gly Ala Ser Ala Ala Gly Gly Ala Ala 

275 280 285 

Ser Lys Ala Leu Thr Ser Ala Ser Ser Ser Val Gin Gin Thr Met Ala 

290 295 300 

Ser Thr Ala Lys Ala Ala Thr Thr Ala Ala Ser Ser Ala Gly Ser Ala 
305 310 315 320 

Ala Thr Lys Ala Ala Ala Asn Leu Thr Asp Asp Met Ala Ala Ala Ala 

325 330 335 

Ser Lys Met Ala Ser Asp Gly Ala Ser Lys Ala Ser Gly Gly Leu Phe 

340 345 350 

Gly Glu Val Leu Asn Lys Pro Asn Trp Ser Glu Lys Val Ser Arg Gly 

355 360 365 

Met Asn Val Val Lys Leu Arg Glu Arg Val Leu His His Leu Gin Glu 

370 375 380 

Met Leu Phe Leu Pro Leu Cys Lys 
385 390 
<210>867 
<211>496 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>867 

Asp Thr Asn Met Ser He Ser Ser Ser Ser Gly Pro Asp Asn Gin Lys 

15 10 15 

Asn He Met Ser Gin Val Leu Thr Ser Thr Pro Gin Gly Val Pro Gin 

20 25 30 

Gin Asp Lys Leu Ser Gly Asn Glu Thr Lys Gin He Gin Gin Thr Arg 

35 40 45 

Gin Gly Lys Asn Thr Glu Met Glu Ser Asp Ala Thr He Ala Gly Ala 

50 55 60 

Ser Gly Lys Asp Lys Thr Ser Ser Thr Thr Lys Thr Glu Thr Ala Pro 
65 70 75 80 

Gin Gin Gly Val Ala Ala Gly Lys Glu Ser Ser Glu Ser Gin Lys Ala 

85 90 95 

Gly Ala Asp Thr Gly Val Ser Gly Ala Ala Ala Thr Thr Ala Ser Asn 

100 105 110 

Thr Ala Thr Lys He Ala Met Gin Thr Ser He Glu Glu Ala Ser Lys 

933 



8NSDOC1D: <WO 9927105A2_I_> 



wo 99/27105 




PCT/IB98/01890 



115 



120 



Ser Met Glu Sex Thr Leu Glu Ser Leu Gin Ser Leu Ser Ala Ala Gin 

130 135 140 

Met Lys Glu Val Glu Ala Val Val Val Ala Ala Leu Ser Gly Lys Ser 
145 150 155 160 

Ser Gly Ser Ala Lys Leu Glu Thr Pro Glu Leu Pro Lys Pro Gly Val 

165 170 175 

Thr Pro Arg Ser Glu Val lie Glu lie Gly Leu Ala Leu Ala Lys Ala 

180 185 190 

lie Gin Thr Leu Gly Glu Ala Thr Lys Ser Ala Leu Ser Asn Tyr Ala 

195 200 205 

Ser Thr Gin Ala Gin Ala Asp Gin Thr Asn Lys Leu Gly Leu Glu Lys 

210 215 220 

Gin Ala He Lys He Asp Lys Glu Arg Glu Glu Tyr Gin Glu Met Lys 
225 230 235 240 

Ala Ala Glu Gin Lys Ser Lys Asp Leu Glu Gly Thr Met Asp Thr Val 

245 250 255 

Asn Thr Val Met He Ala Val Ser Val Ala He Thr Val He Ser He 

260 265 270 

Val Ala Ala He Phe Thr Cys Gly Ala Gly Leu Ala Gly Leu Ala Ala 

275 280 285 

Gly Ala Ala Val Gly Ala Ala Ala Ala Gly Gly Ala Ala Gly Ala Ala 

290 295 300 

Ala Ala Thr Thr Val Ala Thr Gin He Thr Val Gin Ala Val Val Gin 
305 310 315 320 

Ala Val Lys Gin Ala Val He Thr Ala Val Arg Gin Ala He Thr Ala 

325 330 335 

Ala He Lys Ala Ala Val Lys Ser Gly He Lys Ala Phe He Lys Thr 

340 345 350 

Leu Val Lys Ala He Ala Lys Ala He Ser Lys Gly He Ser Lys Val 

355 360 365 

Phe Ala Lys Gly Thr Gin Met He Ala Lys Asn Phe Pro Lys Leu Ser 

370 375 380 

Lys Val He Ser Ser Leu Thr Ser Lys Trp Val Thr Val Gly Val Gly 
385 390 395 400 

Val Val Val Ala Ala Pro Ala Leu Gly Lys Gly He Met Gin Met Gin 

405 410 415 

Leu Ser Glu Met Gin Gin Asn Val Ala Gin Phe Gin Lys Glu Val Gly 

420 425 430 

Lys Leu Gin Ala Ala Ala Asp Met He Ser Met Phe Thr Gin Phe Trp 

435 440 445 

Gin Gin Ala Ser Lys He Ala Ser Lys Gin Thr Gly Glu Ser Asn Glu 

450 455 460 

Met Thr Gin Lys Ala Thr Lys Leu Gly Ala Gin He Leu Lys Ala Tyr 
465 470 475 480 

Ala Ala He Ser Gly Ala He Val Ala Gin His Lys Thr Asn Asn Phe 
485 490 495 

<210>868 
<211>123 
<212>PRT 

<213 >ChlaTnydia pneumoniae 
<400>868 

Gly Glu He Met Asn Lys Lys Pro Lys Lys Thr Lys Lys Ala Val Gin 

15 10 15 

Ser Lys Ala Ala Pro Val Lys Arg Val Pro Glu Glu Ser Gin Glu Ala 

20 25 30 

Ala He Gin Gin Leu Glu Leu Ala Val" Ser Asp Leu Tyr Lys Glu Leu 

35 40 45 

Pro Leu Ala Gin Thr Phe Ala Ser Leu Thr Asp Lys Asn Gin He Asn 

50 55 60 

Ser He He Ala Ala Leu Ser Gly Thr Leu Glu Ser Leu His Leu Glu 
65 70 75 80 

Glu Leu Thr Gin Gly Leu Phe Pro Ser Ala Gin Glu Asp Ala Asn Phe 



85 



90 



95 
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Ala Lys Glu Leu Ser S^^Val 

100 

Val Val Asn Lys Gin Met Val 



Val His Gly Leu 
105 



Lys Asn L" 



'hr 



Thr 



110 



115 



Lys Gly Ala Glu 
120 



<210>869 
<211>210 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>869 



Lys 


Asn 


Ala 


Asn 


Arcr 


Leu 


Ala 


Glu 


Leu 


Ala 


Ala 


Gin 


Lys 


Lys 


Ala 


Lys 


1 








5 










10 










15 




Ala 


Asp 


Asp 


Leu 


Glu 


Gin 


Val 


His 


Pro 


Val 


Pro 


Thr 


Glu 


Glu 


Glu 


He 








20 










25 










30 






Lvs 


Lvs 


Ala 


Leu 


Gly 


Asn 


He 


Phe 


Glu 


Gly 


Leu 


Ser 


Asn 


Gly 


Leu 


Asp 






35 










40 










45 








Leu 


Gin 


Gin 


He 


Leu 


Glv 


Leu 


Ser 


Asp 


Tvr 


Leu 


Leu 


Glu 


Glu 


He 


Tyr 




50 










55 










60 










Thr 


Val 


Ala 


Tvr 


Thr 


Phe 


Tvr 


Ser 


Gin 


Gly 


Lys 


Tyr 


Asn 


Glu 


Ala 


Val 


65 










70 










75 










80 


Gly 


Leu 


Phe 


Gin 


Leu 


Leu 


Ala 


Ala 


Ala 


Gin 


Pro 


Gin 


Asn 


Tyr 


Lys 


Tyr 










85 










90 










95 




Met 


Leu 


Gly 


Leu 


Ser 


Ser 


Cys 


Tyr 


His 


Gin 


Leu 


His 


Leu 


Tyr 


Asn 


Glu 








100 










105 










110 






Ala 


Ala 


Phe 


Gly 


Phe 


Phe 


Leu 


Ala 


Phe 


Asp 


Ala 


Gin 


Pro 


Asp 


Asn 


Pro 






115 










120 










125 








He 


Pro 


Pro 


Tyr 


Tyr 


He 


Ala 


Asp 


Ser 


Leu 


Leu 


Lys 


Leu 


Gin 


Gin 


Pro 




130 










135 










140 










Glu 


Glu 


Ser 


Asn 


Asn 


Phe 


Leu 


Asp 


Val 


Thr 


Met 


Asp 


He 


Cys 


Gly 


Asn 


145 










150 










155 










160 


Asn 


Pro 


Glu 


Phe 


Lys 


He 


Leu 


Lys 


Glu 


Arg 


Cys 


Gin 


He 


Met 


Lys 


Gin 










165 










170 










175 




Ser 


He 


Glu 


Lys 


Gin 


Met 


Ala 


Gly 


Glu 


Thr 


Lys 


Lys 


Ala 


Pro 


Thr 


Lys 








180 










185 










190 






Lys 


Pro 


Ala 


Gly 


Lys 


Ser 


Lys 


Thr 


Thr 


Thr 


Asn 


Lys 


Lys 


Ser 


Gly 


Lys 



195 200 205 



Lys Arg 
210 
<210>870 
<211>580 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>870 

Met Ser Thr Arg Arg Pro He Gin Leu Leu Asp Pro Leu Thr He Asn 

15 10 15 

Gin He Ala Ala Gly Glu Val He Glu Asn Ser Val Ser Val Val Lys 

20 25 30 

Glu Leu He Glu Asn Ser Leu Asp Ala Gly Ala Asp Glu He Glu He 

35 40 45 

Glu Thr Leu Gly Gly Gly Gin Gly Ala He He He Arg Asp Asn Gly 

50 55 60 

Cys Gly Phe Arg Ala Glu Asp He Pro He Ala Leu Gin Arg His Ala 
65 70 75 80 

Thr Ser Lys He Arg Glu Phe Ser Asp He Phe Ser Leu Asn Ser Phe 

85 90 95 

Gly Phe Arg Gly Glu Ala Leu Pro Ser He Ala Ser He Ser Lys Met 

100 105 110 

Glu He Gin Ser Ser He Glu Gly Asp Glu Gly Val Arg Thr Val He 

115 120 125 

His Gly Gly Asp He Val Ser Cys Glu Pro Cys Ala Arg Gin Leu Gly 

130 135 140 

Thr Thr Val He Val Asn Ser Leu Phe Tyr Asn Val Pro Val Arg Arg 
145 150 155 160 

Gly Phe Gin Lys Ser Met Gin Ser Asp Arg Leu Gly He Arg Lys Leu 



165 



170 



175 
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lie Glu Asn Arg 
180 



Xieu Ser Thr Ala Asn lie Gly T: 
185 



Ser Trp lie 
190 



Ser Glu Gly His His Glu lie Gin lie Ala Lys Gin Gin Gly Phe Gin 

195 200 205 

Glu Arg Val Ala Tyr Val Met Gly Asp His Phe Met Gin Asp Ala Leu 

210 215 220 

Thr lie Asp Lys Glu Ala Asn Gly Val Arg lie Val Gly Val Leu Gly 
225 230 235 240 

Ser Pro Ser Phe His Arg Pro Thr Arg Gin Gly Gin Lys lie Phe lie 

245 250 255 

Asn Asp Arg Pro He Glu Ser Leu Phe He Ser Lys Lys Val Gly Asp 

260 265 270 

Ala Tyr Ala Leu Leu Leu Pro Leu His Arg Tyr Pro Val Phe Val Leu 

275 280 285 

Lys Leu Tyr Leu Pro Ser Ser Trp Cys Asp Phe Asn Val His Pro Gin 

290 295 300 

Lys He Glu Ala Arg He Leu Lys Glu Glu Leu Val Gly Asp Cys He 
305 310 315 320 

Lys Glu Ala He Val Glu Thr Leu Ala Cys Pro Pro Gly He Leu Cys 

325 330 335 

Arg Thr His Gin Glu He Glu Glu Ser Asp Ser Val Pro Leu Pro Met 

340 345 350 

Phe Arg Met Leu Glu Thr Ser Asp Val Gin Glu Glu Glu Ser Val Glu 

355 360 365 

Phe Asp Gin Asn Leu Phe Ala Tyr Ser Ser Glu Asp Val Ser Leu Glu 

370 375 380 

Lys Gin Glu Tyr Thr Ser Arg Gly Pro Lys Ser Gin Met Asp Trp He 
385 390 395 400 

Tyr Ser Ser Asp Val Arg Phe Leu Thr Ser Leu Gly Arg Val Val Leu 

405 410 415 

Ala Glu Asp Leu Glu Gly Val His He He Phe Thr Ala Ala Ala Arg 

420 425 430 

Lys His Leu Phe Phe Leu Ser Leu Met Gin Glu Asn Ser Arg Met Tyr 

435 440 445 

Gin Ser Gin Ala Leu Leu He Pro Leu Arg Leu Gin Val Thr Pro Glu 

450 455 460 

Glu Ala Phe Phe Phe Ser His His Gly Arg Thr Leu Cys Asp Leu Gly 
465 470 475 480 

He Glu He Ser Gin Val Gly Pro Cys Val Phe Ser He Glu Ser Thr 

485 490 495 

Pro Thr Val He Gly Glu Glu Glu Leu Lys Glu Trp Leu Leu Leu Leu 

500 505 510 

Ala Ala Arg Gly Ser Thr Asp He Asn Ser Glu Ala Leu Thr Ala Leu 

515 520 525 

Met Lys Glu Thr Leu Thr Gin Ala Thr Phe Ser Lys His Gin His Val 

530 535 540 

Phe Asp Val Ser Trp Leu Lys Leu Leu Trp Ser Val Gly Lys Pro Glu 
545 550 555 560 

Lys Gly Phe Asp Gly Ala Arg He Arg Arg Leu He Leu Asp Ser Asp 
565 570 575 

Phe Met Glu Gly 



<210>871 
<211>355 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>871 

Met Ser His Asp Arg He Leu Arg Ala Gin Arg Ala Leu Ser Glu His 

1 5 . 10 15 

Asn Leu Asp Ala He Leu Val Glu Lys Ser Glu Asp Leu Ala Tyr Phe 

20 25 30 

Leu His Asp Glu Ala He Ala Gly He Leu Leu He Gly Gin Gin Glu 

35 40 45 

Val Met Phe Phe Val Tyr Arg Met Asp Lys Asp Leu Tyr Ser His He 
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50 55 60 



Gin 


Arg 


Val 


Pro 


Leu 


Thr 


Phe 


Leu 


Thr 


Gin 


Asp 


Val 


Val 


Ala 


Asp 


Leu 


65 










70 










75 










80 


Ser 


Leu 


Tyr 


Val 


Gin 


Lys 


Gin 


Arg 


Tyr 


Gin 


Lys 


He 


Gly 


Phe 


Asp 


Ser 










85 










90 










95 




Ala 


Ser 


Thr 


Val 


Tyr 


His 


Lys 


Phe 


Ala 


Gin 


Arg 


Gin 


Val 


Leu 


Pro 


Cys 








100 










105 










110 






Leu 


Trp 


Glu 


Pro 


Leu 


Glu 


Cys 


Phe 


Thr 


Glu 


Lys 


He 


Arg 


Ser 


He 


Lys 






115 










120 










125 








Ser 


Glu 


Glu 


Glu 


He 


Arg 


Arg 


Met 


Gin 


Glu 


Ala 


Ala 


Ala 


Leu 


Gly 


Ser 




130 










135 










140 










Ala 


Gly 


Tyr 


Asp 


Tyr 


Val 


Leu 


Thr 


Leu 


Leu 


Arg 


Glu 


Gly 


He 


Thr 


Glu 


145 










150 










155 










160 


Lys 


Glu 


Val 


Val 


Arg 


Gin 


Leu 


Arg 


Ala 


Phe 


Trp 


Ala 


Glu 


Ala 


Gly 


Ala 










165 










170 










175 




Glu 


Gly 


Pro 


Ser 


Phe 


Pro 


Pro 


He 


He 


Ala 


Phe 


Gly 


Glu 


His 


Ser 


Ala 








180 










185 










190 






Phe 


Pro 


His 


Ser 


He 


Pro 


Thr 


Asp 


Arg 


Pro 


Leu 


Lys 


Lys 


Gly 


Asp 


He 






195 










200 










205 








Val 


Leu 


He 


Asp 


He 


Gly 


Val 


Leu 


Leu 


Asn 


Gly 


Tyr 


Cys 


Ser 


Asp 


Met 




210 










215 










220 










Thr 


Arg 


Met 


Thr 


Ala 


Leu 


Gly 


Thr 


Pro 


His 


Pro 


Lys 


Leu 


Leu 


Glu 


Ser 


225 










230 










235 










240 


Tyr 


Pro 


Val 


Val 


Val 


Glu 


Ala 


Gin 


Lys 


Arg 


Ala 


Met 


Ala 


Leu 


Cys 


Lys 










245 










250 










255 




Glu 


Gly 


Val 


Leu 


Trp 


Gly 


Asp 


He 


Asp 


Ala 


Glu 


Ala 


Val 


Arg 


Val 


Leu 








260 










265 










270 






Arg 


Glu 


His 


His 


Leu 


Asp 


Thr 


Tyr 


Phe 


He 


His 


Gly 


He 


Gly 


His 


Gly 






275 










280 










285 








Val 


Gly 


Arg 


His 


He 


His 


Glu 


Tyr 


Pro 


Cys 


Ser 


Pro 


Arg 


Gly 


Ser 


Gin 




290 










295 










300 










Val 


Lys 


Leu 


Glu 


Ser 


Gly 


Met 


Thr 


He 


Thr 


Val 


Glu 


Pro 


Gly 


Val 


Tyr 


305 










310 










315 










320 


Phe 


Pro 


Gly 


He 


Gly 


Gly 


He 


Arg 


He 


Glu 


Asp 


Thr 


Leu 


Cys 


He 


Asp 










325 










330 










335 




Lys 


Asn 


Lys 


Asn 


Phe 


Ser 


Leu 


Thr 


Ala 


Arg 


Pro 


Val 


He 


Ser 


Glu 


Leu 








340 










345 










350 






Val 


Cys 


Leu 
































355 




























<210>872 




























<211>465 




























<212>PRT 




























<213>Chlamydia pneumoniae 




















<400>872 




























Phe 


Phe 


Leu 


Phe 


Phe 


Lys 


Leu 


Ser 


Tyr 


Asn 


Phe 


He 


Phe 


Asn 


Leu 


Pro 


1 








5 










10 










15 




Leu 


Thr 


Met 


Tyr 


Gin 


Leu 


Leu 


Ser 


He 


Gly 


Tyr 


Ser 


Phe 


Val 


Ser 


Phe 








20 










25 










30 






lie 


Ala 


Leu 


Leu 


Trp 


Met 


Leu 


Cys 


Tyr 


Ser 


Pro 


Asn 


Tyr 


Val 


Thr 


Asp 






35 










40 










45 








Leu 


Tyr 


Arg 


He 


Ser 


Leu 


Ser 


Ala 


Glu 


Glu 


Ser 


Leu 


Gly 


Gly 


He 


Arg 




50 










55 










60 










Ala 


Phe 


Pro 


Gin 


Ala 


Glu 


Ser 


Leu 


Leu 


Gly 


Gly 


Ala 


Cys 


Ala 


Leu 


Asn 


65 










70 










75 










80 


Phe 


Pro 


Asp 


Leu 


Glu 


Glu 


Arg 


Leu 


Pro 


Asp 


Leu 


Arg 


Lys 


Glu 


Leu 


Leu 










85 










90 










95 




Phe 


Leu 


Gly 


Ser 


Asn 


Asp 


Arg 


Pro Asp 


Ala 


Cys 


Gly 


Gly 


Lys 


Phe 


Ser 








100 










105 










110 






Leu 


Gin 


Leu 


Ala 


Ser 


Ser 


Lys 


Glu 


Cys 


Tyr 


He 


Ala 


Ala 


Leu 


Lys 


Glu 






115 










120 










125 








Arg 


Val 


Tyr 


Leu 


Asn 


Val 


Thr 


Asn 


Ser 


Ser 


Arg 


Gly 


Pro 


Val 


Tyr 


Ser 




130 










135 










140 










Phe 


Ser 


Pro 


Lys 


Gly 


Val 


Pro 


Thr 


Glu 


Leu 


Trp 


He 


Glu 


Cys 


Phe 


Ser 



145 150 155 160 
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Val Ser Val Asp (S^Arg Val Glu Val Lys Val Arg L^^^ln Gly Leu 

165 170 175 

His Lys Glu Leu lie Ser Lys Pro Arg Asp Cys Glu Thr Leu Phe Leu 

180 185 190 

Asn Pro Pro Ala Asn Lys Leu Asp Cys Trp Glu lie Ala Gly Phe Arg 

195 200 205 

Val Asp Ala Ser Phe Pro Val Lys Gin Lys lie Arg Arg lie Gly Val 

210 215 220 

Asp Lys Phe Leu Leu Met His Gly Gly Ala Glu Tyr Ala Asp Lys Ala 
225 230 235 240 

Thr Lys Glu Arg Val Asp Phe Val Ser Ser Asp Glu Glu Asn Tyr Ser 

245 250 255 

Arg Tyr Leu Ala Val Gly Asp Val Leu Leu Trp Asp Gly Asn Cys Trp 

260 265 270 

Gin Thr Cys Gly Glu Phe Gin Gly Ala Ser Ser Arg Ala Pro Leu Phe 

275 280 285 

Glu Val Lys Arg lie Asp Asp Lys Val Met lie Ala Asp Leu Trp Asn 

290 295 300 

Val Gly Gly Thr Gin Arg Gin Thr lie Ser Leu Val Lys Gly Val Pro 
305 310 315 320 

Ser Pro lie Glu lie Asn Glu Val lie Arg Glu lie Glu Phe Thr Gly 

325 330 335 

Met Arg Ser Trp Ser Lys Pro lie Val Leu Val Gly Gly Gin Arg Leu 

340 345 350 

lie Leu Ser Pro Asp Asp Trp lie Leu Arg Thr Ala Lys Gly Trp Glu 

355 360 365 

Lys Leu Ser Arg Ala Asp Gin He Gin Asp Tyr Val Thr Gly Lys Val 

370 375 380 

Thr Gly Pro Leu Leu Val Phe Glu Lys Leu Glu Lys Asp Leu Arg Gly 
385 390 395 400 

Phe Val Leu Arg Gly His Met Phe Asn Ala Gin Arg Thr Leu Val Glu 

405 410 415 

Thr He Ser Leu Pro Leu Lys Gin Gly Phe Glu Pro Ala Val Ala Ser 

420 425 430 

Gin Glu Val Ser Ser Asn Thr Arg Ser Ala Gin His He Gin Gly Arg 

435 440 445 

Pro He Val Gly Asp His Arg Trp Phe Phe Ser Val He Leu Tyr Cys 
450 455 460 

He 
465 

<210>873 
<211>123 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>873 

Phe Ser Ser Ser Glu Glu Thr Lys Ser Thr Arg Ser Phe Val Ala Leu 

15 10 15 

Ser Ala Tyr Ser Ala Pro Pro Cys He Lys Arg Asn Leu Ser Thr Pro 

20 25 30 

He Arg Arg He Phe Cys Phe Thr Gly Lys Leu Ala Ser Thr Leu Asn 

35 40 45 

Pro Ala He Ser Gin Gin Ser Ser Leu Leu Ala Gly Gly Phe Lys Asn 

50 55 60 

Lys Val Ser Gin Ser Arg Gly Phe Glu He Asn Ser Leu Cys Lys Pro 
65 70 75 80 

Trp Arg Arg Thr Leu Thr Ser Thr Leu Pro Ser Thr Leu Thr Glu Lys 

85 90 95 

His Ser He His Asn Ser Val Gly Thr Pro Leu Gly Leu Asn Glu Tyr 

100 105 110 

Thr Gly Pro Arg Glu Glu Leu Val Thr Phe Lys 
115 120 

<210>874 
<211>754 
<212>PRT 
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<213>Chlamydia pneumd^Ke 
<400>874 



Met 


Val 


Phe 
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Ara 
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Val 


Ala 


Leu 


Ser 


Gly 
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5 










10 
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Met 


Leu 


Cve 


Cys 


Ser 


Ser 


Glv 


Val 


Ala 


Leu 


Thr 


He 


Ala 


Glu 


Lys 


Met 








20 










25 










30 






Ala 


Ser 


Leu 


Glu 


His 


Ser 


Glv 


Ara 


Gly 


Ala 


Asp 


Asp 


Tyr 


Glu 


Gly 


Met 






35 










40 










45 








Ala 


Ser 


Phe 


Asn 


Ala 


Asn 


Met 


Arg 


Glu 


Tyr 


Ser 


Leu 


Gin 


Leu 


Ser 


Lys 




50 










55 










60 










Leu 


Tvr 


Glu 


Glu 


Ala 


Arg 


Lys 


Leu 


Arg 


Ala 


Ser 


Gly 


Thr 


Glu 


Asp 


Glu 


65 










70 










75 










80 


Ala 


Leu 


TrD 


Lvs 


Asp 


Leu 


He 


Arg 


Arg 


He 


Gly 


Glu 


Val 


Arg 


Gly 


Tyr 










85 










90 










95 




Leu 


Ara 


Glu 


He 


Glu 


Glu 


Leu 


Trp 


Ala 


Ala 


Glu 


He 


Arg 


Glu 


Lys 


Gly 








100 










105 










110 






Gl V 


Asn 


Leu 


Glu 


Asp 


Tvr 


Ala 


Leu 


Trp 


Asn 


His 


Pro 


Glu 


Thr 


Thr 


He 






115 










120 










125 








X y i. 


Asn 


Leu 


Val 


Thr 


Asp 


Tvr 


Gly 


Thr 


Glu 


Asp 


Ser 


He 


Tyr 


Leu 


He 




130 










135 










140 










Pro 


Gin 


Glu 


He 


Glv 


Ala 


He 


Lys 


He 


Ala 


Thr 


Leu 


Ser 


Lys 


Phe 


Val 


145 










150 










155 










160 


Val 


Pro 


Lvs 


Glu 


Ser 


Phe 


Glu 


Asp 


Cys 


Leu 


Thr 


Gin 


He 


Leu 


Ser 


Arg 
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170 










175 




Leu 


Glv 


He 


Glv 

J. Jf 


Val 


Ara 


Gin 


Val 


Asn 


Ser 


Trp 


He 


Lys 


Glu 


Leu 


Tyr 








180 










185 










190 






Met 


Met 


Ara 


Lys 


Glu 


Glv 


Cvs 


Ser 


Val 


Ala 


Gly 


Val 


Phe 


Ser 


Ser 


Arg 






195 










200 










205 








Lys 


Asp 


Leu 


Glu 


Ala 


Leu 


Pro 


Glu 


Thr 


Ala 


Tvr 


He 


Gly 


Phe 


Val 


Leu 




210 










215 










220 










Asn 


Ser 


Asn 


Val 


Asp 


Ala 


His 


Thr 


Asn 


Gin 


His 


Val 


Leu 


Lys 


Lys 


Phe 


225 










230 










235 










240 


lie 


Asn 


Pro 


Glu 


Thr 


Thr 


His 


Val 


Asp 


Val 


He 


Ala 


Gly 


Arg 


Val 


Trp 










245 










250 










255 




lie 


Phe 


Glv 


Ser 


Ala 


Gly Glu 


Val 


Gly 


Glu 


Leu 


Leu 


Lys 


He 


Tyr 


Asn 








260 










265 










270 






Phe 


Val 


Gin 


Ser 


Glu 


Ser 


He 


Arg 


Gin 


Glu 


Tyr 


Arg 


Val 


He 


Pro 


Leu 






275 










280 










285 








Thr 


Lvs 


He 


ASD 


Pro 


Gly Glu 


Met 


He 


Ser 


He 


Leu 


Asn 


Ala 


Ala 


Phe 




290 










295 










300 










Ara 


Glu 


AsD 


Leu 


Thr 


Lys 


Asp 


Val 


Ser 


Glu 


Glu 


Ser 


Leu 


Gly 


Leu 


Arg 


305 










310 










315 










320 


Val 


Val 


Pro 


Leu 


Gin 


Tyr 


Gin 


Gly Arg 


Ser 


Leu 


Phe 


Leu 


Ser 


Gly 


Thr 










325 










330 










335 




Ala 


Ala 


Leu 


Val 


Gin 


Gin 


Ala 


Leu 


Thr 


Leu 


He 


Arg 


Glu 


Leu 


Glu 


Glu 








340 










345 










350 






Gly 


He 


Glu 


Asn 


Pro 


Thr 


Asp 


Lys 


Thr 


Val 


Phe 


Trp 


Tyr 


Asn 


Val 


Lys 






355 










360 
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His 


Ser 


ASD 


Pro 


Gin 


Glu 


Leu 


Ala 


Ala 


Leu 


Leu 


Ser 


Gin 


Val 


His 


Asp 




370 










375 










380 










Val 


Phe 


Ser 


Glv 


Glu 


Asn 


Lys 


Ala 


Ser 


Val 


Gly 


Ala 


Ala 


Asp 


Gly 


Cys 


385 










390 










395 
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Glv 


Ser 


Gin 


Leu 


Asn 


Ala 


Ser 


He 


Gin 


He 


Asp 


Thr 


Thr 


Val 


Ser 


Ser 










405 










410 










415 




Ser" 


Ala 


Lys 


Asp 


Glv 


Ser 


Val 


Lys 


Tyr 


Gly Asn 


Phe 


He 


Ala 


Asp 


Ser 








420 










425 










430 






Lys 


Thr 


Glv 


Thr 


Leu 


He 


Met 


Val 


Vai 


Glu 


Lys 


Glu 


Val 


Leu 


Pro 


Ara 






435 










440 










445 








He 


Gin 


Met 


Leu 


Leu 


Lys 


Lys 


Leu 


Asp 


Val 


Pro 


Lys 


Lys 


Met 


Val 


Arg 




450 










455 










460 










He 


Glu 


Val 


Leu 


Leu 


Phe 


Glu 


Arg 


Lys 


Leu 


Ala 


His 


Glu 


Gin 


Lys 


Ser 


465 










470 










475 










480 


Gly 


Leu 


Asn 


Leu 


Leu 


Arg 


Leu 


Gly 


Glu 


Glu 


Val 


Cys 


Lys 


Lys 


Gly 


Cys 










485 










490 










495 
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Sc3r 


PJTO 


Ser 


Val 




FrrD 


Ala 


Glv 


Glv 


Thr 


Glv 


He 


LeW 


■gIu 


Phe 


Leu 








500 










505 










510 






Phe 


Ly s 


Glv 


Ser 


Thr 


Glv 


Ser 


Ser 


He 


Val 


Pro 


Glv 


Tvr 


ASD 


Leu 


Ala 






515 










520 










525 










Gin 


Phe 


Leu 


Met 


Ala 


Gin 


Glu 


ASD 


Val 


Arq 
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i^j^Tyr Arg Tyr Leu Phe Leu Gly P^^^ 



Asp Cys Leu Ser I&t^Tyr Arg Tyr Leu Phe Leu Gly Pil^^la Ser Ala. 

210 215 220 

Leu lie Thr Val Gly lie Leu Met Arg His Arg He Pro Trp Lys Lys 
225 230 235 240 

He Leu Glu Lys Leu Leu Phe Ala Leu Pro Gly Thr Lys Lys Phe Val 

245 250 255 

Val Lys Val Ala Val Asn Arg Phe Cys Ser Val Ala Ser Ala He Leu 

260 265 270 

Lys Gly Gly Gly Thr Leu He Glu Gly Leu Asp Leu Gly Cys Asp Ala 

275 280 285 

He Pro Tyr Asp Arg Leu Lys Thr Asp Met Arg Asp He Val Gin Ala 
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Val He Gly Gly Gly Ser Leu Ser Gin Glu Leu Ala Gin Arg Ser Trp 
305 310 315 320 

Val Pro Lys Leu Ala He Gly Met He Ala Leu Gly Glu Glu Ser Gly 
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Asp Leu Ala Asp Val Leu Gly Tyr Val Ala His He Tyr Asn Glu Asp 
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Thr Gin Lys Thr Leu Ala Ser He Thr Ser Trp Cys Gin Pro Val He 
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Leu He Phe Leu Gly Gly Leu He Gly Val He Met Leu Ala He Leu 
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He Pro Leu Thr Ser Asn He Gin Thr Leu 
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35 40 45 
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His Cys Asp Lys His G^FAsp Thr Ser Asn Lys Pro Ser 
115 120 125 

<210>883 
<211>305 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>883 

Leu Gin Val Arg Phe Ser Lys Thr Ser lie Asn Gly Asn Lys Glu Leu 

15 10 15 

Met Gly lie Ser Leu Pro Glu Leu Phe Ser Asn Leu Gly Ser Ala Tyr 

20 25 30 

Leu Asp Tyr lie Phe Gin His Pro Pro Ala Tyr Val Trp Ser Val Phe 

35 40 45 

Leu Leu Leu Leu Ala Arg Leu Leu Pro lie Phe Ala Val Ala Pro Phe 

50 55 60 

Leu Gly Ala Lys Leu Phe Pro Ser Pro lie Lys lie Gly He Ser Leu 
65 70 75 80 

Ser Trp Leu Ala He He Phe Pro Lys Val Leu Ala Asp Thr Gin He 

85 90 95 

Thr Asn Tyr Met Asp Asn Asn Leu Phe Tyr Val Leu Leu Val Lys Glu 

100 105 110 

Met He He Gly He Val He Gly Phe Val Leu Ala Phe Pro Phe Tyr 

115 120 125 

Ala Ala Gin Ser Ala Gly Ser Phe He Thr Asn Gin Gin Gly He Gin 

130 135 140 

Gly Leu Glu Gly Ala Thr Ser Leu He Ser He Glu Gin Thr Ser Pro 
145 150 155 160 

His Gly He Leu Tyr His Tyr Phe Val Thr He He Phe Trp Leu Val 

165 170 175 

Gly Gly His Arg He Val He Ser Leu Leu Leu Gin Thr Leu Glu Val 

180 185 190 

He Pro He His Ser Phe Phe Pro Ala Glu Met Met Ser Leu Ser Ala 

195 200 205 

Pro He Trp He Thr Met He Lys Met Cys Gin Leu Cys Leu Val Met 

210 215 220 

Thr He Gin Leu Ser Ala Pro Ala Ala Leu Ala Met Leu Met Ser Asp 
225 230 235 240 

Leu Phe Leu Gly He He Asn Arg Met Ala Pro Gin Val Gin Val He 

245 250 255 

Tyr Leu Leu Ser Ala Leu Lys Ala Phe Met Gly Leu Leu Phe Leu Thr 

260 265 270 

Leu Ala Trp Trp Phe He He Lys Gin He Asp Tyr Phe Thr Leu Ala 

275 280 285 

Trp Phe Lys Glu Val Pro He Met Leu Leu Gly Ser Asn Pro Gin Val 
290 295 300 

Leu 
305 

<210>884 

<211>95 

<212>PRT 

<213>Chlamydia pneumoniae 
<400>884 

Val Leu Ala Phe Phe Ala Thr Ser Phe Lys Ser Val Leu Phe Glu Tyr 

15 10 15 

Ser Tyr Gin Ser Leu Leu Leu He Leu He Val Ser Ala Pro Pro He 

20 25 30 

He Leu Ala Ser He Val Gly He Met Val Ala He Phe Gin Ala Ala 

35 40 45 

Thr Gin He Gin Glu Gin Thr Phe Ala Phe Ala Val Lys Leu Val Val 

50 55 60 

He Phe Gly Thr Leu Met He Ser Gly Gly Trp Leu Ser Asn Met He 
65 70 75 80 

Leu Arg Phe Ala Gly Gin He Phe Gin Asn Phe Tyr Lys Trp Lys 
85 90 95 
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<210>885 
<211>117 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>885 

Arg Thr Phe Ala Leu Phe Leu Asn Ser Gin His Ser Lys Ser Thr Asn 

15 10 15 

Ser Lys Leu Leu Gin Asp Leu Thr Glu Asn Leu Pro Ser Glu lie Arg 

20 25 30 

Ala His Leu Thr Ala Ser Asp Phe Val lie lie lie Pro Ala Phe lie 

35 40 45 

Met Gly Gin lie Lys Asn Ala Phe Glu lie Gly Val Leu lie Tyr Leu 

50 55 60 

Pro Phe Phe Val lie Asp Leu Val Thr Ala Asn Val Leu Val Ala Met 
65 70 75 80 

Gin Met Met Met Leu Ser Pro Leu Ser lie Ser Leu Pro Leu Lys Leu 

85 90 95 

Leu Leu lie Val Met Val Asp Gly Trp Thr Leu Leu Leu Gin Gly Leu 

100 105 110 

Met lie Ser Phe Lys 
115 

<210>886 
<211>257 
<212>PRT 

<2 13>Chlamydia pneumoniae 
<400>886 

Thr Ser His Leu Arg Leu His His Pro Arg lie Leu Leu Leu Tyr Leu 

15 10 15 

Met lie Arg lie Arg Lys Asn Lys Gly lie His Tyr Tyr Ala lie His 

20 25 30 

Phe Ser lie Phe Pro Leu Phe Phe Tyr Ala Glu Arg Leu Met Leu Phe 

35 40 45 

Ser Asp Ala Ser Leu Tyr Glu Asn Ser Cys Pro Ser Arg Cys Gin Pro 

50 55 60 

Thr Pro Pro Pro Ser Asn Ser Asn Pro Leu Asn Val Val Gin Gin Pro 
65 70 75 80 

Val Ala Ala Ser Ser Val Pro Ser Tyr Met Pro Pro Leu Asn Ala Asp 

85 90 95 

Asp Val Leu Pro Arg Asp His Leu Ser Asp Gly Ser Phe Ser Asp Thr 

100 105 110 

Tyr Pro Asp lie Thr Thr Gin Ala lie lie Leu lie Phe Leu Ala Leu 

115 120 125 

Ser Pro Phe Leu Val Met Leu Leu Thr Ser Tyr Leu Lys lie He He 

130 135 140 

Thr Leu Val Leu Leu Arg Asn Ala Leu Gly Val Gin Gin Thr Pro Pro 
145 150 155 160 

Ser Gin Val Leu Asn Gly lie Ala Leu He Leu Ser He Tyr Val Met 

165 170 175 

Phe Pro Thr Gly Val Ala Met Tyr Lys Asp Ala Arg Lys Glu He Glu 

180 185 190 

Ala Asn Thr He Pro Gin Ser Leu Phe Thr Ala Glu Gly Ala Glu Thr 

195 200 205 

Val Phe Val Ala Leu Asn Lys Ser Lys Glu Pro Leu Arg Ser Phe Leu 

210 215 220 

He Arg Asn Thr Pro Lys Ala Gin He Gin Ser Phe Tyr Lys He Ser 
225 230 235 240 

Gin Lys Thr Phe Leu Arg Lys Phe Glu Arg Thr Ser Leu Pro Pro Thr 
245 250 255 

Leu 

<210>887 
<211>108 
<212>PRT 

<213>Chlamydia pneumoniae 
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<400>887 

Lys Ser Ser His Lys lie Asn lie Ser Leu Leu Ser Val Asn Pro Lys 

15 10 15 

Asp Leu Pro Leu Val Glu Lys Ser Arg Pro Glu Leu Lys Asn lie Val 

20 25 30 

Glu Tyr Ala Asp Ser Leu lie Leu Thr Ala Lys Pro Asp Val Thr Pro 

35 40 45 

Gly Gly Cys lie lie Glu Thr Glu Ala Gly lie He Asn Ala Gin Leu 

50 55 60 

Asp Val Gin Leu Asp Ala Leu Glu Lys Ala Phe Ser Thr He Leu Lys 
65 70 75 80 

Ala Lys Asn Pro Val Asp Glu Pro Ser Glu Thr Ser Ser Ser Thr Asp 

85 90 95 

Ser Ser Ser Leu Ser Asn Asp Gin Asp Lys Lys Glu 
100 105 

<210>888 
<211>140 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>888 

Phe Leu Lys Met Met Met Ser Pro Gin He Arg Arg Phe Tyr Leu Leu 

15 10 15 

Lys Leu Ser Ser Ala Phe Leu Asp Ala Lys Glu Leu Leu Glu Lys Thr 

20 25 30 

Lys Ala Asp Ser Glu Ala Tyr Val Ala Glu Thr Glu Gin Lys Cys Ala 

35 40 45 

Gin He Arg Gin Glu Ala Lys Asp Gin Gly Phe Lys Glu Gly Ser Glu 

50 55 60 

Ser Trp Ser Lys Gin He Ala Phe Leu Glu Glu Glu Thr Lys Asn Leu 
65 70 75 80 

Arg He Arg Val Arg Glu Ala Leu Val Pro Leu Ala He Ala Ser Val 

85 90 95 

Arg Lys He He Gly Lys Glu Leu Glu Leu His Pro Glu Thr He Val 

100 105 110 

Ser He He Ser Gin Ala Leu Lys Glu Leu Thr Gin Asn Lys His He 

115 120 125 

He Thr Leu Cys Gin Ser Gin Arg Phe Thr Ser Cys 
130 135 140 

<210>889 
<211>280 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>889 

Gly Cys Leu Val Thr Ala Asn Thr Phe Gly Thr Leu Asp He Leu Met 

15 10 15 

Lys His Ser Lys Glu Asp Asp Leu Ser Arg Phe Leu Pro Lys Asn Leu 

20 25 30 

Leu Val Glu Ser Pro His Pro Glu Glu He Pro Leu Lys Ser Leu Ser 

35 40 45 

Phe Thr Met Ser Trp Leu Pro Thr He His Pro Ser Trp He Thr He 

50 55 60 

Ala Met Lys Glu Phe Pro Pro Glu He Gin Gly Gin Leu Leu Ala Trp 
65 70 75 80 

Leu Pro Glu Pro Leu Val Gin Glu He Leu Pro Leu Leu Pro Gly He 

85 90 95 

Ser He Ala Pro His Arg Cys Ala Pro Phe Gly Ala Phe Tyr Leu Leu 

100 105 110 

Asp Met Leu Ser Lys Lys He Arg Pro Cys Gly He Thr Glu Glu He 

115 120 125 

Phe Leu Pro Ala Ser Ser Ala Asn Ala He Leu Tyr Tyr Thr Gly Pro 

130 135 140 

Val Lys He Ala Leu He Asn Cys Leu Gly Leu Tyr Ser He Ala Lys 
145 150 155 160 

Glu Leu Lys His He Leu Asp Lys Val Val He Glu Arg Val Lys Asn 
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170 175 
Ala Leu Ser Pro Thr Glu Lys Leu Phe Leu Thr Tyr Cys Gin Ser His 

180 185 190 

Pro Met Lys His Leu Glu Thr Thr Asn Phe Leu Ser Ser Trp Thr Thr 

195 200 205 

Asp Ala Glu Leu Arg Gin Phe Val His Lys Gin Gly Leu Glu Phe Leu 

210 215 220 

Gly Lys Ala Leu Thr Lys Glu Asn Ala Ser Phe Leu Trp Tyr Phe Leu 
225 230 235 240 

Arg Arg Leu Asp Val Gly Arg Ala Tyr lie Val Glu Gin Thr Leu Lys 

245 250 255 

Thr Trp Tyr Asp His Pro Tyr Val Asp Tyr Phe Lys Ser Arg Leu Glu 

260 265 270 

Gin Cys Met Lys Val Leu Val Lys 
275 280 

<210>890 
<211>155 
<212>PRT 

<2l3>Chlamydia pneumoniae 
<400>890 

Ala Pro Tyr Cys Lys Cys Cys Ser Arg Thr Cys Ala Arg Glu Arg Leu 

15 10 15 

Cys Ser Glu Arg Ser Arg Xaa Tyr Ser Asp lie Thr lie Asn Gly Pro 

20 25 30 

Trp Gly Leu Thr Glu Glu lie Asp Tyr Val Ser Val Trp Gly lie lie 

35 40 45 

Leu Ala Lys Ser Ser Leu Thr Lys Phe Arg Leu lie Phe Tyr Val Leu 

50 55 60 

lie Leu lie Leu Phe Val lie Ser Cys Gly Leu Leu Trp Val lie Trp 
65 70 75 80 

Lys Thr His Thr Leu lie Met Thr Met Gly Gly Thr Lys Gly Phe Phe 

85 90 95 

Asn Pro Thr Pro Tyr Thr Lys Asn Ala Leu Glu Ala Lys Lys Ala Glu 

100 105 110 

Gly Ala Ala Ala Asp Lys Glu Lys Lys Glu Asp Ala Asp Ser Gin Gly 

115 120 125 

Glu Ser Lys Asn Ala Glu Thr Ser Asp Lys Asp Ser Ser Asp Lys Asp 

130 135 140 

Ala Pro Glu Gly Ser Asn Glu lie Glu Gly Ala 
145 150 155 

<210>891 
<211>214 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>891 

Met Val Arg Arg Ser lie Ser Phe Cys Leu Phe Phe Leu Met Thr Leu 

15 10 15 

Leu Cys Cys Thr Ser Cys Asn Ser Arg Ser Leu lie Val His Gly Leu 

20 25 30 

Pro Gly Arg Glu Ala Asn Glu lie Val Val Leu Leu Val Ser Lys Gly 

35 40 45 

Val Ala Ala Gin Lys Leu Pro Gin Ala Ala Ala Ala Thr Ala Gly Ala 

50 55 60 

Ala Thr Glu Gin Met Trp Asp lie Ala Val Pro Ser Ala Gin He Thr 
65 70 75 80 

Glu Ala Leu Ala He Leu Asn Gin Ala Gly Leu Pro Arg Met Lys Gly 

85 ' 90 95 

Thr Ser Leu Leu Asp Leu Phe Ala Lys Gin Gly Leu Val Pro Ser Glu 

100 105 110 

Leu Gin Glu Lys He Arg Tyr Gin Glu Gly Leu Ser Glu Gin Met Ala 

115 120 125 

Ser Thr He Arg Lys Met Asp Gly Val Val Asp Ala Ser Val Gin He 

130 135 140 

Ser Phe Thr Thr Glu Asn Glu Asp Asn Leu Pro Leu Thr Ala Ser Val 
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145 155 160 

Tyr lie Lys His Arg Gly Val Leu Asp Asn Pro Asn Ser lie Met Val 

165 170 175 

Ser Lys lie Lys Arg Leu lie Ala Ser Ala Val Pro Gly Leu Val Pro 

180 185 190 

Glu Asn Val Ser Val Val Ser Asp Arg Ala Xaa lie Val lie Leu Gin 

195 200 205 

Leu Met Val Leu Gly Asp 

210 
<210>892 
<211>224 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>892 

Val Leu Phe Leu Ala Tyr Lys Met Ala Gly Leu Gin lie lie Ala Thr 

15 10 15 

Arg lie Leu Asp Ser Phe Leu Leu Pro Cys Phe Glu Val Glu Ala Gin 

20 25 30 

Thr Phe Pro Gin Val Phe Ser Lys Val Val Val Tyr Lys Tyr Lys Ser 

35 40 45 

Ser Arg lie Leu Leu lie Ala Leu Leu Tyr Asn lie Thr Leu Val Leu 

50 55 60 

Gly Leu lie Phe lie His Lys Lys Tyr Leu Gly Gin Lys Gly Arg Val 
65 70 75 80 

lie Leu Lys lie Tyr Gin Asn Glu Glu Glu Phe Phe Arg Ala Thr Glu 

85 90 95 

Arg Phe Pro Ser lie Gly Ala Gly Tyr Leu Arg Val Arg Asn Lys Asn 

100 105 110 

Ser Val Leu Phe Pro Phe Glu Asp Leu Met Leu Val Cys Pro Ser Val 

115 120 125 

Pro Lys Asp Phe Pro Leu Ser Ala Phe Lys Val Thr Thr Lys Leu lie 

130 135 140 

Tyr Trp Ser Val Leu Glu Ser lie Pro Val Val Gly Ala Phe Phe Phe 
145 150 155 160 

Ser lie Gly Arg Leu Phe Ala Met Trp Cys lie Glu Asp Phe Pro Gly 

165 170 175 

Ser lie Phe Ser Arg lie Tyr His Thr Thr Val Gly Val Leu Gly lie 

180 185 190 

Leu Gly Leu Gly lie lie Met Phe lie Leu Arg lie lie Phe Thr Leu 

195 200 205 

Leu Thr Leu Pro Phe Trp Leu lie Ser Cys Leu Lys Ser Ser Ala Ala 

210 215 220 

<210>893 
<211>319 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>893 

Val Met Lys Cys Arg Pro Thr Leu Asn Thr Asp Gin Pro Arg Val Arg 

15 10 15 

Lys Lys Leu Pro Glu Arg Phe Pro Lys Trp Leu Gin Arg Pro Leu Pro 

20 25 30 

Gin Gly Ser Ala Phe His Ala Thr Asp Ala Thr He Lys Arg Ser Gly 

35 40 45 

Met Pro Thr Val Cys Glu Glu Ala Leu Cys Pro Asn Arg Ala Glu Cys 

50 55 60 

Trp Ser Arg Lys Thr Ala Thr Tyr Leu Ala Leu Gly Asp Val Cys Thr 
65 70 " 75 80 

Arg Ser Cys Gly Phe Cys Asn He Gly His Ser Lys Thr Pro Pro Ala 

85 90 95 

Leu Asp Pro Thr Glu Pro Glu Arg He Ala Leu Ser Ala Lys Glu Leu 

100 105 110 

Gly Leu Lys His Val Val He Thr Met Val Ala Arg Asp Asp Leu Glu 

115 120 125 

Asp Gly Gly Ala Gin Gly Leu Val Asp He He Gin Lys Leu Arg Glu 
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130 135 140 

Glu Leu Pro Gin Ala Thr Thr Glu Val Leu Ala Ser Asp Phe Gin Gly 
145 150 155 160 

Asn Val Ser Ala Leu His Thr Leu Leu Asp Ser Gly lie Thr lie Tyr 

165 170 175 

Asn His Asn Val Glu Thr Val Ala Arg Leu Ser Pro Leu Val Arg His 

180 185 190 

Lys Ala Thr Tyr Ala Arg Ser Met Phe Met Leu Glu Gin Ala Ala Asn 

195 200 205 

Tyr Leu Pro Asp Leu Lys lie Lys Ser Gly lie Met Val Gly Leu Gly 

210 215 220 

Glu Met Glu Gly Glu Val Lys Gin Thr Leu Gin Asp Leu Ala Ser lie 
225 230 235 240 

Gly Val Arg lie Val Thr lie Gly Gin Tyr Leu Arg Pro Ser Arg Lys 

245 250 255 

His Leu Gin Val Lys Ser Tyr Val Thr Pro Glu Thr Phe Asp Tyr Tyr 

260 265 270 

Arg Arg Val Gly Glu Ala Met Gly Leu Phe Val Tyr Ala Gly Pro Phe 

275 280 285 

Val Arg Ser Ser Phe Asn Ala Asp Met lie Leu Ala Ser Val Gin Asp 

290 295 300 

Lys Ala Ser Val Asn Lys His Ser Thr lie His Leu lie Glu Ser 
305 310 315 

<210>894 
<211>397 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>894 

Ala Cys Gly Glu Phe Gly lie His Val Asp Gly Tyr Thr lie Asp Tyr 

15 10 15 

Pro Ala Met Ala Lys Arg Lys Asn Thr Val Val Gin Gly lie Arg Gin 

20 25 30 

Gly Leu Glu Gly Leu lie Arg Ser Asn Lys lie Thr Val Leu Lys Gly 

35 40 45 

Thr Gly Ser Leu Val Ser Ser Thr Glu Val Lys Val lie Gly Gin Asp 

50 55 60 

Thr Thr He He Lys Ala Asn His He He Leu Ala Thr Gly Ser Glu 
65 70 75 80 

Pro Arg Pro Phe Pro Gly Val Pro Phe Ser Ser Arg He Leu Ser Ser 

85 90 95 

Thr Gly He Leu Glu Leu Glu Val Leu Pro Lys Lys Leu Ala He He 

100 105 110 

Gly Gly Gly Val He Gly Cys Glu Phe Ala Ser Leu Phe His Thr Leu 

115 120 125 

Gly Val Glu He Thr Val He Glu Ala Leu Asp His He Leu Ala Val 

130 135 140 

Asn Asn Lys Glu Val Ser Gin Thr Val Thr Asn Lys Phe Thr Lys Gin 
145 150 155 160 

Gly He Arg He Leu Thr Lys Ala Ser He Ser Ala He Glu Glu Ser 

165 170 175 

Gin Asn Gin Val Arg He Thr Val Asn Asp Gin Val Glu Glu Phe Asp 

180 185 190 

Tyr Val Leu Val Ala He Gly Arg Gin Phe Asn Thr Ala Ser He Gly 

195 200 205 

Leu Asp Asn Ala Gly Val He Arg Asp Asp Arg Gly Val He Pro Val 

210 215 220 

Asp Glu Thr Met Arg Thr Asn Val Pro Asn He Tyr Ala He Gly Asp 
225 230 235 240 

He Thr Gly Lys Trp Leu Leu Ala His Val Ala Ser His Gin Gly Val 

245 250 255 

He Ala Ala Lys Asn He Ser Gly His His Glu Val Met Asp Tyr Ser 

260 265 270 

Ala He Pro Ser Val He Phe Thr His Pro Glu He Ala Met Val Gly 
275 280 285 
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Leu Ser Leu Gin Gl^^la Glu Gin Gin Asn Leu Pro Ala^^s Leu Thr 

290- 295 300 

Lys Phe Pro Phe Lys Ala He Gly Lys Ala Val Ala Leu Gly Ala Ser 
305 310 315 320 

Asp Gly Phe Ala Ala He Val Ser His Glu He Thr Gin Gin He Leu 

325 330 335 

Gly Ala Tyr Val He Gly Pro His Ala Ser Ser Leu He Gly Glu Met 

340 345 350 

Thr Leu Ala He Arg Asn Glu Leu Thr Leu Pro Cys He Tyr Glu Thr 

355 360 365 

val His Ala His Pro Thr Leu Ser Glu Val Trp Ala Glu Gly Ala Leu 

370 375 380 

Leu Ala Thr Asn His Pro Leu His Phe Pro Pro Lys Ser 
385 390 395 

<210>895 
<211>97 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>895 

Met Thr Gin Glu Phe Asp Cys Val Val He Gly Ala Gly Pro Ser Gly 

15 10 15 

Tvr Val Ala Ala He Thr Ala Ala Gin Ser Lys Leu Arg Thr Ala Leu 

20 25 30 

He Glu Glu Asp Gin Ala Gly Gly Thr Cys Leu Asn Arg Gly Cys He 

35 40 45 

Pro Ser Lys Ala Leu He Ala Gly Ala Asn Val Val Ser His He Lys 

50 55 60 

His Ala Glu Ser Ser Ala Ser Met Leu Met Val He Gin Ser He Thr 
65 70 75 80 

Leu Arg Trp Gin Lys Glu Lys He Gin Ser Ser Arg Gly Ser Val Lys 
85 90 95 

Asp 

<210>896 
<211>157 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>896 

Lys He Pro Met Pro Phe Ala Lys Glu Thr Glu Met Gin Arg Thr Cys 

15 10 15 

Trp Lys Cys Glu Gly Ser Val Ser Met His Val Pro Gin Cys Pro Tyr 

20 25 30 

Cys Ser Ala Phe Leu Gin Asp Pro Pro Val Ala Ser Gly Gly Phe Ser 

35 40 45 

Ser Cys His He Ser Phe Pro Glu Gly Ala Ser Lys Glu Glu Ala Glu 

50 55 60 

Asp Leu Phe Ala Val Ser Ser Glu Asp Trp Glu Ala Val Leu Gly Asp 
65 70 75 80 

Gin Asn Pro Thr Gin Glu Thr Asn Lys Gin Val He Pro Glu Trp Thr 

85 90 95 

Trp Leu Gin Ser Trp Pro Leu Ala Ala Leu Phe Leu Gly He Gly Leu 

100 105 HO 

Leu Ala Phe Ala Phe Leu He Leu Leu Phe Ser Thr Asp Ser Gly Leu 

115 120 125 

Val Leu Thr Trp Pro Lys Asn Arg Ala Tyr Phe Tyr Gly He He Gly 

130 135 140 

Ala Ala Val Ala Tyr Arg Gly Tyr ^Arg Lys Leu Pro Leu 
145 150 155 

<210>897 
<211>170 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>897 

Phe Gly Ser Leu Leu Ser He Leu Arg Lys Leu Gly Ser Ser Met Leu 
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1 10 15 

Arg Phe Gin Gly Lys Ser Leu Asn Arg Lys Glu Glu He Glu Thr Phe 

20 25 30 

Thr Thr Asp Pro Asn Cys Gin Val Phe Val Gly Ser Leu Leu Ala Ala 

35 40 45 

Gly Thr Gly He Asn Leu Thr Ala Gly Asn Val Val lie Met Tyr Asp 

50 55 60 

Arg Trp Trp Asn Pro Ala Lys Glu Asn Gin Ala Leu Asp Arg Val His 
65 70 75 80 

Arg He Gly Gin Lys Asn Thr Val Phe He Tyr Lys Leu He Thr Glu 

85 90 95 

Asp Thr Leu Glu Glu Arg He His Tyr Leu He Glu Lys Lys He Arg 

100 105 110 

Leu Leu Asp Lys Val He Ala Ser Gin Asp Ser Asn He Leu His Met 

115 120 125 

Leu Asn Arg Glu Asp Leu Leu Thr He Leu Ser Tyr Lys Asp Glu His 

130 135 140 

Gly Thr Ser Asp Ser Glu Glu Ser Pro Val Asp Ala Pro Val Glu Asp 
14S 150 155 160 

Asp Thr Gly Val Leu Pro Pro Glu Asp Ser 
165 170 

<210>898 
<211>301 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>898 

Leu Tyr Val Gin Gin Ser Val Leu Pro His Trp Glu His He Leu Ser 

15 10 15 

Asn His Leu Pro Gly Val Ser He Phe Ser Phe His Gly Pro Asn Lys 

20 25 30 

Pro Ser Glu Leu Pro Pro Ala Asp He Leu Leu Thr Ser Tyr Gly Thr 

35 40 45 

Leu Arg Gin Asn Tyr Asp Lys Phe Tyr Lys He Ala Phe Thr He Val 

50 55 60 

Val Phe Asp Glu He His Met Ala Lys Asn Lys Ser Ser Gin He His 
65 70 75 80 

Lys He Leu Cys Arg He Asp Ala Gin Met Lys Leu Gly Leu Thr Gly 

85 90 95 

Thr Pro He Glu Asn Asn Leu Leu Glu Phe Lys Gly Leu Leu Asp He 

100 105 110 

He Leu Pro Asn Tyr Leu Pro Ser Asp Ala Leu Phe Lys Lys Leu Phe 

115 120 125 

Thr Lys Arg Cys Ser Ser Glu Glu Leu Glu Glu He He Pro Ser Gin 

130 135 140 

Asp Leu Leu Leu Lys Leu Thr Arg Pro Phe He Leu Arg Arg Thr Lys 
145 150 155 160 

Lys Leu Val Leu Pro Glu Leu Pro Asp Lys Val Glu Ser He He Ala 

165 170 175 

Cys Ser Leu Ser Pro Asp Gin Glu Lys Leu Tyr Met Ala Thr Leu Gin 

180 185 190 

Arg Glu Lys Ser His He Gin Lys Leu Glu Thr Pro Glu Glu Pro Ala 

195 200 205 

Thr Asn Phe Leu His He Phe Ala Leu Leu Asn His Leu Lys Gin He 

210 215 220 

Cys Asp His Pro Ala Val Phe Phe Lys Asp Pro Asp Gin Tyr Lys Asn 
225 230 235 240 

Tyr Glu Ser Gly Lys Trp Asn Ala Phe Val Lys Leu Leu Lys Glu Ser 

245 250 255 

Leu Asn Ala Gly Tyr Lys Val Val Val Phe Ser Gin Tyr He His Met 

260 265 270 

He Arg He He Thr Leu Tyr Leu Glu Glu He Gly He Lys Tyr Ala 

275 280 285 

Ser He Ser Arg Lys He Ser Glu Ser Glu Gly Arg Asn 
290 295 300 



952 



BNSDOCID: <WO 9927105A2 t > 



wo 99/27105 



PCT/1B98/01890 



<210>899 
<211>610 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>899 

Xaa Pro Leu Ser lie Ala Leu Leu Lys Lys Phe Phe Phe Leu Asn Glu 

15 10 15 

Glu Gly Ala Glu Leu Thr lie Gly Glu Asn Ser Gin Gly Phe Pro Ser 

20 25 30 

His Phe Ser Leu Gin Trp Gin Gly Leu Val Phe Lys Ala Glu lie Leu 

, 35 40 45 

Asp Phe Pro Thr Leu Glu Asp lie Phe Pro Lys Leu Glu Leu Ala His 

50 55 60 

Thr Ser Leu Glu Asn Val Ser His Asp lie Ser lie Thr Asn Val Thr 
65 70 75 80 

Val Cys Ala Glu Glu Ala Lys Val Asn Phe Thr Leu Ser Pro Val lie 

85 90 95 

His Lys Lys Asp Arg Glu Asn His Pro Lys Thr Arg lie Gly Ser Val 

100 105 110 

Glu Tyr Val Ala Lys Thr His Glu Met lie Thr Gly Pro Lys Ala lie 

115 120 125 

Ala Leu Pro lie Tyr Ala lie Pro Leu Leu Ala Asp Lys Phe Lys Asp 

130 135 140 

Gin Leu Leu Ser Leu Leu Cys Tyr Asp Ser Leu Glu Tyr Arg Leu Arg 
145 150 155 160 

Tyr Asp lie Arg Leu Leu Arg Asp Ala Ser Phe Ser Phe Ser Ala Tyr 

165 170 175 

Leu Val Thr Pro Gly Asp Leu Asp Asn Gly Ser Leu lie Tyr Pro Asn 

180 185 190 

Tyr Cys Tyr Ser Pro Thr Lys Gly Leu Met Gin Val Val Gly Met Leu 

195 200 205 

Ser Pro Lys Gin Ala Phe lie Val Lys Ser Glu Gin Val Glu Asp Phe 

210 215 220 

Leu Asn Glu Arg Gly His Leu lie Gin Glu Pro Gly Phe Gin Thr Phe 
225 230 235 240 

lie Asn Glu Arg Pro Glu Gly His Leu Thr Tyr Asn Val Thr Glu Gin 

245 250 255 

Gly Val Leu Leu Phe His Tyr Asp Val Gly Asp Pro Ser Ser Thr Glu 

260 265 270 

lie Arg Phe Gly Thr Trp Thr Tyr Tyr Thr Asn Gin Gly Phe Phe Leu 

275 280 285 

Glu Lys Lys Asn Asp Leu Pro lie Gin Asp Gly Leu lie Val Glu Pro 

290 295 300 

Gin Asp lie Pro Ala Phe lie Val Lys Asn Asp Ala Ala Leu Arg Arg 
305 310 315 320 

Leu Pro Asn Phe Phe Ser Ser Pro Pro Asn Leu Lys Asp Leu Leu lie 

325 330 335 

Glu Val His Arg Gin Ser Arg Gly Lys Gly Leu Asp Leu Lys Pro lie 

340 345 350 

Leu Val Gly Leu Gly Glu Ser Arg Cys Trp Leu Phe Gly Val Phe Leu 

355 360 365 

Tyr Arg Glu Asp lie Gly Phe Ser Leu lie Pro Thr Pro Leu Gin Gly 

370 375 380 

Leu Cys Phe Leu Pro Arg Val lie Pro Pro Glu Asn Val Pro Gin Phe 
385 390 395 400 

Leu Thr Gin Tyr Ala Gin His Glu Arg lie Leu Phe Pro Asn Pro Gin 

405 " 410 415 

Thr Arg Pro Pro Glu Ser Tyr Glu Leu Val lie Gin Ser lie His Arg 

420 425 430 

Pro His Pro Ala Ser Pro Leu His Leu Gin Leu Glu Leu Lys Thr Asn 

435 440 445 

Leu Gly Ser Val Pro lie Gly lie Ala Leu Gin Gly Leu Lys Ser Lys 

450 455 460 

His Thr Phe Leu Phe Thr Gin Ala Gly Phe Leu Asp Leu Lys Gin Asn 
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465 ^■?70 475 480 

Leu Phe Gin Phe Leu Lys Gin Phe Leu Ser Thr Gin Lys Cys Val He 

485 490 495 

Ala Glu Asn Thr Val He Ala Asn He Thr Asp Val Phe Lys Leu Asp 

500 505 510 

Ala Leu Ala Pro Leu Ser Val Thr Asp Asp Thr lie Ala Asn Pro Glu 

515 520 525 

Asp Leu Gin Phe Phe Ser Gin Leu Lys Ala Ala Cys Leu Pro Pro He 

530 535 540 

Pro Gin Asn Leu Phe Ser Ser Asp His Gin Leu Arg Pro Tyr Gin Asn 
545 550 555 560 

Ser Gly Leu Leu Trp Met Trp Phe Leu Tyr Asn His Arg Leu Ser Gly 

565 570 575 

Leu Leu Cys Asp Glu Met Gly Leu Gly Lys Thr His Gin Ala Thr Ala 

580 585 590 

Leu Thr Arg Tyr Cys He Ser Val Phe Thr Ala Leu Ser Ala Pro Glu 
595 600 60S 

He Pro 
6X0 
<210>900 
<211>181 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>900 

His Asn He Met Val Leu Glu Ala Leu Ala He Phe Arg Gin Asp Ala 

15 10 15 

Met Gin His Leu Leu Lys His Arg Lys Glu He Val Val Asp Phe Cys 

20 25 30 

Glu Asp Ser Tyr Thr He Arg He Pro Asp Glu Glu Ala Pro Glu Gly 

35 40 45 

Tyr Trp Leu Ser Thr Leu Lys Leu Gin Asp He Asp Arg Leu Thr Phe 

50 55 60 

Ala Ser Cys Ser Cys Pro Asp Gly Glu Cys Cys Leu His Leu Met Thr 
65 70 75 80 

Ala Tyr Phe Ala Val Tyr Asp Ala Leu Gly Leu His Pro Leu His Asp 

85 90 95 

Lys Phe Arg His Ser Phe Trp Tyr Ala Val Phe Ser His Phe Phe Leu 

100 105 110 

Asp Ser He Pro Leu Gin Ala Gin Gly Glu Met Val Tyr Thr Leu Glu 

115 120 125 

Ser Pro His He Thr Leu Thr He Glu Cys Leu Ser Glu Glu Val Phe 

130 135 140 

Gin Asp Trp Leu Arg Thr He His Ala Ser Glu Glu Pro Thr Val Phe 
145 150 155 160 

Thr Asn Lys Thr Phe Leu Xaa Ser Ala Leu Tyr Arg Thr Ala Lys Lys 

165 170 175 

He Leu Phe Leu Lys 
180 

<210>901 
<211>412 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>901 

Met Lys Lys Asn Ala Ser His Lys Thr Asn Asp Lys Lys Ser Leu Ser 

15 10 15 

He Trp Ser He Gly Gly Ser He Phe Ala Met Phe Phe Gly Ala Gly 

20 25 30 

Asn He Val Phe Pro Leu Ala Leu Gly Tyr His Tyr Asn Ala His Pro 

35 40 45 

Trp Ser Ala Tyr Phe Gly Met Met Leu Thr Ala Val Cys Val Pro Leu 

50 55 60 

Leu Gly Leu Val Ser Met Leu Phe Tyr Ser Gly Asp Tyr Gin Lys Phe 
65 70 75 80 

Phe Phe Ser He Gly Arg He Pro Gly Met He Phe He Thr Ala He 
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Gin Arg Trp Lys IJ^IKer Glu hys Lys Ser Pro Ser Als^Zla Glu Lys 

145 150 155 160 

Asp Leu Ala Arg Phe Phe Gly His Glu Asn Thr Pro Lys Leu His Leu 

165 170 175 

Gin Leu lie Tyr Tyr Ala Arg Gin Tyr Cys Pro Ala Leu His His Lys 

180 185 190 

lie Asp Asn Cys Pro lie Cys Ser Tyr Leu Ala Lys Glu Ala Asn Ser 

195 200 205 

Thr Arg Thr 

210 
<210>903 
<211>442 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>903 

Met Leu Lys His Asp Thr lie Ala Ala lie Ala Thr Pro Pro Gly Glu 

15 10 15 

Gly Ser lie Ala Val Val Arg Leu Ser Gly Pro Gin Ala lie Val lie 

20 25 30 

Ala Asp Arg lie Phe Ser Gly Ser Val Ala Ser Phe Ala Ser His Thr 

35 40 45 

lie His Leu Gly Gin Val lie Phe Glu Glu Thr Leu lie Asp Gin Ala 

50 55 60 

Leu Leu Leu Leu Met Arg Ser Pro Arg Ser Phe Thr Gly Glu Asp Val 
65 70 75 80 

Val Glu Phe Gin Cys His Gly Gly Phe Phe Ala Cys Ser Gin lie Leu 

85 90 95 

Asp Ala Leu lie Ala Leu Gly Ala Arg Pro Ala Leu Pro Gly Glu Phe 

100 105 110 

Ser Gin Arg Ala Phe Leu Asn Gly Lys lie Asp Leu Val Gin Ala Glu 

115 120 125 

Ala lie Gin Asn Leu lie Val Ala Glu Asn lie Asp Ala Phe Arg lie 

130 135 140 

Ala Gin Thr His Phe Gin Gly Asn Phe Ser Lys Lys lie Gin Glu lie 
145 150 155 160 

His Thr Leu lie lie Glu Ala Leu Ala Phe Leu Glu Val Leu Ala Asp 

165 170 175 

Phe Pro Glu Glu Glu Gin Pro Asp Leu Leu Val Pro Gin Glu Lys lie 

180 185 190 

Gin Asn Ala Leu His lie Val Glu Asp Phe He Ser Ser Phe Asp Glu 

195 200 205 

Gly Gin Arg Leu Ala Gin Gly Thr Ser Leu He Leu Ala Gly Lys Pro 

210 215 220 

Asn Val Gly Lys Ser Ser Leu Leu Asn Ala Leu Leu Gin Lys Asn Arg 
225 230 235 240 

Ala He Val Thr His He Pro Gly Thr Thr Arg Asp He Leu Glu Glu 

245 250 255 

Gin Trp Leu Leu Gin Gly Lys Arg He Arg Leu Leu Asp Thr Ala Gly 

260 265 270 

Gin Arg Thr Thr Asp Asn Asp He Glu Lys Glu Gly He Glu Arg Ala 

275 280 285 

Leu Ser Ala Met Glu Glu Ala Asp Gly He Leu Trp Val He Asp Ala 

290 295 300 

Thr Gin Pro Leu Glu Asp Leu Pro Lys He Leu Phe Thr Lys Pro Ser 
305 310 315 320 

Phe Leu Leu Trp Asn Lys Ala Asp Leu Thr Pro Pro Pro Phe Leu Asp 

325 330 335 

Thr Ser Leu Pro Gin Phe Ala He Ser Ala Lys Thr Gly Glu Gly Leu 

340 345 350 

Thr Gin Val Lys Gin Ala Leu He Gin Trp Met Gin Lys Gin Glu Ala 

355 360 365 

Gly Lys Thr Ser Lys Val Phe Leu Val Ser Ser Arg His His Met He 

370 375 380 

Leu Gin Glu Val Ala Arg Cys Leu Lys Glu Ala Gin Lys Asn Leu Tyr 
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385 39^^ 395 400 

Leu Gin Pro Pro Glu lie lie Ala Leu Glu Leu Arg Glu Ala Leu His 

405 410 415 

Ser lie Gly Met Leu Ser Gly Lys Glu Val Thr Glu Ser lie Leu Gly 

420 425 430 

Glu lie Phe Ser Lys Phe Cys lie Gly Lys 
435 440 

<210>904 
<211>303 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>904 

Gly Leu Val Gin Lys Pro Gin Tyr lie Asp Arg lie Thr Lys Lys Lys 

15 10 15 

Val lie Glu Pro lie Phe Tyr Glu Lys Thr Met Leu Phe Leu Tyr Asn 

20 25 30 

Ser Lys Leu Gly Lys Lys Leu Ser Val Phe Leu Ser Thr His Pro lie 

35 40 45 

Phe Ser Arg lie Tyr Gly Trp Leu Gin Arg Cys Ser Trp Thr Arg Arg 

50 55 60 

Gin lie Arg Pro Phe Met Asn Arg Tyr Lys lie Ser Glu Lys Glu Leu 
65 70 75 80 

Thr Lys Pro Val Ala Asp Phe Thr Ser Phe Asn Asp Phe Phe Thr Arg 

85 90 95 

Lys Leu Lys Pro Glu Ala Arg Pro lie Val Gly Gly Lys Glu Val Phe 

100 105 110 

lie Thr Pro Val Asp Gly Arg Tyr Leu Val Tyr Pro Asn Val Ser Glu 

115 120 125 

Phe Asp Lys Phe lie Val Lys Ser Lys Ala Phe Ser Leu Pro Lys Leu 

130 135 140 

Leu Gly Asp His Glu Leu Thr Lys Leu Tyr Ala His Gly Ser lie Val 
145 150 155 160 

Phe Ala Arg Leu Ala Pro Phe Asp Tyr His Arg Phe His Phe Pro Cys 

165 170 175 

Asp Cys Leu Pro Gin Lys Thr Arg Cys Val Asn Gly Ala Leu Phe Ser 

180 185 190 

Val His Pro Leu Ala Val Lys Asp Asn Phe lie Leu Phe Cys Glu Asn 

195 200 205 

Lys Arg Thr Val Thr Val Leu Glu Thr Glu Gin Phe Gly Asn Val Leu 

210 215 220 

Tyr Leu Glu Val Gly Ala Met Asn Val Gly Ser lie Val Gin Thr Phe 
225 230 235 240 

Ser Pro Asn Gin Thr Tyr Ala Lys Gly Asp Glu Lys Gly Phe Phe Ala 

245 250 255 

Phe Gly Gly Ser Thr Val lie Leu Leu Phe Leu Pro Asn Ala lie Arg 

260 265 270 

Phe Asp Asn Asp Leu Leu Lys Asn Ser Arg Met Gly Phe Glu Thr Arg 

275 280 285 

Cys Leu Met Gly Gin Ser Leu Gly Arg Ser Gin Arg Glu Glu lie 

290 295 300 

<210>905 
<211>468 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>905 

lie Ser Glu Arg Arg Asn Leu Lys Thr Leu Lys Thr Phe Phe Gly lie 

1 5 10 15 

Ala Lys Arg Asp Lys Ser Gin Lys Trp Arg lie Met Trp Leu Val lie 

20 25 30 

Leu Trp Ala Leu Ala Ala Ser Leu Ala lie Ala Leu Val Ala Lys Gly 

35 40 45 

Tyr Tyr Arg Phe Val Tyr Phe Arg Arg Tyr Ala Val Gin Val He Arg 

50 55 60 

Glu Val Arg Leu Ser Met Glu Leu Lys Glu Trp Ala Leu Ala Glu Gin 

957 



BNSDOCID: <WO 9927105A2_I_> 



wo 99/27105 




PCT/HB98/01890 



65 



0 



75 



80 



Gin Leu Leu Pro lie Leu Lys Lys Arg Ser Tyr Arg Arg Gin Cys Leu 

85 90 95 

Phe Glu Tyr Met Arg lie Leu Arg Lys Met Gin Arg Phe Glu Glu Ser 

100 105 110 

Glu Lys Leu Leu Ala Glu Ala Lys Lys Leu Gly Leu Arg Gly Pro Tyr 

115 120 125 

Phe Phe Leu Glu lie Ala Tyr Lys Ala Tyr Arg Phe Gly Ala Phe Lys 

130 135 140 

Glu Cys Ala Gin Ala Phe Ala Ser Val Pro Gin Asp Leu Phe Glu Glu 
145 150 155 160 

Glu Asp Ala Ala Lys Tyr Ala Ser Ala Leu Val Arg Leu Gly Asp Leu 

165 170 175 

Asp Ala Ala Cys Ser Leu lie Glu Pro Trp lie Ser Pro Leu Ser His 

180 185 190 

Gin Glu Thr Phe Val Thr Met Gly His lie Tyr Phe Thr Ser Lys Arg 

195 200 205 

Tyr Lys Asp Ala lie Asp Phe Tyr Asn Arg Ala Asn Ala Leu Gly Val 

210 215 220 

Cys Pro Val Glu Val Thr Tyr Asn Leu Ala Gin Ala Tyr Arg lie Thr 
225 230 235 240 

Ser Ser Tyr Ala Lys Ala Gly Lys Leu Phe Arg Lys Leu Leu Ser Asn 

245 250 255 

Pro Val Tyr Lys Glu Glu Ala Leu Phe Asn lie Gly Leu Cys Glu Gin 

260 265 270 

Lys Leu Gly Arg Pro Gly Lys Ala Leu Leu lie Tyr Gin Ser Ser Asp 

275 280 285 

Leu Trp Ser Arg Gly Asp Ala Leu Leu Met Lys Tyr Ala Ala Met Ala 

290 295 300 

Ala Met Asp Gin Arg Asp Tyr Val Leu Ala Glu Pro Cys Trp Glu Leu 
305 310 315 320 

Ala Leu Arg Cys Ser Thr Phe Ala Lys Asp Tyr Lys Cys Gly Leu Gly 

325 330 335 

Tyr Gly Phe Ser Leu Cys Arg Leu Arg Lys Tyr Gly Asp Ala Glu Arg 

340 345 350 

Val Tyr Cys Asn Leu lie Gin Asn Phe Pro Glu Cys Leu Thr Ala Cys 

355 360 365 

Lys Ala Leu Ala Trp Leu Cys Gly Val Gly Tyr Ala Thr Leu Leu Gly 

370 375 380 

Ser Glu Glu Gly Leu Met Tyr Ala Lys Lys Ala Val Glu Leu Asp His 
385 390 395 400 

Ser Cys Glu Thr Leu Glu Leu Leu Ser Ala Cys Glu Ala Arg Cys Gly 

405 410 415 

Asn Phe Asp Ala Ala Tyr Glu lie Gin Ser Phe Leu Ser Ser Arg Asp 

420 425 430 

Thr Ser Leu Gin Glu Lys Gin Arg Arg Ser Gin lie Leu Arg lie Leu 

435 440 445 

Arg Lys Lys Leu Pro Leu Asn Asp His His lie Val Glu Val Asp Ala 

450 455 460 

Leu Leu Ala Ala 
465 

<210>906 
<211>970 
<212>PRT 

<213 >Chlainydia pneumoniae 
<400>906 

Met Leu Gly Phe Leu Lys Arg Phe Phe Gly Ser Ser Gin Glu Arg lie 

15 10 15 

Leu Lys Lys Phe Gin Lys Leu Val Asp Lys Val Asn lie Tyr Asp Glu 

20 25 30 

Met Leu Thr Pro Leu Ser Asp Asp Glu Leu Arg Asn Lys Thr Ala Glu 

35 40 45 

Leu Lys Gin Arg Tyr Gin Asn Gly Glu Ser Leu Asp Ser Met Leu Pro 
50 55 60 
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Glu Ala Tyr. Gly 
65 

Pro Val Glu Val 

Asp Val Gin lie 
100 

Glu Met Gin Thr 
115 

Tyr Leu Asn Ala 
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Asp Tyr Leu Ala 
145 

Trp Leu Gly Leu 

Lys Arg Lys Lys 
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Glu Phe Gly Phe 
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Glu Glu Gin Val 
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Glu Ala Arg Arg 
275 

Lys Asp Lys Lys 
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Leu Tyr lie lie 
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Lys Gly Met Gin 
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Phe Val Met Met 
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Glu Thr Leu Ser 

Glu Glu Asp Thr 
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Leu Arg Ala Gin 
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Asp Asp Gin lie 
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Gly Arg Arg Phe 
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Glu Phe Tyr Met 
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160 
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175 

Gly Thr Ala Ser 
190 

Ala Thr Arg Leu 
205 

He Asp Glu Val 

He He Ser Gly 
240 

Lys Glu Lys Val 
255 

Arg He Ala Leu 
270 

Asp He Leu Pro 
285 

Cys Arg Ser Leu 

Leu Arg Arg Val 
320 

Ti-p Asp Val Tyr 
335 

Arg Leu Ser Glu 
350 

Glu Leu Thr Asp 
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He Glu Asn Asp 
400 
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415 
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430 
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445 
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Ser Val Glu Val Mir Glu Lys Leu Ser Arg lie Leu Ji^^Gln Asn Arg 

580 585 590 

lie Glu His Thr Val Leu Asn Ala Lys Asn His Ala Gin Glu Ala Glu 

595 600 605 

lie lie Ala Gly Ala Gly Lys Leu Gly Ala Val Thr Val Ala Thr Asn 

610 615 620 

Met Ala Gly Arg Gly Thr Asp lie Lys Leu Asp Asn Glu Ala Val lie 
625 630 635 640 

Val Gly Gly Leu His Val lie Gly Thr Thr Arg His Gin Ser Arg Arg 

645 650 655 

lie Asp Arg Gin Leu Arg Gly Arg Cys Ala Arg Leu Gly Asp Pro Gly 

660 665 670 

Ala Ala Lys Phe Phe Leu Ser Phe Glu Asp Arg Leu Met Arg Leu Phe 

675 680 685 

Ala Ser Pro Lys Leu Asn Thr Leu lie Arg His Phe Arg Pro Pro Glu 

690 695 700 

Gly Glu Ala Met Ser Asp Pro Met Phe Asn Arg Leu lie Glu Thr Ala 
705 710 715 720 

Gin Lys Arg Val Glu Gly Arg Asn Tyr Thr lie Arg Lys Kis Thr Leu 

725 730 735 

Glu Tyr Asp Asp Val Met Asn Lys Gin Arg Gin Ala lie Tyr Ala Phe 

740 745 750 

Arg His Asp Val Leu His Ala Glu Ser Val Phe Asp Leu Ala Lys Glu 

755 760 765 

lie Leu Cys His Val Ser Leu Met Val Ala Ser Leu Val Met Ser Asp 

770 775 780 

Arg Gin Phe Lys Gly Trp Thr Leu Pro Asn Leu Glu Glu Trp lie Thr 
785 790 795 800 

Ser Ser Phe Pro lie Ala Leu Asn lie Glu Glu Leu Arg Gin Leu Lys 

805 810 815 

Asp Thr Asp Ser lie Ala Glu Lys lie Ala Ala Glu Leu lie Gin Glu 

820 825 830 

Phe Gin Val Arg Phe Asp His Met Val Glu Gly Leu Ser Lys Ala Gly 
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Pro Glu lie Gin Ser Leu Arg Gly Asp Thr Leu Tiir M^Thr Val 

115 120 125 

Asn Ala Val lie Glu Val Ser lie Pro Glu lie Asp Asp Glu Lys Ala 

130 135 140 

Arg Gin Leu Gin Ala Glu Ser Leu Asp Asp Leu Lys Ala Lys Leu Arg 
145 150 155 160 

lie Gin Leu Glu Lys Gin Ala Lys Asp Lys Gin Leu Gin Lys Arg Phe 

165 170 175 

Ser Glu Ala Glu Asp Ala Leu Ala Met Leu Val Asp Phe Glu Leu Pro 

180 185 190 

Thr Ser Leu Leu Glu Glu Arg lie Ser Leu lie Thr Arg Glu Lys Leu 

195 200 205 

Leu Asn Ala Arg Leu lie Gin Tyr Cys Ser Asp Glu Glu Leu Glu Lys 

210 215 220 

Arg Asn Gin Asn Leu Ser Arg Lys Gin Lys Lys Met Leu Gin Lys His 
225 230 235 240 

<210>915 
<211>186 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>915 

Val Gin Ala Ser Ser Pro Ala Phe Pro Phe Lys Ser Asn Lys Lys Gly 

15 10 15 

Cys Leu Val Pro Arg Ser Leu Ser Asn Glu Gin Phe Ser Val Asp Leu 

20 25 30 

Glu Glu Ser Pro Gly Cys lie Val Ser Ala Leu Val Lys Val Ser Pro 

35 40 45 

Glu Val Leu Asn Lys Leu Asn Lys Gin Ala Leu Lys Lys lie Lys Lys 

50 55 60 

Glu lie Thr Leu Pro Gly Phe Arg Lys Gly Lys Ala Pro Asp Asp Val 
65 70 75 80 

lie Ala Ser Arg Tyr Pro Thr Asn Val Arg Lys Glu Leu Gly Glu Leu 

85 90 95 

Val Thr Gin Asp Ala Tyr His Ala Leu Ser Thr Val Gly Asp Arg Arg 

100 105 110 

Pro Leu Ser Pro Lys Ala Val Arg Ser Asn Ser lie Thr Gin Phe Asp 

115 120 125 

Leu Gin Glu Gly Ala Lys Val Glu Phe Ser Tyr Glu Lys Leu Ser Leu 

130 135 140 

Gin Phe Leu lie Phe Leu Gly Lys Thr Phe Leu Tyr Leu Arg Lys Lys 
145 150 155 160 

Leu Leu Val Arg Phe Gin lie Val lie Ser Arg Arg Asp Ser Gin Thr 

165 170 175 

Leu Val Cys Ser Leu Gin Gin Lys Leu Leu 
180 185 
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<211>1075 

<212>PRT 

<213 >Chlamydia pneumoniae 
<400>916 

Ala Asp Tyr lie lie His Ser Tyr Ser Arg Gly Glu Met Leu Asn Phe 

15 10 15 

Arg Lys Leu Arg Arg Asp Phe Ser Ala Asn lie Leu Gin Asp Gly Lys 

20 25 30 

Lys Leu Phe Glu Gin Gly Ala Val lie Asp Ala Lys lie Leu Ser Met 

35 40 ^ 45 

Asn Gly Glu Thr Val Cys lie Ser Ala Gin Val Arg Gly Leu Tyr Asp 

50 55 60 

Asn lie Tyr Glu Cys Glu lie Glu Val Asp Arg Ser Glu Ser Asp Thr 
65 70 75 80 

Val Asp Ser Asn Cys Asp Cys Ser Tyr Asn Tyr Asp Cys Gin His lie 

85 90 95 

Val Ala Leu Leu Phe Tyr Leu Glu Gin Tyr Phe Asn Glu Met Val Val 
100 105 110 
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Ala Tyr Ala Ai^^er Ala Asp Leu Glu Thr Asp Hi^^u He Asn Glu 

115 120 125 

Glu Val Lys Lys Glu Leu Lys Glu Thr Phe Val Ala Ala Ala Thr Lys 

130 135 140 

Glu Glu Glu Arg Lys Asp Arg Glu His Gin Lys Glu He Leu Arg Glu 
145 150 155 160 

Tyr Val His Ala Ala Asn Ala Leu Ser Ala Asn Pro Phe Phe Leu Pro 

165 170 175 

Leu Glu Tyr Leu Glu Lys Asp Ser Ala Glu Leu Ala Val Leu Phe Val 

180 185 190 

Ser Val Asn Glu Asp Thr Phe Ala Pro Ala Asn Gin Pro He Glu Phe 

195 200 205 

Gin Leu Val Leu Arg Leu Pro Cys Arg Ser Lys Pro Phe Tyr He Ser 

210 215 220 

Asn He Arg Thr Phe Leu Glu Gly Val Leu Tyr Gin Glu Pro He Val 
225 230 235 240 

Leu Asn Gly Arg Arg Phe Phe Phe Thr Met Gin Ser Phe Asn Ala Ser 

245 250 255 

Asp Arg Lys Leu He Asp Leu Leu He Arg Tyr Val Arg Tyr Pro Asn 

260 265 270 

His Thr Thr Glu Glu Lys Leu Leu Lys Ser Ala Tyr Leu Met Pro Pro 

275 280 285 

Ala Leu Gly Val He Leu Ala Lys Met Phe Glu His Gin Leu Ala Asp 

290 295 300 

Arg Gly Gly Gly Ser Leu Gly Glu Lys Glu Ser Phe Ser Gly Leu Phe 
305 * 310 315 320 

Cys Gly Asn Leu Glu Glu Pro Leu Cys Trp Ser Leu Thr Pro Ala Lys 

325 330 335 

Met Lys Phe Asn Leu Asp Phe Phe Asp Met Pro Tyr Lys Ala Leu Leu 

340 345 350 

Met Thr Pro Val He Leu Val Asp Asp Asp Glu Val Gin Pro Glu Gin 

355 360 365 

Thr Met Leu Leu Glu Ser Asp Ala Pro Gly He He His His Phe Val 

370 375 380 

Tyr His Arg Phe Ser Pro Gin He Lys Arg Ala His Leu Arg Ser Phe 
385 390 395 400 

Ser Arg Leu Arg Asp He Ala He Pro Glu Ala Leu Phe Gly Ser Phe 

405 410 415 

Arg Glu Asn Ala Leu Pro Val Phe Gin Glu Tyr Ala Glu He Ala Asn 

420 425 430 

Val His Leu Leu Asn Ser Phe Val Thr Leu Pro Tyr Val Asp Glu Val 

435 440 445 

Arg Ala He Cys Asp Met Ser Tyr Leu Asp Gly Glu Leu Glu Ala Lys 

450 455 460 

Leu His Phe Leu Tyr Gly Ser Leu Arg Val Pro Ala Ala Ser Leu Ala 
465 470 475 480 

Leu Gin Tyr Gin Asp Val Arg Ala Phe He Ser Asp Glu Gly He Leu 

485 490 495 

Ala Arg Asn Leu Val Glu Glu Arg Lys Met Leu Glu Glu Val Phe Ser 

500 505 510 

Gly Phe He Tyr Asp Glu Arg Asp Gly Ala Phe Arg Val Lys Ser Glu 

515 520 525 

Lys Lys He Val Glu Phe Met Thr Glu Thr He Pro Ala Asn Gin His 

530 535 540 

Arg He Thr Phe Asn Cys Pro Glu Asn Leu Ser Gly Gin Phe He Tyr 
545 550 555 560 

Asp Glu Thr He Phe Glu Leu Ser Phe Arg Glu Gly Ser Asp He Asn 

565 570 575 

Tyr Tyr Glu Ala Asp Leu Lys Val His Gly Leu Leu Lys Gly Val Pro 

580 585 590 

Leu Asp Leu Leu Trp Asp Cys He Ser Ala Lys Lys Arg Phe Leu Glu 

595 600 605 

Leu Pro Lys Ala Gly Gin Gin Ser Lys Gly Thr Arg Arg Gly Lys Val 
610 615 620 
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• Cys lie Leu Val Leu Asp Leu Gl^FL> 



Asn Ser Gly Lys Leu M^Cys lie Leu Val Leu Asp Leu C^^^Lys lie 

625 630 635 640 

Ala Pro Val Val Gin lie Phe Asn Glu lie Gly Phe Lys Val Leu Asp 

645 650 655 

Asp Leu Val Gin Lys Cys Pro Leu Trp Ser Leu Thr Gly lie Ser Leu 

660 665 670 

Asp Gin Phe Glu Ala Leu Pro Val Asn Phe Ser Met Ser Glu Arg Leu 

675 680 685 

lie Glu He Gin Lys Gin He Arg Gly Glu He Glu Phe Asp Phe Gin 

690 695 700 

Asp Val Pro Gin Gin He Gin Ala Thr Leu Arg Ser Tyr Gin Thr Glu 
705 710 715 720 

Gly Val His Trp Leu Glu Arg Leu Arg Lys Met His Leu Asn Gly He 

725 730 735 

Leu Ala Asp Asp Met Gly Leu Gly Lys Thr Leu Gin Ala He He Ala 

740 745 750 

Val Thr Gin Ser Lys Leu Glu Lys Gly Ser Gly Cys Ser Leu He Val 

755 760 765 

Cys Pro Thr Ser Leu Val Tyr Asn Trp Lys Glu Glu Phe Arg Lys Phe 

770 775 780 

Asn Pro Glu Phe Arg Thr Leu Val He Asp Gly Val Pro Ser Gin Arg 
785 790 795 800 

Arg Lys Gin Leu Thr Ala Leu Ala Asp Arg Asp Val Ala He Thr Ser 

805 810 815 

Tyr Asn Leu Leu Gin Lys Asp Val Glu Leu Tyr Lys Ser Phe Arg Phe 

820 825 830 

Asp Tyr Val Val Leu Asp Glu Ala His His He Lys Asn Arg Thr Thr 

835 840 845 

Arg Asn Ala Lys Ser Val Lys Met He Gin Ser Asp His Arg Leu He 

850 855 860 

Leu Thr Gly Thr Pro He Glu Asn Ser Leu Glu Glu Leu Trp Ser Leu 
865 870 875 880 

Phe Asp Phe Leu Met Pro Gly Leu Leu Ser Ser Tyr Asp Arg Phe Val 

885 890 895 

Gly Lys Tyr He Arg Thr Gly Asn Tyr Met Gly Asn Lys Ala Asp Asn 

900 905 910 

Met Val Ala Leu Lys Lys Lys Val Ser Pro Phe He Leu Pro Arg Met 

915 920 925 

Lys Glu Asp Val Leu Lys Asp Leu Pro Pro Val Ser Glu He Leu Tyr 

930 935 940 

His Cys His Leu Thr Glu Ser Gin Lys Glu Leu Tyr Gin Ser Tyr Ala 
945 950 955 960 

Ala Ser Ala Lys Lys Glu Leu Ser Arg Leu Val Lys Gin Glu Gly Phe 

965 970 975 

Glu Arg He His He His Val Leu Ala Thr Leu Thr Arg Leu Lys Gin 

980 985 990 

He Cys Cys His Pro Ala He Phe Ala Lys Asp Ala Pro Glu Pro Gly 

995 1000 1005 

Asp Ser Ala Lys Tyr Asp Met Leu Met Asp Leu Leu Ser Ser Leu Val 

1010 1015 1020 

Asp Ser Gly His Lys Thr Val Val Phe Ser Gin Tyr Thr Lys Met Leu 
1025 1030 1035 1040 

Gly He He Lys Lys Asp Leu Glu Ser Arg Gly He Pro Phe Val Tyr 

1045 1050 1055 

Leu Asp Gly Ser Thr Lys Asn Arg Leu Asp Leu Val Asn Gin Phe Asn 
1060 1065 1070 

Glu Asp Thr 
1075 

<210>917 
<211>366 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>917 

Met Ser Pro His Arg Asn Leu Phe Lys Leu Lys Asn Phe Ser Asn Arg 
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<400>919 

Arg Lys Gly Ala Val Asn Arg Glu Phe Gly Trp Ala Ala Gly Leu Pro 

1 5 10 15 

Pro Gly Phe Gin Gly Phe Pro Ser Gin Ser Val Lys Gly Ser Gly Gly 

20 25 30 

Cys Ser Val Asn Pro Ser His Gin Thr Ser Pro Ser Ala Val Lys Ala 

35 40 .45 

Thr Phe Val Lys lie Glu Phe Asp Leu Gin Val Ala Lys Ala Leu Gly 

50 55 60 

Phe Val Arg Ser Glu Val Pro Gly Ala Thr Pro Lys Asn Pro Tyr Ser 
65 70 75 80 

Gly Phe Thr Ala Tyr Asn Leu Pro Ser Arg Pro Gly Arg lie Gin Ala 

85 90 95 

lie Ser Ser Pro lie His Ser lie Phe Gin Pro Gly Ser Leu Gly lie 

100 105 110 

Asn lie Ala Lys Phe Val Leu Pro Gin Ala Leu Gly Asn Glu Ala Glu 

115 120 125 

Lys Tyr Phe Phe Phe Pro Ser Gly Leu Val lie Pro lie lie Asn Met 

130 135 140 

Cys Ser Ala Ser Gin Pro 
145 150 
<210>920 
<211>780 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>920 

lie Lys Leu Arg lie lie Asp Tyr Tyr Tyr Leu lie Asn Thr Val Thr 

15 10 15 

Leu Gin Pro Ser Tyr lie Asn Phe Thr Pro Asn Val Thr Thr Ala Leu 

20 25 30 

Ser Gly Gly Lys lie Asp Thr Ser Ala lie Glu Leu Ser Cys Ser Ala 

35 40 45 

Leu Phe Phe Gin Glu Leu Gin Asp Lys Ala Gin Gly Leu Lys His Ala 

50 55 60 

Leu Gly Leu Val Gin Glu Leu Ser Ala Glu Ala Leu Arg Pro Ala Gin 
65 70 75 80 

Val Gin Thr Ser lie Ser Tyr Leu Pro Thr Glu Glu Ser Ser Arg Pro 

85 90 95 

Gly lie Ser Ala Gly lie He Asp Arg Thr Met Pro Thr Phe Thr Asp 

100 105 110 

Asp Glu Val Lys Ala He Leu Gin Asn Pro Asn Phe Glu Thr Ser Lys 

115 120 125 

He Phe Val Glu Gly Leu Asp Lys Val Phe Lys Ser Tyr Leu Asp Ser 

130 135 140 

Val Thr Pro Pro Glu Gly He Asp Pro Ser Asn Pro Glu Ser Ala He 
145 150 155 160 

He Leu Asn Tyr He Thr Leu Leu Asn Asn Leu Lys Pro Lys Phe Ala 

165 170 175 

Ala Gly Ser Thr Pro Thr Asp Ala Asp Tyr Asn Ala Leu Tyr Ala Leu 

180 185 190 

Pro Gly Asp Phe Val Lys Glu He Glu Ala Leu Lys Ala Ala Asp Ala 

195 200 205 

Pro Pro Lys Ser Lys Val His Ala Phe Trp Gin Glu He Met Thr He 

210 215 220 

Tyr Asn Asn Met Gin Val Leu Ser Tyr Pro Val Thr Asp Tyr Leu Asn 
225 230 235 240 

Val Gin He Ala Asp Leu Ser Leu Asn He Thr Ala Ala Gin Glu Val 

245 250 255 

Gin Gin Tyr Leu Lys Asn Phe Tyr Ser He Leu Lys Asp He Leu Asn 

260 265 270 

Pro Gly Trp Thr Asp Pro Gin Ala Thr His Tyr Pro Ala Asp Ala Glu 

275 280 285 

Tyr Asn Ala Arg Asp Ala Gly Val He Gin Ser Leu Leu Asn Leu Ser 
290 295 300 
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Gly Asn Tyr Arg Gln^Bu Thr Glu Asn Met Leu Pro Asn Asp Thr 

305 310 315 320 

Ser Leu Pro Gin Glu lie lie Ala Gin lie Arg Ser Phe Gin Asn Gly 

325 330 335 

Val Asn Gly Thr lie lie Ala Ser Asn Thr Leu Leu Pro Thr Thr Met 

340 345 350 

Arg Leu Asp Thr Leu Leu Gly Val lie Tyr Thr Tyr Gin Cys Cys Ala 

355 360 365 

Thr lie Phe Gly Met Ser Tyr Gly Thr Ser Thr Pro Ala Lys Gin Asn 

370 375 380 

Tyr lie Asp Ala lie Asn Gin Glu Lys Ser Tyr Trp Gin Ala Arg Ala 
385 390 395 400 

Asn Gly Phe Asp Val Thr Ser Asp Gin Val Phe Asp Gin Phe Ala Thr 

405 410 415 

Asn lie Gin Ser Gly Thr Ser Tyr Arg Gly lie Asp Leu Phe Lys Asn 

420 425 430 

Asn Lys Val Asn Glu lie Asn Pro lie Phe Leu Ser Gin Ala Ala Ser 

435 440 445 

Phe Leu Arg Tyr Pro Tyr Asn Leu Met Ser Arg Ser Met Tyr Gin Thr 

450 455 460 

lie Glu Asp Ala Ala Asn Arg Ser lie Thr Ala Leu Asp Gly Leu lie 
465 470 475 480 

Ser Gly Trp Ser Thr Gin lie Ala Thr Phe Gin Thr Gin Lys Asn Ser 

485 490 495 

Leu Asp Pro Ser Leu Leu Lys Tyr Phe Asp Thr Met Lys Ala Asn Lys 

500 505 510 

Glu Ser Phe Val Thr Thr Ala Pro Leu Gin Met Val Tyr Ser Ser Leu 

515 520 525 

Met Leu Asp Lys Tyr Leu Pro Thr Gin Gin Asn Val lie Ala Ser Leu 

530 535 540 

Gly lie Gin Met Thr Tyr Ser Asn Lys Ala Ala Lys Tyr Leu Asn Glu 
545 550 555 560 

Leu lie Lys Glu lie Thr Thr Phe Gin Ser Ala Asp lie Tyr Tyr Ser 

565 570 575 

Leu Ser lie Tyr Leu Lys Gin Met Asn Leu Gin Ala Val Ala Asp Pro 

580 585 590 

lie Gly Lys Ala Val Gly Val Leu Asn Asp Glu Lys Thr Arg Ala Met 

595 600 605 

Ala Asp lie Thr Arg Cys Asn Lys lie Lys Ala Ala lie Asp Lys Met 

610 615 620 

Leu Val Glu lie Lys Ala Asp Ala Glu Leu Ser Lys Ser Gin lie Arg 
625 630 635 640 

Glu Leu Val Asp Thr Leu Thr Asn Phe Lys Ser Gin Ser Asp Asp Leu 

645 €50 655 

lie Arg Asn Leu Ser Cys Leu Leu Gly Phe Leu Ser Gly Leu Thr Leu 

660 665 670 

Lys Ala Val Asn Asp Pro Asn Ala Thr Tyr Glu Ala Phe Thr Ala Glu 

675 680 685 

lie Phe Thr Glu Pro Phe Asn Asn Trp Lys Arg Gin Leu Ala Thr Phe 

690 695 700 

Glu Ser Phe Val lie Gin Gly Gly Gin Asn Gly lie Thr Pro Gly Gly 
705 710 715 720 

Gin Gin Gin Leu Leu Gin Ala Met Glu Ser Ser Gin Gin Asp Phe Ser 

725 730 735 

Thr Phe Asn Gin Asn Gin Gin Leu Ala Leu Gin Leu Glu Ser Ser Ala 

740 745 750 

Met Gin Gin Glu Trp Thr Leu Val Ser Ala Ala Leu Ala Leu Leu Asn 

755 760 765 

Gin Met Val Ser Lys lie Ala Arg Arg lie Lys Ser 
770 775 780 

<210>921 
<211>391 
<212>PRT 

<213>Chlamydia pneumoniae 
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<400>921 

Asn He Met His Pro Lys He Glu Lys Arg Asn Ser Leu Pro Leu Thr 

15 10 15 

Ala Val Ala Pro Val Phe Glu Glu Ser Tyr His Pro Ser Val Ala Thr 

20 25 30 

Thr Val Asp Tyr Val Asp Ala Thr Thr Leu Ser Arg His Leu Thr Val 

35 40 45 

Leu Lys Asp Val He Lys Glu Ala Arg Asn Leu Asp Leu Gly Lys Ala 

50 55 60 

Phe Leu Thr Ser Met Lys Gin Gly Phe He Asn Thr Gly Thr Glu Leu 
65 70 75 80 

Ala He He Gin Ala Ser Leu Ala Asp Gin Ser Ser Arg Glu Ser Arg 

85 90 95 

Lys Lys Glu Glu Lys He Phe His Gin His Leu Gly Lys Ala Ala Pro 

100 105 110 

Gin Ala Ala Thr Ala Thr Ser Gly Val Gin Pro Thr Ala Asp Pro Val 

115 120 125 

Ala Asp Lys Met Pro Leu Gin Ser Ala Phe Ala Tyr Val Leu Leu Asp 

130 135 140 

Lys Tyr He Pro Ala Gin Glu Glu Ala Leu Tyr Ala Leu Gly Arg Glu 
145 150 155 160 

Leu Asn Leu Ser Gly Tyr Ala Gin Asn Leu Phe Ser Pro Leu Leu Asp 

165 170 175 

Met He Lys Ser Phe Asn Ser Ala Pro He Asn Tyr Asn Leu Gly Ser 

180 185 190 

Tyr He Ser Gin Thr Ser Gly Thr Ala Asn Phe Ala Tyr Gly Tyr Glu 

195 200 205 

Met He Leu Ser Arg Tyr Asn Asn Glu Val Ser Gin Cys Arg Leu Asp 

210 215 220 

He Ala Ser Thr Val Lys Ala Lys Ala Ala Leu Ala Asn Met Ser Ala 
225 230 235 240 

Ser Val Lys Ala Asn Val Ser Leu Thr Asp Ala Gin Lys Lys Gin He 

245 250 255 

Glu Asp He He Ala Ser Tyr Thr Lys Ser Leu Asp Val He His Thr 

260 265 270 

Gin Leu Thr Asp Val Met Thr Asn Leu Ala Ser He Thr Phe Val Pro 

275 280 285 

Gly Leu Asn Lys Tyr Asp Pro Ser Tyr Arg He Val Gly Gly Asp Leu 

290 295 300 

Ser He He Ala Leu Gin Asn Asp Glu Lys Val Leu Val Asp Gly Lys 
305 310 315 320 

Val Asp He Thr Thr Ala Val Asn Glu Gly Gly Leu Leu Asn Phe Phe 

325 330 335 

Thr Thr Val Leu Thr Asp Val Gin Asn Tyr Gly Asp Leu Ala Gin Thr 

340 345 350 

Gin Gin Leu Met Leu Asp Leu Glu Leu Lys Ala Met Gin Gin Gin Trp 

355 360 365 

Ser Leu Val Ser Ala Ser Leu Lys Leu Leu Asn Gly Met Tyr Thr Thr 

370 375 380 

Val He Ser Gly Phe Lys Asn 
385 390 
<210>922 
<211>348 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>922 

Gly Pro Phe Asp Met Asn Ser Lys Met Leu Lys His Leu Arg Leu Ala 

15 10 15 

Thr Leu Ser Phe Ser Met Phe Phe Gly He Val Ser Ser Pro Ala Val 

20 25 30 

Tyr Ala Leu Gly Ala Gly Asn Pro Ala Ala Pro Val Leu Pro Gly Val 

35 40 45 

Asn Pro Glu Gin Thr Gly Trp Cys Ala Phe Gin Leu Cys Asn Ser Tyr 
50 55 60 
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Asp Leu Phe Ala Ala^Pu Ala Gly Ser Leu Lys Pne Giy Tyr Gly 

65 70 75 80 

Asp Tyr Val Phe Ser Glu Ser Ala His lie Thr Asn Val Pro Val He 

85 90 95 

Thr Ser Val Thr Thr Ser Gly Thr Gly Thr Thr Pro Thr He Thr Ser 

100 105 110 

Thr Thr Lys Asn Val Asp Phe Asp Leu Asn Asn Ser Ser He Ser Ser 

115 120 125 

Ser Cys Val Phe Ala Thr He Ala Leu Gin Glu Thr Ser Pro Ala Ala 

130 135 140 

He Pro Leu Leu Asp He Ala Phe Thr Ala Arg Val Gly Gly Leu Lys 
145 150 155 160 

Gin Tyr Tyr Arg Leu Pro Leu Asn Ala Tyr Arg Asp Phe Thr Ser Asn 

165 170 175 

Pro Leu Asn Ala Glu Ser Glu Val Thr Asp Gly Leu He Glu Val Gin 

180 185 190 

Ser Asp Tyr Gly He Val Trp Gly Leu Ser Leu Gin Lys Val Leu Trp 

195 200 205 

Lys Asp Gly Val Ser Phe Val Gly Val Ser Ala Asp Tyr Arg His Gly 

210 215 220 

Ser Ser Pro He Asn Tyr He He Val Tyr Asn Lys Ala Asn Pro Glu 
225 230 235 240 

He Tyr Phe Asp Ala Thr Asp Gly Asn Leu Ser Tyr Lys Glu Trp Ser 

245 250 255 

Ala Ser He Gly He Ser Thr Tyr Leu Asn Asp Tyr Val Leu Pro Tyr 

260 265 270 

Ala Ser Val Ser He Gly Asn Thr Ser Arg Lys Ala Pro Ser Asp Ser 

275 280 285 

Phe Thr Glu Leu Glu Lys Gin Phe Thr Asn Phe Lys Phe Lys He Arg 

290 295 300 

Lys He Thr Asn Phe Asp Arg Val Asn Phe Cys Phe Gly Thr Thr Cys 
305 310 315 320 

Cys He Ser Asn Asn Phe Tyr Tyr Ser Val Glu Gly Arg Trp Gly Tyr 

325 330 335 

Gin Arg Ala He Asn He Thr Ser Gly Leu Gin Phe 
340 345 

<210>923 
<211>334 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>923 

Met Lys Gin His He Gly Tyr Leu Gly Met Gly He Trp Gly Phe Cys 

15 10 15 

Leu Ala Ser Leu Leu Ala Asn Lys Gly Tyr Pro Val Val Ala Trp Ser 

20 25 30 

Arg Asn Pro Asp Leu He Lys Gin Leu Gin Glu Glu Arg Arg His Pro 

35 40 45 

Leu Ala Pro Asn Val Val He Ser Pro Asn Leu Ser Phe Thr Thr Asp 

50 55 60 

Met Lys Glu Ala He His Asn Ala Phe Met He Val Glu Gly Val Thr 
65 70 75 80 

Ser Ala Gly He Arg Pro Val Ala Glu Gin Leu Lys Gin He Thr Asp 

85 90 95 

Leu Ser Val Pro Phe Val He Thr Ser Lys Gly He Glu Gin Asn Thr 

100 105 110 

Gly Leu Leu Leu Ser Glu He Met Leu Glu Val Leu Gly Asp Ser Val 

115 120 125 

Thr Pro Tyr Leu Gly Tyr Leu Ser Gly Pro Ser He Ala Lys Glu Val 

130 135 140 

Leu Asn Gly Ser Pro Cys Ser Val Val Val Ser Ala Tyr Asp Ser Gin 
145 150 155 160 

Thr Leu Lys Gin He His Glu Ala Phe Ser Leu Pro Thr Phe Arg Val 

165 170 175 

Tyr Pro Asn Thr Asp He Lys Gly Ala Ala Leu Gly Gly Ala Leu Lys 
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180 185 ^^BTSO 

Asn Val lie Ala He Ala Cys Gly He Ala Glu Gly Leu Ser Phe Gly 

195 200 205 

Asn Asn Ala Lys Ala Gly Leu Val Thr Arg Gly Leu His Glu Met Arg 

210 215 220 

Lys Leu Ala Ala He Met Asp Cys Lys Pro Glu Thr Leu Asn Gly Leu 
225 230 235 240 

Ala Gly Leu Gly Asp Leu Cys Val Thr Cys Phe Ser Glu Ser Ser Arg 

245 250 255 

Asn Leu Arg Phe Gly His Leu Leu Ala Gin Gly Leu Thr Phe Glu Gin 

260 265 270 

Ala Lys Ala Lys He Gly Met Val Val Glu Gly Ala Tyr Thr Ala Leu 

275 280 285 

Ser Ala Tyr Gin Val Ala Lys His His Lys He Asp Met Pro He Thr 

290 295 300 

Thr Gly He Tyr Arg Val Leu Tyr Glu Asn Leu Asp Leu Lys Glu Gly 
305 310 315 320 

He Ala Leu Leu Leu Gin Arg Asn Thr Lys Glu Glu Phe Leu 
325 330 

<210>924 
<211>461 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>924 

Met Thr Glu Ser Val Tyr Ser Pro Ser Ala Met His Val Asn Ser Leu 

15 10 15 

Ala Asp Lys Leu Lys Ala He Asn Gin Glu His He Leu Asp He Trp 

20 25 30 

Pro Ser Leu Ser Pro Lys Gin Gin Gin Arg Leu Phe Gin Gin Leu Thr 

35 40 45 

Ser Val Asp He Asp Phe Phe Arg Lys Gin Gin Gin Leu Leu Ser Ser 

50 55 60 

Pro Thr Ala He Leu Lys Asp Phe His Pro He Thr Ser Phe Ala Ser 
65 70 75 80 

Ser Gly Glu Asp Pro Glu Arg Ala His Ala Gly Thr Thr Leu Leu Lys 

85 90 95 

Glu Lys Lys Val Ala Cys Val Val Leu Ala Gly Gly Gin Gly Ser Arg 

100 105 110 

Leu Lys Cys Asp Gly Pro Lys Gly Leu Phe Pro Val Ser Pro He Lys 

115 120 125 

Lys Lys Pro Leu Phe Gin Leu Val Ala Glu Lys Val Arg Ala Ala Ser 

130 135 140 

Lys Leu Ala Gly Gin Pro Leu Pro Leu Ala Phe Met Thr Ser Pro Leu 
145 150 155 160 

Asn Thr Arg Gin Thr Arg Ser Phe Phe Glu Ser Asn Asp Tyr Phe His 

165 170 175 

Leu Asp Pro Asn Gin Val Asp Phe Phe Cys Gin Pro Leu Trp Pro Leu 

180 185 190 

Leu Thr Leu Ser Gly Asp Leu Phe Leu Glu Asp Met Asp Thr Leu Ala 

195 200 205 

Leu Gly Pro Asn Gly Asn Gly Cys He Ala Thr Leu Leu Tyr Thr Ser 

210 215 220 

Gly Val Trp Glu Lys Trp Lys Asn Ala Gly He Glu Met Val Ser Val 
225 230 235 240 

He Pro He Asp Asn Pro Leu Ala Leu Pro Phe Asp Val Glu Leu Cys 

245 250 255 

Gly Phe His Ala Met Ser Asn Asn Glu Val Thr He Lys Ala Ala Leu 

260 265 270 

Arg Gin Thr Ala He Glu Asp Val Gly He Leu Val Lys Ser His Asp 

275 280 285 

Ser Gly Lys Thr Ser Val He Glu Tyr Ser Glu He Pro Gin Asn Glu 

290 295 300 

Arg Phe Ala Leu Asn Glu Asp Gly Lys Leu Lys Tyr Cys Leu Ala Asn 
305 310 315 320 
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Glu 
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Thr 


Glu 
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Ala 


Gly 
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Asp 


Lys 


Gly 


Ser 


He 
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Ala 
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Tyr 


Tyr 
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He 


Phe 


Thr 
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305 
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Lys 
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Leu 


Thr 
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Gin 


Gly 
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330 335 
Lys Ala Leu Ala Ser Pro Pro lie Asp lie Leu Ser Ser Leu Ser Arg 

340 345 350 

Ser Ala Gin Ala Leu Ala Leu Pro His His Tyr Ala Ala Ala Glu Arg 

355 360 365 

Leu Arg Ser Leu Leu Lys Val Tyr Asn Glu Ala Leu Asp lie lie His 

370 375 380 

Leu Gly Ala Tyr Thr Pro Gly Gin Asp Glu Glu Leu Asp Lys Ala Val 
385 390 395 400 

Lys Leu Leu Pro Ser lie Lys Ala Phe Leu Ala Gin Pro Leu Ser Ser 

405 410 415 

Tyr Cys Tyr Leu Asp Asn Thr Leu Lys Gin Leu Glu Ala Leu Ala Asp 
420 425 430 

Ser 



<211>91 
<212>PRT 

<2 13 >Chlamydia pneumoniae 
<400>926 



Met 
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His 


Ala 


Val 


Lys 


Thr 


Glu 


Ser 


Arg 


Trp 


Ser 


Ser 


Ser 


Ser 


Leu 


1 








5 










10 










15 




lie 


Ser 


Cys 


Leu 
20 


Arg 


He 


Pro 


Leu 


Gly 
25 


Val 


Ser 


He 


Leu 


Asn 
30 


Pro 


Asp 


Arg 


Leu 


Gin 
35 


Glu 


Val 


Ser 


Gly 


Lys 
40 


Asn 


Ser 


Ala 


Cys 


Leu 
45 


He 


Met 


Gly 


Ser 


Ser 
50 


Trp 


Val 


Glu 


He 


Gin 
55 


Ser 


Val 


Ser 


Val 


Leu 
60 


Arg 


Ser 


Ser 


Gly 


Trp 


Arg 


Asn 


Thr 


Leu 


Met 


Gly 


Val 


Arg 


Asp 


Leu 


Asn 


Val 


Val 


Cys 


Leu 


65 










70 
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80 


Trp 


Ser 


Ala 


Val 


Glu 
85 


Arg 


Ser 


Arg 


Ala 


Ser 
90 


Ser 













<210>927 
<211>266 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>927 
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Thr 
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Met 
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Thr 
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Tyr 


Trp 


Leu 
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50 
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Leu 
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Lys 
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Phe 
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His 


65 










70 
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80 
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He 
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Glu 
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Val 


Cys 


Asn 


Leu 


Val 


Cys 


Gly 










85 










90 










95 
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Ser 


Tyr 


Ser 


Glu 


Ala 


Tyr 


Lys 


Met 


Thr 


Leu 


Asp 


Asp 


He 


Asp 


Lys 








100 










105 










110 






Ser 


Leu 


Arg 


Val 


His 


Ala 


His 


Gin 


Pro 


Ala 


Leu 


Pro 


Glu 


Asp 


Ser 


He 






115 










120 










125 








Ser 


Leu 


Tyr 


His 


Phe 


Val 


He 


Asp 


Ala 


Leu 


Asp 


Thr 


Ala 


Val 


Glu 


Gin 




130 










135 










140 










Cys 


Leu 


Glu 


He 


Pro 


Leu 


Glu 


Asp 


Gly^ Ser 


Leu 


Pro 


Leu 


Gin 


Asn 


Ser 


145 










150 










155 










160 


Pro 


Met 


Asn 


Leu 


Asp 


Phe 


Glu 


Asp 


Ala 


Asn 


Pro 


Tyr 


Ser 


Gin 


Ser 


Asp 










165 










170 










175 




Trp 


Glu 


Ala 


Leu 


Thr 


His 


Glu 


Gin 


Lys 


Leu 


Tyr 


Ala 


Leu 


Arg 


Ala 


Thr 








180 










185 










190 






He 


Ala 


Glu 


Lys 


He 


Gly 


Pro 


Tyr 


He 


Ala 


Met 


Asp 


Gly 


Gly 


Glu 


Val 






195 










200 










205 








Thr 


Val 


Glu 


Ser 


Leu 


Glu 


Asn 


Phe 


He 


Val 


Thr 


He 


Ala 


Tyr 


Ser 


Gly 
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210 215 220 

Asn Cys Ser Gly Cys Pro Ser Ser Leu Gly Ser Thr Leu Asn Ser He 
225 230 235 240 

Gly Gin Leu Leu Arg Ala Tyr He Tyr Pro Glu Leu Gin Val Lys Val 

245 250 255 

Asp Glu Ser Ser Leu Asn Leu Ser His Pro 
260 265 

<210>928 
<211>401 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>928 

Gly Arg Gly Thr He Phe Arg He Thr Asp Gly Lys Thr Ser Cys He 

15 10 15 

Ser Met Glu Lys Pro Gin Asn Arg Lys Ala Pro Arg He Phe Trp Leu 

20 25 30 

Asn Asn Gin Val Ala He Pro Pro Ser Glu Arg Val Lys Glu Ser Tyr 

35 40 45 

Ala Leu His Ser Asp He Phe Ser Leu Pro Pro Gly Ser Ala Leu Lys 

50 55 60 

Leu Ala Glu Lys Thr Glu Glu Ser He Arg Gin Leu Val Gly Leu Lys 
65 70 75 80 

Asp Ser His He Phe Arg Phe Val Pro His Phe Pro His Val Val His 

85 90 95 

He val Leu Ala Ala Leu Val Glu Asn Leu Ser Met Phe Gin Gly Arg 

100 105 110 

Asn His He He Leu Pro Ala His Asp Gin Gin Leu Leu He Asn Ser 

115 120 125 

Leu Cys Arg His Gin Gly Leu Gly Thr Thr Tyr Asp Trp Val Thr Val 

130 135 140 

Asn His Glu Gly Arg He Val Glu Glu Gin Leu He Glu Thr Leu Ser 
145 150 155 160 

Pro Arg Ser Leu Leu Phe Ser Leu Ser Ala Ala His Gly Leu Thr Gly 

165 170 175 

Val He Gin Pro Leu Asp Pro Leu Leu Ser Leu Cys Lys Asp Arg Arg 

180 185 190 

He Leu Leu His Leu Asp He Ser Asp He Leu Gly Arg Ala Pro Leu 

195 200 205 

Thr Pro Glu He Leu Asn Ala Asp He He Thr Phe Ser Ser Ala Ala 

210 215 220 

Leu Glv Gly Met Gly Ser He Gly Gly He Phe He Arg Lys Ser Leu 
225 ' 230 235 240 

Glu Arg Val Phe Ser Ser Trp Phe Pro Pro His Thr Ser Ala Ser Leu 

245 250 255 

Cys Phe Ser Ala Val Ala Ala Met Gin Thr Ala Cys Glu Glu Arg He 

260 265 270 

Ser Ala Leu Pro Leu Phe Thr Phe His Thr Ser Asn Leu Cys Lys Lys 

275 280 285 

Leu He Gin Glu Leu Gin Ser Val Leu Pro Ser He Gin Leu Ala Phe 

290 295 300 

Ser Glu Val Gin Asn Arg Leu Pro Asn He Val Val Ala Ala He Pro 
305 310 315 320 

Asp He Pro Ala Glu Ser Leu Ala Phe His Leu His Gin Gin Gly He 

325 330 335 

Tyr Pro Ser Leu Gly Tyr Glu Arg Phe Gin Pro Leu Ala Gin Val Leu 

340 345 350 

Gin Asn Cys Gly He Ser Pro Phe Leu Cys His Ser Ala Leu His Phe 

355 360 365 

Ser Leu Thr Glu Arg Ser Lys Asp Leu Glu Phe Ser Lys Leu Ala Arg 

370 375 380 

Ala Met His Asp Ala He Lys His Leu Thr Pro Leu Leu Gly Ser Ser 
385 390 395 400 

Ser 
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<210>929 
<211>228 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>929 
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-i~ JL Z> 
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Lys 


Glu 


Thr 


Ser 


Gly 


Leu 


He 








100 










J. u x> 










Tin 
J. X U 






lieu 


Val 


Thr 


Asn 


Asp 


Gly 


Glu 


Phe 


Ala 


Asn 


Lys 


He 


He 


His 


Pro 


Ser 






115 
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Lys 
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Ser 
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Ser 
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He 


Asp 


Gly 
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145 










150 
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Val 
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Val 
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He 
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Arg 
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Val 
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-r^^le Leu Glu Leu Lys Arg He hrg^Ke 



Ala Ala Gly Leu Pr^Tle Leu Glu Leu Lys Arg iie Mi;y— ie Gly Ser 

1-9 5 20 0 2 05 

Leu val Leu Gly Gly Leu Arg Tyr Gly Glu Tyr Arg Glu Leu Thr Asp 

210 215 220 

Ala Glu Leu Gly Thr Tyr Met Lys Leu Ser Asp 
225 230 235 

<210>931 
<211>193 
<212>PRT 

<2 13 >Chlamydia pneumoniae 
<400>931 

Asn Met Lvs Val He Tyr Tvr Glu He Glu Glu He Pro Ser Thr Asn 

1^5 10 15 

Thr Met Ala Lys Ser Tyr Met His Leu Trp Asp Pro Tyr Ala Leu Thr 

20 25 30 

Val He Ser Thr Lys Cys Gin Thr Ala Gly Thr Gly Lys Phe Gly Lys 

35 40 45 

Ser Trp Lys Ser Ser Lys Gly Asp Leu Leu Asn Thr Phe Cys Phe Phe 

50 55 60 

He Thr Asp Leu His He Asp Val Ser Arg Leu Phe Arg Leu Gly Thr 
65 70 75 80 

Glu Ala Val Val Ala Leu Cys Lys Asp Leu Gly He Thr Glu Ala Lys 

85 90 95 

He Lys Trp Pro Asn Asp Val Leu Val His Gly Glu Lys Leu Cys Gly 

100 105 110 

Val Leu Pro Glu Thr Leu Pro Val Glu Gly Leu Leu Gly Val Val Leu 

115 120 125 

Gly He Gly Leu Asn Gly Asn Thr Thr Lys Gin Ala Leu Lys Asp Val 

130 135 140 

Gly Gin Pro Ala Thr Ser Leu Gin Glu He Leu Gly His Pro He Asp 
145 150 155 160 

Leu Glu Thr Thr Arg Glu Leu Leu He His His Leu Leu Gly Val Leu 

165 170 175 

Gin Glu Asn Leu Pro Asp Ser Leu Ala Thr Lys Ser Asn Arg Gly Asn 
180 185 190 

He 

<210>932 
<211>421 
<212>PRT 

<2 13 >Chlamydia pneumoniae 
<400>932 

Cys He Arg He Pro Gin Met His He Gly Phe Cys His Cys Val Arg 

15 10 15 

Gly Gly Asn Phe Phe Tyr Phe Val He Asn Asn Phe His He Leu Glu 

20 25 30 

He Tyr Ser Leu Leu Asn Ser Asn Thr He Met Arg Tyr His Lys Tyr 

35 40 45 

Phe Arg Tyr Val Asn Ser Trp Val Phe Leu Val Val Leu Thr Leu Met 

50 55 60 

Leu Leu Ser Val Val Val He Ser Ser Met Asp Pro Thr Ala Met Leu 
65 70 75 80 

Val Thr Ser Ser Lvs Gly Leu Leu Thr Asn Lys Ser He Met Gin Leu 

85 90 95 

Arg His Phe Ala Leu Gly Trp Val Val Phe Phe He Cys Ala Tyr Phe 

100 105 110 

Asp Tyr His Leu Phe Lys Arg Trp Ala Trp Val Leu Tyr Phe Phe Met 

115 120 125 

He Cys Ala Leu Val Gly Leu Phe Phe Val Pro Ser Val Gin Asn Val 

130 ' 135 140 

His Arg Trp Tyr Arg He Pro Phe He His Met Ser Val Gin Pro Ser 
145 150 155 160 

Glu Tyr Gly Lys Leu Val He Val He Met Leu Ser Tyr He Leu Glu 
165 170 175 

979 



BNSDCXID: <WO 9927105A2J,> 



wo 99/27105 PCT/IB98/01890 

Ser Arg Lys Ala He Thr Ser Lys Thr Thr Ala ^^Leu Ala Cys 

180 185 
Leu Val Val Ala Leu Pro Phe Phe Leu He Leu Lys Glu Pro Asp Leu 

195 200 205 

Gly Thr Ala Leu Val Leu Cys Pro Val Thr Leu Thr He Phe Tyr Leu 

210 215 220 

ser Asn Val His Ser Leu Leu Val Lys Phe Cys Thr Val Val Ala Thr 
225 230 235 240 

He Gly He He Gly Ser Leu Leu He Phe Ser Gly He Val Ser His 

245 250 255 

Gin Lys Val Lys Pro Tyr Ala Leu Lys Val He Lys Glu Tyr Gin Tyr 

260 265 270 

Glu Arg Leu Ser Pro Ser Asn His His Gin Arg Ala Ser Leu He Ser 

275 280 285 

He Gly Leu Gly Gly He Arg Gly Arg Gly Trp Lys Thr Gly Glu Phe 

290 295 300 

Ala Gly Arg Gly Trp Leu Pro Tyr Gly Tyr Thr Asp Ser Val Phe Ser 
305 310 315 320 

Ala Leu Gly Glu Glu Phe Gly Leu Leu Gly Leu Leu Fhe Thr Leu Gly 

325 330 335 

Leu Phe Tyr Cys Leu He Cys Phe Gly Cys Arg Thr Val Ala Val Ala 

340 345 350 

Thr Asp Asp Phe Gly Lys Leu Leu Ala Ala Gly He Thr Val Tyr Leu 

355 360 365 

Ala Met His Val Leu He Asn He Ser Met Met Cys Gly Leu Leu Pro 

370 375 380 

He Thr Gly Val Pro Leu He Leu He Ser Tyr Gly Gly Ser Ser Val 
385 390 395 400 

He Ser Thr Met Ala Ser Leu Gly Val Leu Gin Ser He Tyr Ser His 

405 410 415 

Arg Phe Ala Lys Tyr 
420 

<210>933 
<211>392 
<212>PRT 

<2 13 >Chlamydia pneumoniae 
<400>933 

He Phe Phe Ser He Cys Ser Leu Tyr Phe Cys Asn Cys Leu Trp Asn 

15 10 15 

Cys Pro Phe Gly Ser Phe He Tyr Phe His Ser He Val Arg Thr Ser 

20 25 30 

Glu Cys He Leu Pro Cys Pro Ser Val Ser Tyr Cys Ser Val Ser Val 

35 40 45 

Cys Phe Asp His Cys Asp Ser Tyr Cys Leu Phe Lys Cys Tyr Gin Cys 

50 55 60 

Leu Cys Glu Thr Trp Gly Ser Xaa Glu Arg Arg Cys Val Leu Asp Arg 
65 70 75 80 

Leu Val Ser Cys Asn Ser Val Val Met Asp Lys Thr Gly Thr Leu Thr 

85 90 95 

Thr Gly Glu Leu Thr Cys He Gly Cys Asp Tyr Phe Gly Ser Lys Asn 

100 105 HO 

Glu Thr Phe Phe Pro Ser Val Leu Ala Leu Glu Gin Ser Ser Ser His 

115 120 125 

Pro He Ala Glu Ala He Val Ser Tyr Leu Met Glu Gin Lys Val Ser 

130 135 140 

Ser Leu Pro Ala Asp Arg Tyr Leu Thr Val Pro Gly Glu Gly Val Arg 
145 150 ^ 155 160 

Gly Tyr Phe Asn Glu Gin Glu Ala Phe Val Gly Arg Val Glu Thr Gly 

165 170 175 

Leu Gly Lys Val Pro Ser Glu Tyr Leu Glu Asp He Glu Gin Lys He 

180 185 190 

Tyr Gin Ala Lvs Gin His Gly Glu He Cys Ser Leu Ala Tyr Val Gly 

195 ' 200 205 

Asn Ser Phe Ala Leu Phe Tyr Phe Arg Asp He Pro Arg Pro Gin Ala 
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210 215 220 

Lys Glu He He Gin Asp Leu Lys Asp Leu Gly Tyr Pro Val Ser Met 
225 230 235 240 

Leu Thr Gly Asp His Lys Val Ser Ala Glu Asn Thr Ala Glu He Leu 

245 250 255 

Gly He Ser Glu Val Phe Phe Asp Leu Thr Pro Glu Asp Lys Leu Ala 

260 265 270 

Lys He Arg Glu Leu Ala Thr Gin Arg Gin He Met Met Val Gly Asp 

275 280 285 

Gly He Asn Asp Ala Pro Ala Leu Ala Gin Ala Thr Val Gly He Ala 

290 295 300 

Met Gly Glu Ala Gly Ser Ala Thr Ala He Glu Ala Ala Asp He Val 
305 310 315 320 

Leu Leu His Asp Ser Leu Ser Ser Leu Pro Trp He He Gin Lys Ala 

325 330 335 

Lys Gin Thr Lys Lys Val Val Ser Gin Asn Leu Ala Leu Ala Leu Ala 

340 345 350 

He He Leu Leu Val Ser Trp Pro Ala Ser Leu Gly He He Pro Leu 

355 360 365 

Trp Leu Ala Val He Leu His Glu Gly Ser Thr Val He Val Gly Leu 

370 375 380 

Asn Ala Leu Arg Leu Leu Lys Ser 
385 390 
<210>934 
<211>373 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>934 

Asn Phe Arg Asn Gly Leu Gly Val Arg Asp Leu His His Phe Arg Glu 

15 10 15 

Tyr Tyr Leu He He Asn Glu He He He Thr Gly Arg Tyr Val Phe 

20 25 30 

Ser Arg Leu Phe Phe Thr Ser Phe Ser Ala Glu Val Val Asn Thr Phe 

35 40 45 

Phe Glu Ser Gly Met Ser Glu Asp Thr Ser Pro Leu Leu Ser Lys Gin 

50 55 60 

Asn Arg Lys Leu Ser His Asn Leu Pro Leu Lys Ser Ala Tyr Leu Ser 
65 70 75 80 

Leu Gly Thr Tyr Leu He Ala Leu Leu Ser Phe Trp Leu His Ala Lys 

85 90 95 

Asn Leu Ser Asn Leu Phe Val Val Phe Thr Phe Phe Leu Ala Gly Thr 

100 105 110 

Pro Ala Leu He Lys Ser Leu Val Asn He Cys Gin Lys Val Val Asn 

115 120 125 

He Asp He Leu Met Thr Ser Ala Pro Phe Gly Ser He Phe He Gly 

130 135 140 

Gly Ala Leu Glu Gly Ala Leu Leu Leu Val Leu Phe Ala He Ser Glu 
145 150 155 160 

Ala Leu Gly Gin Met Val Ser Gly Lys Ala Lys Ser Thr Leu Val Ser 

165 170 175 

Leu Lys Gin Leu Ala Pro Thr Thr Gly Trp Leu Val Leu Glu Asp Gly 

180 185 190 

Asn Leu Gin Lys Val Ala He Asn Lys He Glu Val Gly Asn He Leu 

195 200 205 

Arg He Lys Ser Gly Glu Val Val Pro Leu Asp Gly Glu He Leu His 

210 215 220 

Gly Ser Ser Ser He Asn Leu Met His Leu Thr Gly Glu Lys Val Pro 
225 230 235 240 

Lys Ser Cys His Pro Gly Ser He Val Pro Ala Gly Ala His Asn Met 

245 250 255 

Glu Gly Ser Phe Asp Leu Arg Val Leu Arg Thr Gly Ser Asp Ser Thr 

260 265 270 

He Ala His He He Asn Leu Val He Gin Ala Gin Asn Ser Lys Pro 
275 280 285 



981 



BNSDOCID: <WO 9927105A2_L> 



wo 99/27 1 05 PCT/I B98/0 1890 

Arg Leu Gin Gin Leu Asp.Lys Tyr Ser Ser Val ^^Ala Leu Ser 

290 295 300 

He Phe Ala He Ala Cvs Gly He Ala Leu Leu Val Pro Leu Phe Thr 
305 310 315 320 

Ser* He Pro Leu Leu Gly Pro Gin Ser Ala Phe Tyr Arg Ala Leu Ala 

325 330 335 

Phe Leu He Ala Ala Ser Pro Cys Ala Leu He He Ala He Pro He 

340 345 350 

Ala Tyr Leu Ser Ala He Asn Ala Cys Ala Lys His Gly Val Leu Xaa 

355 360 365 

Lys Gly Gly Val Phe 

370 
<210>935 
<211>274 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>935 

Glu Gly Trp Arg Phe Phe Phe Pro Lys Thr Ser Glu Asn Thr Ser Asp 

15 10 15 

Cys Arg Gin His Gin He Leu Arg Lys He Met Thr Gin Asp Pro His 

20 25 30 

Asp His Phe Lys Ser Arg Thr Pro Glu Asp His He Lys His Val Arg 

35 40 45 

Asp Lys His Arg Val Cys Lys Gly Glu Pro His Thr Thr Phe Lys Gly 

50 55 60 

Phe Phe Tyr His Leu Ala Asn Asn Ala Leu Ser Thr Gly Val Phe He 
65 70 75 80 

Phe Phe He Arg Thr Leu Phe Phe Leu He Pro Thr Asn Arg Ala Leu 

85 90 95 

Gin Val Lys Ser Leu He Ser Leu Gly Val Gly Trp Thr Phe Tyr His 

100 105 110 

Gly Cys Leu Lys Ala Arg Lys Ala Trp Ala Tyr Met Glu Leu Ser His 

115 120 125 

Arg Ser Met Leu Glu Glu Lys Asn Glu He Glu Glu Asn Phe Glu Gin 

130 135 140 

Glu Lys He Glu Leu Arg He Leu Phe Glu Asn Gin Gly Phe Lys Asp 
145 150 155 160 

Pro Leu Leu Gin Glu Met Val Glu Tyr Val Cys Ser Asp Ser Thr Leu 

165 170 175 

Leu Leu Asp Thr Met He Arg Glu Glu Leu Tyr He Arg Lys Glu Asp 

180 185 190 

Leu Pro His Pro Leu He Gin Gly Gly Ser Arg He Leu Gly Gly Leu 

195 200 205 

Cys Gly Leu Ala He Phe Leu Pro Leu Val Leu Cys He Ser Tyr Thr 

210 215 220 

Leu Ala Gly Val Phe Ser Ala Leu Met Val Leu Val Leu Ser Phe Leu 
225 230 235 240 

Lys Ala Lys He Leu Lys Asn Asp Lys He Ser Glu Met Val Trp Val 

245 250 255 

Leu Gly He Phe He Thr Ser Ala Ser He He Ser Ser Leu Met Lys 
260 265 270 

Leu Leu 

<210>936 
<211>466 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>936 

Val He Leu Pro Phe Ser Pro He Ser He Ala Arg Arg He Lys Lys 

1 5 10 15 

Ser Cys Cys Ser Glu Lys Ser Ser He Tyr Ser His Phe Cys Thr Leu 

20 25 30 

Leu Leu Asn Asn Glu Thr Ser Met Leu Asp He Lys He He Arg Lys 
35 40 45 
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Thr Pro Glu Glu C^^Glu Thr Arg Leu Arg hys Lys AsJ^^ro Lys He 

50 55 60 

Ser Leu Glu Pro Val Leu Ser Leu Asp Lys Glu Val Arg Gin Leu Lys 
65 70 75 80 

Thr Asp ser Glu Thr Leu Gin Ala Gin Arg Arg Leu Leu Ser Gin Asp 

85 90 95 

He His Lys Ala Lys Thr Gin Gly Val Asp Ala Thr Asn Leu He Gin 

100 105 
Glu Val Glu Thr Leu Ala Ala Asp Leu Glu Lys He Glu Gin His Leu 

115 120 125 

Asp Gin Lys Asn Ala Gin Leu His Glu Leu Leu Ser His Leu Pro Asn 

130 135 140 

Tyr Pro Ala Asp Asp He Pro Val Ser Glu Asp Lys Ala Gly Asn Gin 
145 150 155 160 

Val He Lys Ser Val Gly Asp Leu Pro He Phe Ser Phe Pro Pro Lys 

165 170 175 

His His Leu Glu Leu Asn Gin Glu Leu Asp He Leu Asp Phe Gin Ala 

180 185 190 

Ala Ala Lys Thr Thr Gly Ser Gly Trp Pro Ala Tyr Lys Asn Arg Gly 

195 200 205 

Val Leu Leu Glu Trp Ala Leu Leu Thr Tyr Met Leu Gin Lys Gin Ala 

210 215 220 

Ala His Glv Phe Gin Leu Trp Leu Pro Pro Leu Leu Val Lys Lys Glu 
225 ' 230 235 240 

He Leu Phe Gly Ser Gly Gin He Pro Lys Phe Asp Gly Gin Tyr Tyr 

245 250 255 

Arg Val Glu Asp Gly Glu Gin Tyr Leu Tyr Leu He Pro Thr Ala Glu 

260 265 270 

Val Val Leu Asn Gly Phe Arg Ser Gin Asp He Leu Thr Glu Lys Glu 

275 280 285 

Leu Pro Leu Tyr Tyr Ala Ala Cys Thr Pro Cys Phe Arg Arg Glu Ala 

290 295 300 

Gly Ala Ala Gly Ala Gin Glu Arg Gly Leu Val Arg Val His Gin Phe 
305 310 315 320 

His Lys Val Glu Met Phe Ala Phe Thr Thr Pro Asn Gin Asp Asp He 

325 330 335 

Ala Tyr Glu Lys Met Leu Ser He Val Glu Glu Met Leu Thr Glu Leu 

340 345 350 

Lys Leu Pro Tyr Arg Leu Ser Leu Leu Ser Thr Gly Asp Met Ser Phe 

355 360 365 

Thr Xaa Ser Lys Thr He Asp Ala Glu Val Trp Leu Pro Gly Gin Lys 

370 375 380 

Ala Phe Tyr Glu Val Ser Ser He Ser Gin Cys Thr Asp Phe Gin Ser 
385 390 395 400 

Arg Arg Ser Gly Thr Arg Tyr Lys Asp Ser Gin Gly Lys Leu Gin Phe 

405 410 415 

Val His Thr Leu Asn Gly Ser Gly Leu Ala Thr Pro Arg Leu Leu Val 

420 425 430 

Ala He Leu Glu Asn Asn Gin Gin Ala Asp Gly Ser Val Val He Pro , 

435 440 445 

Glu Val Leu Arg Pro Tyr Leu Gly Gly Leu Glu He Leu Leu Pro Lys 

450 455 460 

Asp Gin 
465 

<210>937 
<211>376 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>937 

Met Glu Asp Phe Ser Glu Gin Gin Leu Phe Phe Met Arg Arg Ala He 

15 10 15 

Glu He Gly Glu Lys Gly Arg He Thr Ala Pro Pro Asn Pro Trp Val 

20 25 30 

Gly Cys Val Val Val Gin Glu Asn Arg He He Gly Glu Gly Phe His 

983 



BNSDOCID: <WO 99271 05A2_L> 



wo 99/27105 — PCT/I B98/0 1 890 



35 40 4! 

Ala Tyr Ala Gly Gly Pro His Ala Glu Glu Leu Ala lie Gin Asn Ala 

50 55 60 

Ser Met Pro lie Ser Gly Ser Asp Val Tyr Val Ser Leu Glu Pro Cys 
65 70 75 80 

Ser His Phe Gly Ser Cys Pro Pro Cys Ala Asn Leu Leu lie Lys His 

85 90 95 

Lys Val Ser Arg Val Phe Val Ala Leu Val Asp Pro Asp Pro Lys Val 

100 105 110 

Ala Gly Gin Gly lie Ala Met Leu Arg Gin Ala Gly lie Gin Val Tyr 

115 120 125 

Val Gly lie Gly Glu Ser Glu Ala Gin Ala Ser Leu Gin Pro Tyr Leu 

130 135 140 

Tyr Gin Arg Thr His Asn Phe Pro Trp Thr lie Leu Lys Ser Ala Ala 
145 150 155 160 

Ser Val Asp Gly Gin Val Ala Asp Ser Gin Gly Lys Ser Gin Trp lie 

165 170 175 

Thr Cys Pro Glu Ala Arg His Asp Val Gly Lys Leu Arg Ala Glu Ser 

180 185 190 

Gin Ala lie Leu Val Gly Ser Arg Thr Val Leu Ser Asp Asp Pro Trp 

195 200 205 

Leu Thr Ala Arg Gin Pro Gin Gly Met Leu Tyr Pro Lys Gin Pro Leu 

210 215 220 

Arg Val Val Leu Asp Ser Arg Gly Ser Val Pro Pro Thr Ser Lys Val 
225 230 235 240 

Phe Asp Lys Thr Ser Pro Thr Leu Tyr Val Thr Thr Glu Arg Cys Pro 

245 250 255 

Glu Asn Tyr lie Lys Val Leu Asp Ser Leu Asp Val Pro Val Leu Leu 

260 265 270 

Thr Glu Ser Thr Pro Ser Gly Val Asp Leu His Lys Val Tyr Glu Tyr 

275 280 285 

Leu Ala Gin Lys Lys lie Leu Gin Val Leu Val Glu Gly Gly Thr Thr 

290 295 300 

Leu His Thr Ser Leu Leu Lys Glu Arg Phe Val Asn Ser Leu Val Leu 
305 310 315 320 

Tyr Ser Gly Pro Met lie Leu Gly Asp Gin Lys Arg Pro Leu Val Gly 

325 330 335 

Val Leu Gly Asn Leu Leu Glu Ser Ala Ser Pro Leu Thr Leu Lys Ser 

340 345 350 

Ser Gin lie Leu Gly Asn Ser Leu Lys Val Val Trp Glu lie Ser Pro 

355 360 365 

Gin Val Phe Glu Pro lie Arg Asn 

370 375 
<210>938 
<211>418 
<212>PRT 

<213>Chlainydia pneumoniae 
<400>938 

Met lie Glu Thr Arg Glu Glu Val Gly Ser Ala Asn Phe Val Ser Leu 

15 10 15 

Glu Arg Ala lie Glu Asp Leu Arg Ala Gly Lys Phe Val lie Val Val 

20 25 30 

Asp Glu Ala Ser Arg Glu Asp Glu Gly Asp Leu lie lie Ala Gly Glu 

35 40 45 

Lys He Thr Val Glu Lys Met Thr Phe Leu Leu Gin His Thr Thr Gly 

50 55 60 

Val Val Cys Ala Ala Leu Ser Gin Glu Arg Leu Leu Ser Leu Asp Leu 
65 70 75 80 

Pro Pro Met Val Lys Asp Asn Arg Cys Arg Phe Lys Thr Pro Phe Thr 

85 90 95 

Val Ser Val Asp Ala Ala His Gly Val Thr Thr Gly Val Ser Ala Ala 

100 105 110 

Asp Arg Thr Lys Val Val Gin Leu Leu Ala Asp Pro Lys Ser Lys Pro 
115 120 125 
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Gly 
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'er 



Ser Pro 



135 



Gly Gly Val Leu Lys Arg Ala Gly His Thr Glu Ser Thr Val Asp Leu 
145 150 155 160 

Met Glu Leu Ala Gly Leu Gin Pro Cys Gly Val Leu Ala Glu Leu Val 

165 170 175 

Asn Glu Asp Tyr Ser Met Met Arg Leu Pro Gin lie Leu Glu Phe Ala 

180 185 190 

Arg Lys His Asn lie Ala Val He Pro Val Thr Ser lie He Ala His 
195 200 205 
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Trp 


Leu 


Asp 


Leu 


Pro 


Cys 


Cys 


Asn 


Asn 


Arg 








405 










410 










415 





Val Gin 

<210>939 
<211>154 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>939 

Met Lys Thr Leu Lys Gly His Leu Ser Ala Lys Asn Leu Arg He Ala 

15 10 15 

He Val Gly Ser Cys Phe Asn Gin Ala Met Ala Asp Ala Leu Val Ser 

20 25 30 

Gly Thr Gin Glu Thr Phe Leu Lys Phe Gly Gly Ser Glu Asp Gly Leu 

35 40 45 

Met Thr He Arg Val Pro Gly Ala Phe Glu He Pro Cys Thr He Lys 

50 55 60 

Lys Leu Leu Ser Ser Glu Arg Lys Phe Asp Ala He Val Ala Cys Gly 
65 70 75 80 

Val Leu He Gin Gly Glu Thr Asp His Tyr Asn Gin He Val Asn Gin 

85 90 95 

Val Ala Ala Gly He Gly Ala Leu Ser Leu Glu Phe Cys Leu Pro He 

100 105 110 

Thr Leu Ser He Val Ala Ala Pro Ser Ala Glu He Ala Trp Gin Arg 

115 120 125 

Ser Gly He Lys Gly Arg His Leu Gly Val Ser Gly Met Thr Thr Ala 

130 135 140 

He Glu Met Ala Thr Leu Phe Thr Gin He 
145 150 



<210>940 
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. <211>472 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>940 
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<211>220 
<212>PRT 
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Val Ser lie Leu GliWKa Asn Thr Lys Ser Lys Asn Pro^irL Val Asp 

210 215 220 

Gly L.eu Val Thr Leu Val Pro Pro Val He Val Met Val Val Cys Ser 
225 230 235 240 

He Thr Met Leu Val Leu He Val Ser Gly Ala Tyr Ser Ser Gly Ala 

245 250 255 

Gin Gly Thr Leu Met Val Met Ser Ala Phe Lys Asn Ser Leu Gly Ser 

260 265 270 

Leu Gly Ser Val He Val He Leu Ala Met Ala Leu Phe Gly Tyr Thr 

275 280 285 

Thr He Leu Thr Trp Phe Ala Cys Ala Glu Lys Ser Leu Gin Tyr Met 

290 295 300 

He Pro Gly Arg Arg Ala Asn Leu Trp Leu Lys Ala He Tyr Val Leu 
305 310 315 320 

He He Pro Leu Gly Gly Val He Asp Met Arg Met He Trp Ala Leu 

325 330 335 

Ser Asp Thr Gly Phe Ser Gly Met Val He Leu Asn Cys He Ala Leu 

340 345 350 

He Ala Leu Leu Lys Asp Val Leu Ser Thr Asn Arg Asp Val Ala Leu 

355 360 365 

Leu Lys Glu Arg Glu Cys Ser Val Ala Asp Pro Val Arg Asn Leu Asp 
370 375 380 

Ala 
385 

<210>943 
<211>110 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>943 

Arg Arg Arg He Met Gin Leu Leu Ser Pro Ala Phe Ala Tyr Gly Ala 

15 10 15 

Pro He Pro Lys Lys Tyr Thr Cys Gin Gly Ala Gly He Ser Pro Pro 

20 25 30 

Leu Thr Phe Val Asp Val Pro Gly Ala Ala Gin Ser Leu Ala Leu He 

35 40 45 

Val Glu Asp Pro Asp Val Pro Lys Glu He Arg Ser Asp Gly Leu Tirp 

50 55 60 

He His Trp He Val Tyr Asn Leu Ser Thr Thr He Thr Asn Leu Ala 
65 70 75 80 

Glu Gly Ala Glu He Phe Ala Val Gin Gly Leu Asn Thr Ser Gly Lys 

85 90 95 

Pro Val Tyr Glu Gly Pro Cys Pro Pro Asp Lys Gin His Arg 
100 105 110 

<210>944 
<211>223 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>944 

Gly Cys Met Ser Thr Val Thr Thr Glu Pro Cys Ser Ser He His He 

15 10 15 

Ser Leu Asn Asn Asp Trp Arg Asp Ser Gin Pro Tyr Ser Leu Asp Arg 

20 25 30 

Ala Ser Glu Leu Leu His Phe Arg Phe Leu Pro Ser Leu Val Phe Ser 

35 40 45 

Asn Trp Lys Val Glu Gin Gin He Glu Thr Leu Cys His Lys Ser Glu 

50 55 60 

Lys Arg Arg Leu He Ser Pro Leu Ala Lys Trp Leu Gly Lys Leu His 
65 70 75 80 

Lys Gin Asp Leu Leu Cys Pro Pro Ala Pro Pro Val Ser Val Cys Trp 

85 90 95 

He Asn Ala His Val Gly Tyr Gly Val Phe Ala Arg Asp Glu He Ala 

100 105 110 

Pro Trp Thr Tyr He Gly Glu Tyr Thr Gly He Leu Arg His Arg Gin 
115 120 125 
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Ala lie Trp Met A^f^lu Asn Asp Tyr Cys Phe Arg Ty^Wo Mec Pro 

130 135 140 

Leu Phe Thr Leu Arg Tyr Phe Thr lie Asp Ser Gly Lys Gin Gly Asn 
145 150 155 160 

Val Thr Arg Phe He Asn His Ser Glu Gin Pro Asn Ala Glu Ala He 

165 170 175 

Gly Val Phe Ser Glu Gly Leu Phe His Val He He Arg Thr He Ala 

180 185 190 

Pro He Tyr Ala Gly Gin Glu He Cys Tyr His Tyr Gly Pro Leu Tyr 

195 200 205 

Trp Lys His Arg Lys Lys Arg Glu Glu Phe He Pro Glu Glu Glu 

210 215 220 

<210>945 
<211>265 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>945 

Met Gin Gly Phe Phe Pro Leu Ala Ser Gly Ser Lys Gly Asn Ser Ala 

15 10 15 

Tvr Leu Gly Thr Asp Ser Cys Lys He Leu He Asp Leu Gly Val Ser 

20 25 30 

Lys Gin Val Val Thr Arg Glu Leu Leu Ser Met Asn He Asp Pro Glu 

35 40 45 

Asp He Gin Ala He Phe Val Thr His Glu His Ser Asp His He Ser 

50 55 60 

Gly He Lys Ser Phe Val Lvs Ala Tyr Asn Thr Pro He Val Cys Asn 
65 70 ' 75 80 

Leu Glu Thr Ala Arg Ala Leu Cys His Leu Leu Asp Ser His Pro Glu 

85 90 95 

Phe Lys He Phe Ser Thr Gly Ser Ser Phe Cys Phe Gin Asp Leu Glu 

100 105 ■ HO 

Val Gin Thr Phe Asn Val Pro His Asp Ala Val Asp Pro Val Ala Phe 

115 120 125 

He Phe His Tyr Arg Glu Glu Lys Leu Gly Phe Cys Thr Asp Leu Gly 

130 135 140 

Trp Val Thr Ser Trp He Thr His Glu Leu Tyr Asp Cys Asp Tyr Leu 
145 150 155 160 

Leu He Glu Ser Asn His Ser Pro Glu Leu Val Arg Gin Ser Gin Arg 

165 170 175 

Pro Asp Val Tyr Lys Lys Arg Val Leu Ser Lys Leu Gly His He Ser 

180 185 190 

Asn Gin Glu Cys Gly Gin Leu Leu Gin Lys He He Thr Pro Lys Leu 

195 200 205 

Lys Lys Leu Tyr Leu Ala His Leu Ser Thr Glu Cys Asn Thr Ala Glu 

210 215 220 

Leu Ala Leu Ser Thr Val Ser Glu Ser He Ala Ser He Thr Ser He 
225 230 235 240 

Ala Pro Glu He Ala Leu Ala Gin Gly He Thr Ser Pro He Tyr Phe 

245 250 255 

Ser Arg Leu Glu Val Ala Cys Pro Arg 
260 265 

<210>946 
<211>553 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>946 

Asp Gly Ser He Ser Pro Leu Pro. Gin Glu Glu He Pro Gly Ser Lys 

15 10 15 

Lys Glu Ser Phe Phe Leu Thr Pro His Pro Cys Lys Arg Phe Leu Thr 

20 25 30 

Lys Phe val Glu Pro Gin Glu Asn Lys Ala Lys Glu Gly Lys Thr He 

35 40 45 

Ala Leu Ser Ser Thr Pro Thr Val Val Arg Glu Ser Lys Gly Lys Glu 
50 55 60 
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Arg Ala Ala Leu^K Lys Leu Lys Ser Leu Ala Val ^^Glu Asn Asp 

65 70 75 80 

Leu Pro Gin Tyr His Leu Leu Ser Lys Asn Arg Glu Ala Arg Pro Glu 

65 90 
Ser Leu Gin Ala Glu Leu Glu Arg Lys Ala Leu He Leu Lys Gin Thr 

100 105 110 

Leu Thr Ser Phe Gly He Asp Ala Asp Leu Gly Asn He Cys Ser Gly 

115 120 125 

Pro Thr Leu Ala Ala Phe Glu Val Leu Pro His Ser Gly Val Lys Val 

130 135 140 

Gin Lys He Lys Ser Leu Glu Asn Asp He Ala Leu Lys Leu Gin Ala 
145 150 155 160 

Ser Ser He Arg He He Ala Pro He Pro Gly Lys Ala Ala Val Gly 

165 170 175 

He Glu He Pro Thr Pro Phe Pro Gin Ala Val Asn Phe Arg Asp Leu 

180 185 190 

Leu Glu Asp Tyr Gin Lys Thr Asn Arg Lys Leu Gin He Pro Leu Leu 

195 200 205 

Leu Gly Lys Lys Ala Asn Gly Asp Asn Leu Trp Ala Asp Leu Ala Thr 

210 215 220 

Met Pro His Leu He He Ala Gly Thr Thr Gly Ser Gly Lys Ser Val 
225 230 235 240 

Cys He Asn Thr He Val Met Ser Met He Met Thr Thr Leu Pro Ser 

245 250 255 

Glu He Lys Leu Val He He Asp Pro Lys Lys Val Glu Leu Thr Gly 

260 265 270 

Tyr Ser Gin Leu Pro His Met Leu Ser Pro Val He Thr Glu Ser Arg 

275 280 285 

Glu Val Tyr Asn Ala Leu Val Trp Leu Val Lys Glu Met Glu Ser Arg 

290 295 300 

Tyr Glu He Leu Arg Tyr Leu Gly Leu Arg Asn He Gin Ala Phe Asn 
305 310 315 320 

Ser Arg Thr Arg Asn Lys Thr He Glu Ala Ser Tyr Asp Arg Glu He 

325 330 335 

Arg Glu Thr Met Pro Phe Met Val Gly He He Asp Glu Leu Ser Asp 

340 345 350 

Leu Leu Leu Ser Ser Ser Gin Asp He Glu Thr Pro He He Arg Leu 

355 360 365 

Ala Gin Met Ala Arg Ala Val Gly He His Leu He Leu Ala Thr Gin 

370 375 380 

Arg Pro Ser Arg Glu Val He Thr Gly Leu He Lys Ala Asn Phe Pro 
385 390 395 400 

Ser Arg He Ser Phe Lys Val Ser Asn Lys Val Asn Ser Gin He He 

405 410 415 

He Asp Glu Pro Gly Ala Glu Asn Leu Met Gly Asn Gly Asp Met Leu 

420 425 430 

Val Leu Leu Pro Ser Val Phe Gly Thr He Arg Ala Gin Gly Ala Tyr 

435 440 445 

He Cys Asp Glu Asp He Asn Lys Val He Gin Asp Leu Cys Ser Arg 

450 455 460 

Phe Pro Thr Gin Tyr Val He Pro Ser Phe His Ala Phe Asp Asp Ser 
465 470 475 480 

Asp Ser Asp Asn Ser Gly Glu Lys Asp Pro Leu Phe Ala Gin Ala Ly 

485 490 495 

Thr Leu He Leu Gin Thr Gly Asn Ala Ser Thr Thr Phe Leu Gin Arg 

500 505 510 

Lys Leu Lys He Gly Tyr Ala Arg Ala Ala Ser Leu He Asp Gin Leu 

515 520 525 

Glu Glu Ala Arg He He Gly Pro Ser Glu Gly Ala Lys Pro Arg Gin 

530 535 540 

He Leu He Gin Asn Pro Leu Glu Gly 
545 550 
<210>947 
<211>218 
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<212>PRT 

<213 >ChlaTnydia pneumoniae 
<400>947 
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210 215 
<210>948 
<211>162 
<212>PRT 

<213>ChlaTnydia pneumoniae 
<400>948 

Lys Thr Ser Asn Asn Thr Gin Lys Asn Leu Leu Leu He Lys Ser Ala 

15 10 15 

Glu Ser Ser Ser Leu Gin Leu Ser Leu Ala Ser Ser Ala He Ser Ser 

20 25 30 

Arg Val Glu Gin Leu Ser Ser Leu Val Leu Gly Met Glu Asn Ser Asp 

35 40 45 

Phe Ser Ser Leu Arg Asp Val Pro He Phe Ser Ala He Tyr Glu Ser 

50 55 60 

Ser Thr His Thr Pro Val Pro Thr Pro Leu Val Gly Val Gly Tyr He 
65 70 75 80 

Asn Gly Ser Gin Ser Gly Tyr Tyr Asp Thr Gin Arg Glu Ser Leu His 

85 90 95 

Leu Ser Gin Leu Leu Gly Ser Arg Arg Val Glu Val Val Tyr Asn Gin 

100 105 110 

Gly Asn Phe Met Glu Ala Ser Leu Leu Asn Leu Cys Pro Arg Arg Pro 

115 120 125 

Arg Arg Asp Pro Ser Pro He Ser Leu Ala Leu Leu Glu Leu Trp Glu 

130 135 140 

Ala Phe Phe Leu Glu His Pro Pro Gly Ser Thr Phe Asn Pro He Phe 
145 150 155 160 

Phe Trp 

<210>949 
<211>127 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>949 

Thr Arg Ser Lys Lys Ser Gin Ser Cys Leu Lys Ser Met Ala Gly Phe 

991 

BNSEXX;iD: <WO 99271 05A2J_> 



wo 99/27105 



J. 


















10 




Leu 




Se 


Leu 




X J. e 


Leu 


Tyr 


Arg 








2 0 










2 5 




Lgu. 




Lys 


ri J. s 


Asp 


Ash 


Lys 


Arg 


Ser 


m n 
L>X u 






■a c 
■J 3 
















Lys 


Asp 


Arg 


Tyr 




Arg 




Leu 


Tyr 


ber 
























CjXU 


Leu 


Airg 


vj-LU 


HIS 


Arg 


Lys 


Leu 


Arg 


O 3 




















Leu 


Lys 


Val 


Leu 


Pro 


Gly 


Gly 


Cys 


Ser 


Lys 










85 










90 


Ser 


Asn 


Arg 


Ala 


Lys 


Glu 


He 


Gly 


Glu 


Gly 








100 










105 




Gly 


His 


Arg 


Phe 


Ser 


Lys 


Glu 


Ala 


Ser 


Met 






1X5 










120 







<210>950 



<211>412 



<212>PRT 

<213>Chlamyclia pneumoniae 
<400>950 
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Thr Arg Phe Gin Thr Arg Thr His Leu Glu Asp cSWln Met Val 

355 360 365 

Ala Ser He Leu Asn Leu Ser Val Phe Gly Leu Phe Phe Gly Phe Val 

370 375 380 

Gly Leu Met Thr Thr Phe Gly Gly Leu Glu He Ser Pro Ser Cys Arg 
385 390 395 400 

Trp Asp Ala Ala Asn Asn Arg Thr Val Gly He Phe 
405 410 

<210>951 
<211>117 
<212>PRT 

<213>Chlamydia pneumoniae 

<400>951 ^ „ , 

Lys He Phe Gly Leu Glu Val Thr Val Met Glu Thr Pro Pro Thr Val 

15 10 15 

Cys Pro Thr He Pro He Lys Leu Ser Ser Cys Ser Lys Glu Ser Val 

20 25 30 

Leu Phe Ala Ser Cys Cys Ser Leu Arg Ser Leu He Ser He Asn Glu 

35 40 45 

Val Ser Val Ser Cys Val Met Gly Leu Glu Thr Ser Leu He Pro Ala 

50 55 60 

Val Arg He Lys Val Phe Thr He Ala Lys Leu Asn Val Gly Ser Val 
65 70 75 80 

Asn Glu He Gin Lys He Pro Lys Leu Pro Glu Glu Tyr Gly Arg Val 

85 90 55 

Ser Thr Pro Glu Phe Thr Asn Pro Leu Ser Ser Asn Arg Glu Pro He 

100 105 110 

Ser Pro Glu Thr Arg 
115 

<210>952 
<211>431 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>952 

Met Thr Trp Leu Ser Glv Leu Tyr Phe He Cys He Ala Ser Leu He 

15 10 15 

Phe Cys Ala He Gly Val He Leu Ala Gly Val He Leu Leu Ser Arg 

20 25 30 

Lys Leu Phe He Lys Val His Pro Cys Lys Leu Lys He Asn Asp Asn 

35 40 45 

Glu Glu Leu Thr Lys Thr Val Glu Ser Gly Gin Thr Leu Leu Val Ser 

50 55 60 

Leu Leu Ser Ser Gly He Pro He Pro Ser Pro Cys Gly Gly Lys Ala 
65 70 75 60 

Thr Cys Lys Gin Cys Lys Val Arg Val Val Lys Asn Ala Asp Glu Pro 

85 90 95 

Leu Glu Thr Asp Arg Ser Thr Phe Ser Lys Arg Gin Leu Glu Glu Gly 

100 105 HO 

Trp Arg Leu Ser Cys Gin Cys Lys Val Gin His Asp Met Ser Leu Glu 

115 120 125 

He Glu Glu Arg Tyr Leu Asn Ala Ser Ser Trp Glu Gly Thr Val He 

130 135 140 

Ser Asn Asp Asn Val Ala Thr Phe He Lys Glu Leu Val Val Ala Val 
145 150 155 160 

Asp Pro Asn Lys Pro He Pro Phe Lys Pro Gly Gly Tyr Leu Gin He 

165 170 175 

Thr val Pro Ser Tyr Lys Thr Asn- Ser Ser Asp Trp Lys Gin Thr Met 

180 185 190 

Ala Pro Glu Tyr Tyr Ser Asp Trp Glu His Phe His Leu Phe Asp Gin 

195 200 205 

Val He Asp Asn Ser Gin Leu Pro Ala Asp Ser Ala Asn Lys Ala Tyr 

210 215 220 

Ser Leu Ala Ser Tyr Pro Ala Glu Leu Pro Thr He Lys Phe Asn He 
225 230 235 240 
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Arg lie Ala Thr^^ Pro Phe lie Asn Gly Lys Pro Ser Glu lie 

245 250 255 

Pro Trp Gly Val Cys Ser Ser Tyr Val Phe Ser Leu Lys Pro Gly Asp 

260 265 270 

Lys lie Thr Val Ser Gly Pro Tyr Gly Glu Ser Phe Met Lys Asp Asp 

275 280 285 

Asp Arg Pro Leu He Phe Leu He Gly Gly Ala Gly Ser Ser Phe Gly 

290 295 300 

Arg Ser His He Leu Asp Leu Leu Leu Asn Lys His Ser Lys Arg Glu 
305 310 315 320 

He Asp Leu Trp Tyr Gly Ala Arg Ser Leu Lys Glu Asn He Tyr Gin 

325 330 335 

Glu Glu Tyr Glu Asn Leu Glu Arg Gin Phe Pro Asn Phe His Tyr His 

340 345 350 

Leu Val Leu Ser Glu Pro Leu Pro Glu Asp He Ala Ala Gly Trp Asp 

355 360 365 

Lys Asp Asp Pro Thr Lys Thr Asn Phe Leu Phe Arg Ala Phe Asn Leu 

370 375 380 

Gly Gin Leu Ser Arg Leu Asp Asn Pro Glu Asp Tyr Leu Tyr Tyr Val 
385 390 395 400 

Cys Gly Pro Pro Leu His Asn Ser Ser He Leu Lys Leu Leu Gly Asp 

405 410 415 

Tyr Gly Val Glu Arg Ser Ser He He Leu Asp Asp Phe Gly Ser 
420 425 430 

<210>953 
<211>106 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>953 

Leu Leu Ser Ser Leu Pro Leu Phe Ala Glu Glu Glu Ala Ala Gin Ser 

15 10 15 

Lys Asn Thr Phe Val Gin Pro Ala Val Met Leu Ala He Ala He Leu 

20 25 30 

Phe Phe Tyr Phe He Leu Trp Arg Pro Glu Gin Lys Arg Arg Lys Ala 

35 40 45 

Met Glu Lys Arg Lys Asn Asp Leu Ala Lys Gly Asp Lys Val Thr Ala 

50 55 60 

Met Gly He He Gly Thr Val Asp Asp He Arg Glu His Thr Val He 
65 70 75 80 

Leu Asn He Ala Ser Gly Lys Val Glu Val Leu Lys Gly Ala He Ser 

85 90 95 

Glu He Leu Lys Pro Asn Asp Asn Lys Ser 
100 105 

<210>954 
<211>401 
<212>PRT 

<2 13 >Chlamydia pneumoniae 
<400>954 

Met Ser Thr Met Gin Asn Cys Pro His Phe Gly Val Cys Gly Gly Cys 

15 10 15 

Ser Phe Pro Gin Ser Asn Tyr Ser Asp Ser Leu Lys Lys Lys Glu Glu 

20 25 30 

Leu Leu His Gin Leu Phe Ala Pro Leu Val Pro Ser Asp Met He Ala 

35 40 45 

Pro He He Pro Cys Ser Pro Ser Leu Arg Gly Arg Asn Lys Met Glu 

50 55 60 

Phe Ser Phe Phe Gin Thr Tyr Glu Gly Glu Lys Ser Leu Gly Phe He 
65 70 75 80 

Ser Ser Thr Lys Pro Lys Lys Gly He Pro Val Thr Thr Cys Leu Leu 

85 90 95 

He His Glu Gin Thr Met Asp He Leu Lys Leu Thr Arg Glu Trp Trp 

100 105 110 

Asp Lys His Pro Glu Leu Met Ala Tyr Phe Pro Pro Lys Asn Lys Gly 
115 120 125 
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Ser 


Leu 


Cys 


Thr 


m 


Thr 


Val 


Arg 


Thr 


Gly 


Ser 


Pro 


m 

G™ 


1 

^In 


Asn 


Phe 




130 










135 










140 










Met 


Val 


He 


Leu 


Thr 


Thr 


Ser 


Gly 


Thr 


Pro 


Glu 


Tyr 


Arg 


Val 


Asn 


Glu 


145 










150 










155 










160 


Ala 


Cys 


He 


Asp 


Glu 


Trp 


Lys 


Glu 


He 


Leu 


Leu 


Ser 


Ser 


Ser 


Leu 


Asn 








165 










170 










175 




He 


Ala 


Ser 


He 


Tyr 


Trp 


Glu 


Glu 


Lys 


Val 


Ala 


Ala 


Arg 


Gly 


He 


Ser 








180 








185 










190 






Thr 


Tyr 


Tyr 


Glu 


Thr 


Lys 


Leu 


Leu 


Tyr 


Gly 


Ala 


Pro 


Ser 


He 


Gin 


Gin 




195 










200 










205 








Lys 


Leu 


Ser 


Leu 


Pro 


Ser 


Asp 


Gly 


Asn 


Ser 


Ala 


Ser 


Phe 


Ser 


Leu 


Arg 


210 










215 










220 










Pro 


Arg 


Ser 


Phe 


Phe 


Gin 


Pro 


Gin 


He 


Thr 


Gin 


Ala 


Ala 


Lys 


He 


He 


225 








230 










235 










240 


Glu 


Thr 


Ala 


Lys 


Glu 


Phe 


He 


Asn 


Pro 


Glu 


Gly 


Ser 


Glu 


Thr 


Leu 


Leu 








245 










250 










255 




Asp 


Leu 


Tyr 


Cys 


Gly 


Ala 


Gly 


Thr 


He 


Gly 


He 


Met 


Leu 


Ser 


Pro 


Tyr 








260 










265 










270 






Val 


Lys 


Asn 


Val 


He 


Gly 


Val 


Glu 


He 


He 


Pro 


Asp 


Ala 


Val 


Ala 


Ser 




275 










280 










285 








Ala 


Gin 


Glu 


Asn 


He 


Lys 


Ala 


Asn 


Asn 


Lys 


Glu 


Asp 


Cys 


Val 


Glu 


Val 




290 










295 










300 










Tyr 


Leu 


Glu 


Asp 


Ala 


Lys 


Ala 


Phe 


Cys 


Lys 


Arg 


Asn 


Glu 


Asn 


Cys 


Lys 


305 










310 










315 










320 


Ala 


Pro 


Asp 


Val 


He 


He 


He 


Asp 


Pro 


Pro 


Arg 


Cys 


Gly 


Met 


Gin 


Ser 








325 










330 










335 




Lys 


Val 


Leu 


Lys 


Tyr 


He 


Leu 


Arg 


He 


Gly 


Ser 


Pro 


Lys 


He 


Val 


Tyr 






340 










345 










350 






He 


Ser 


Cys 


Asn 


Pro 


Lys 


Thr 


Gin 


Phe 


Gin 


Glu 


Cys 


Ala 


Asp 


Leu 


He 






355 










360 










365 








Ser 


Gly 


Gly 


Tyr 


Arg 


He 


Lys 


Lys 


Met 


Gin 


Pro 


He 


Asp 


Gin 


Phe 


Pro 




370 










375 










380 










Tyr 


Ser 


Thr 


His 


Leu 


Glu 


Asn 


He 


He 


Leu 


Leu 


Glu 


Arg 


Glu 


He 


Asp 


385 










390 










395 










400 


Leu 

































<210>955 
<211>123 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>955 



Met 


Ala 


Leu 


Lys 


Asp 


Thr 


Ala 


Lys 


Lys 


Met 


Lys 


Asp 


Leu 


Leu 


Asp 


Ser 


1 








5 










10 










15 




He 


Gin 


His 


Asp 


Leu 


Ala 


Lys 


Ala 


Glu 


Lys 


Gly 


Asn 


Lys 


Ala 


Ala 


Ala 








20 










25 










30 






Gin 


Arg 


Val 


Arg 


Thr 


Asp 


Ser 


He 


Lys 


Leu 


Glu 


Lys 


Val 


Ala 


Lys 


Leu 






35 










40 










45 








Tyr 


Arg 


Lys 


Glu 


Ser 


He 


Lys 


Ala 


Glu 


Lys 


Ser 


Gly 


Leu 


Leu 


Lys 


Arg 




50 










55 










60 










Lys 


Pro 


Ser 


Thr 


Lys 


Ala 


Pro 


Ala 


Lys 


Val 


Lys 


Lys 


Thr 


Ala 


Glu 


Lys 


65 










70 










75 










80 


Lys 


Ala 


Pro 


Lys 


Lys 


Ser 


Ser 


Ala 


Ala 


Ala 


Ala 


Lys 


Thr 


Ser 


Lys 


Ala 










85 










90 










95 




Val 


Lys 


Ala 


Ser 


Lys 


Pro 


Ala 


Ser 


Lys 


Lys 


Thr 


Ala 


Ala 


Lys 


Lys 


Val 








100 










105 










110 






Lys 


Lys 


Pro 


Ser 


Lys 


Ala 


Arg 


Gly 


Phe 


Arg 


Lys 













115 120 



<210>956 
<211>822 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>956 

Met Lys Lys Leu Tyr His Pro Thr Leu Phe Leu Arg Pro Leu He Arg 
15 10 15 
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Leu Ser Leu Ile^^ Ala Leu Ser Leu Thr Leu He ^^Gly Asn Phe 

20 25 30 

Pro Gin Gin Lys Ser Phe Gly His Cys Cys Ala Asp Met His Ser Ala 

35 40 45 

Leu He Ser Gly Lys Asn Cys Glu Glu Leu Phe Ala Asp Phe He Glu 

50 55 60 

Arg Val Leu Ala Asp Arg Glu Thr Leu Thr Ala Arg Asp Trp Gly Thr 
65 70 75 80 

Val Val Val Leu Val Arg Glu Tyr Leu Leu Lys Cys He Arg Lys Gly 

85 90 95 

Asp Cys Asp Tyr Gly Val Lys He Leu Gin Lys Leu Leu Ala Leu Arg 

100 105 110 

Leu Pro Lys Asp Ala Arg Lys Asp Leu Gin He Leu Trp His Arg Leu 

115 120 125 

Asn Pro Glu Gin Ala Pro Leu Arg Asp Val Val Asp Gin Leu Phe Thr 

130 135 140 

He Gly Cys His Glu Ser Leu Gin Asp His Leu Leu Phe Glu Leu Tyr 
145 150 155 160 

Thr Val Thr Leu His Ser Gly Tyr Glu Asn Arg Lys Gin Asp Met Leu 

165 170 175 

Leu Ala Lys Glu Gin Gly Asp Tyr Lys Lys Ala He Glu Leu Ala Lys 

180 185 190 

Glu Leu Val Ala Ala Leu Glu Lys Gly Ser Cys Ser Pro His Pro Glu 

195 200 205 

He Val Gin He Glu Lys Thr Phe Leu Gin Lys Thr Leu Leu Ala Leu 

210 215 220 

Gin He Lys Val Ala Gin Glu Ala Gin Glu Ser Cys Asp Ala Leu Leu 
225 230 235 240 

Thr Pro Tyr Cys Leu Ser Glu He Ala Tyr Thr Glu Ala Met Asp Ala 

245 250 255 

Leu Val Leu Arg He Ala Arg Gly Glu Val Ser Arg Thr Asn Glu Val 

260 265 270 

Asp Ser Val Leu Leu Ser His Ala Leu Gin His Leu Pro Phe Ala Arg 

275 280 285 

Glu Lys Ala He Pro Glu Leu Glu Val Leu He Asp His Gly Ala Tyr 

290 295 300 

Leu Glu Ser Thr Leu Leu Tvr Tyr Ala Tyr Phe Ser Leu Leu Glu Leu 
305 310 ' 315 320 

Tyr His Gin Asn Lys Asp Phe Ala Ser Leu Glu Arg Leu Leu Glu Lys 

325 330 335 

Gly Asp Ala Val Phe Val Pro Glu His Pro Tyr Phe Pro Glu Tyr Gly 

340 345 350 

Phe Phe Leu Gly Ala Tyr Phe Tyr Ala Lys Gly Lys Tyr Glu Ser Ala 

355 360 365 

Glu Lys Val Phe Leu Gin He He Asp Pro Ala Val Lys Leu Gly Ala 

370 375 380 

Thr Phe Ala Arg Ala Tyr Glu Tyr Leu Gly Cys He Ala Tyr Val Gin 
385 390 395 400 

Asn His Tyr Glu Lys Ala Glu Glu Tyr Phe Leu Arg Ala Tyr Lys Ser 

405 410 415 

Trp Gly Arg Glu Glu Ser Gly He Gly Leu Phe Leu Ala Tyr Ala Val 

420 425 430 

Gin Lys Lys Lys Thr Ala Cys Glu Asp Met Leu Tyr His Pro Lys Phe 

435 440 445 

Ser Phe Thr Tyr Arg His Leu Leu Asp Ser Leu Cys Ser Leu Ser Tyr 

450 455 460 

Pro His Gly Glu Asn Lvs Gly Ser Ser Ala He Gin Arg Val His Arg 
465 470 475 480 

Ala Val Pro Glu Leu Ser Glu He Tyr Ser Arg Cys He Tyr Asp Met 

485 490 495 

He Lys Tyr Arg Asn Val Thr Tyr Thr His Pro He He Glu Leu Ala 

500 505 510 

Tyr Asn Gin Val Arg Asn Leu Glu Lys Arg Asn Leu Glu Glu He Cys 
515 520 525 
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Arg 


Asp 


Ala 


Gin 


Asp 


Pro 


Glu 


Tyr 


Asp 


Lys 


Ala 


Leu 


Aia^ 


rfne 


Trp 


oxy 


530 










535 










54 0 




IjlU 




Ser 


Ala 


Leu 


Gin 


Ser 


Gly 


Ala 


Ser 


Val 


Pro 


Arg 


Ser 


Leu 


lie 


oer 


545 








550 










555 






/\X cL 




560 


Asp 


Val 


Asp 


Glu 


Ala 


Gly 


He 


Thr 


He 


Arg 


Cys 


Tyr 


lU 


Leu 


Tyr 






565 










570 










575 




Phe 


His 


Asn 


Pro 


Asp 


Ala 


He 


Ala 


Met 


Leu 


Pro 


L> 1 n 




It lie 


OCX 


Glu 








580 








5 85 










*^ Q 0 
3 ^ w 




Val 


Glu 


Cys 


Asn 


Ser 


Trp 


Gin 


Thr 


Ala 


Leu 


Arg 


Leu 


V a 1 


Trp 


TH r* 
i Ili 


ijeu 




595 










600 










n ^ 

O w ^ 






V cL X 


Arg 


Pro 


Lys 


Gly 


Ala 


Pro 


Asn 


His 


Ala 


Lys 


Tyr 


Trp 


Asp 


rll S 


Leu 


610 








615 










620 








uXIl 


Leu 


Arg 


Pro 


His 


Gly 


Asp 


Ser 


Leu 


Tyr 


Phe 


Phe 


Gly 


Tyr 


Asp 


Leu 


625 








630 










o J b 










64 0 


Glu 


Tyr 


Leu 


He 


Gly 


Lys 


Glu 


Asp 


Ala 


Leu 


Lys 


His 


Leu 


Ser 


Va X 










645 










650 










O 3 3 




Ala 


Glu 


Leu 


Phe 
660 


Pro 


Lys 


Ser 


Ser 


Leu 
665 


Leu 


Ser 


Leu 


va 1 


Tyr 
#^ "7 n 


Tyr 


L6U 


Gin 


Gly 


Tyr 


Ser 


Glu 


Ser 


Ser 


Ala 


Leu 


Arg 


Lys 


va 1 


vjxy 


Trp 


file 


Va 1 
V d X 




675 










680 










^ Q 
O O D 








Lys 


Ala 


Leu 


Glu 


Glu 


Phe 


Thr 


Glu 


He 


Ser 


Trp 


Ser 


Cjiy 


VjIU 


rix a 


1*1 L. 


690 










695 










"7 rt n 










Lys 


Thr 


Trp 


Ala 


Tyr 


He 


Tyr 


Tyr 


Met 


Val 


Lys 


Leu 


Asp 


Leu 


Ai a 


Asp 


705 










710 










715 










720 


Thr 


Tyr 


He 


Ser 


Leu 


Gly 


Asn 


Phe 


Ser 


Gin 


Ala 


Val 


HXS 


lie 


Leu 


mil 

VjX li 








725 










/ J U 










73 5 




Glu 


Val 


Lys 


Glu 


Asp 


Trp 


Gin 


Val 


Ala 


Ser 


Hi s 


Pro 


Lys 


Leu 


rix s 


frllc 






740 










74 5 










■7 C 






Leu 


Lys 


Gly 
755 


Glu 


Asp 


Cys 


Tyr 


Leu 
7 60 


Ala 


Met 


Glu 


Leu 


Arg 

/ V J 


Trp 


V a. X 


r: 1 1 1 


Gly 


Leu 


Ala 


Tyr 


Ala 


Tyr 


Phe 


Gin 


Leu 


His 


UlU 


1 nr 


r\X d 


Hie: 


Leu 


Ser 


770 










775 










780 










Asn 


His 


Leu 


Leu 


Glu 


His 


Val 


Glu 


Liy s 


As n 


Leu 


X X c 


Ser 


Pro 


Ara 


Ser 


785 










7 90 










/ -7 3 










800 


Tyr 


Arg 


Asp 


Tyr 


Tyr 


Gly 


Glu 


Ser 


Leu 


^ X 11 




Thr 


Leu 


Glv 


Leu 


Cvs 








805 










O X u 










815 




Gin 


Arg 


Phe 


Leu 
820 


Gly 


Val 






















<210>957 




























<211>150 




























<212>PRT 




























<213 >Chlamydia pneumoniae 




















<400>957 




























His 


Gin 


Leu 


Arg 


Leu 


Ala 


Ser 


Arg 


Gin 


Leu 


Pfie 


Ala 


O j=k -r- 

oer 




Arg 


Leu 


1 








5 










10 










15 


Glu 


Trp 


His 


Ala 


He 


Cys 


Arg 


Arg 


Ala 


Ser 


Pro 


Leu 


Gly 


Asn 


Arg 


Leu 






2 0. 










25 










3 0 






Phe 


Ser 


Asn 


Leu 


Pro 


Ala 


Ser 


Thr 


Pro 


Gly 


Lys 


Thr 


Val 


Leu 


oer 


Leu 






35 










40 










45 






X X c 


Leu 


He 


Glu 


Gly 


Lys 


Trp 


Arg 


Glu 


Ser 


Glu 


Ala 


His 


Ala 


Phe 


Aia 




50 










55 










b U 








Phe 


Ala 


Ala 


Leu 


Ser 


Glu 


Tyr 


Leu 


Asn 


He 


Asn 


Gin 


Lys 


Pro 


Asp 


Ala 


65 










70 










7 5 










8 0 


Ala 


Leu 


Phe 


Ser 


Ser 
85 


Gin 


Asp 


Gly 


Met 


Pro 
90 


Gin 


His 


Ala 


val 


tjiy 


Phe 


Leu 


Glu 


Arg 


Lys 


Glu 


Arg 


He 


Leu 


Pro 


HI S 


Leu 


Pro 


vj X y 


Asn 


Leu 


Lys 






100 










10 5 










110 


He 


Ala 


lie 


Val 


Gly 


Gin 


Asn 


He 


Ala 


Gly 


Pro 


oiy 


Leu 


As n 


Arg 








115 










120 
















Ala 


Ser 


Ala 


Tyr 


His 


Ala 


He 


Cys 


Asp 


Leu 


His 


Thr 


Glu 


Glu 


Thr 


Leu 




130 








13 5 










140 










Gin 


Pro 


Gin 


Ser 


Ser 


Leu 






















145 










150 






















<210>958 
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<211>354 
<212>PRT 

<2 13 >Chlamydia pneumoniae 

<400>958 ^ ^ 

Ala Glu Arg Arg Phe Cys Val Lys Arg Ala He He He Gly Ala Gly 

1-5 10 15 

He Ser Gly Leu Ala Ala Gly Trp Trp Leu His Lys Lys Phe Pro Gin 

20 25 30 

Ala Glu He Leu Val Leu Asp Lys Glu Ala Tyr Ala Gly Gly Phe Val 

35 40 45 

Arg Thr Glu Ser Pro Gin Gly Phe Ser Phe Asp Leu Gly Pro Lys Gly 

50 55 60 

Phe Leu Thr Arg Gly Asp Gly Glu Tyr Thr Leu Lys Leu He His Glu 
65 70 75 80 

Leu Gly Leu Gin Asn Ser Leu He Phe Ser Asp Arg Ala Ala Lys Asn 

85 90 ^5 

Arg Phe Val Tyr Tyr Arg Gly Lys Ala Arg Lys He Ser Thr Trp Thr 

100 105 110 

Leu Leu Arg Lys Gly Leu Leu Pro Ser Leu He Lys Asp Phe Arg Ala 

115 120 125 

Pro Cys Tyr Thr Gin Asp Ser Ser Val Gin Asp Phe Leu Lys Arg His 

130 135 140 

Ser Ser Gin Asn Phe Thr Ser Tyr He Leu Asp Pro Leu He Thr Ala 
145 150 155 160 

He Arq Ala Gly His Ser Ser He Leu Ser Thr His Met Ala Phe Pro 

165 170 175 

Glu Leu Ala Lys Arg Glu Ala Ser Ser Gly Ser Leu Leu Arg Ser Tyr 

180 185 190 

Leu Lys Asn Arg Ser Pro Lys Lys Ser Lys Thr Asp Arg Tyr Leu Ala 

195 200 205 

Ser Leu Ser Pro Ser Met Gly Thr Leu He Thr Thr He Gin Glu Lys 

210 215 220 

Leu Pro Ala Thr Trp Lys Phe Ser Thr Ser Val Thr His He Asp Cys 
225 230 235 240 

Ser Pro Lys Glu Ala Cys Val Thr Thr Pro Ser Glu Thr Phe Phe Ala 

245 250 255 

Asp Met Val He Tyr Thr Gly Pro Leu Gin Gin Leu Pro Val Leu Leu 

260 265 270 

Pro Asn Tyr Gly He Glu Asn Leu Ser Lys Arg Val Leu Pro Trp Asn 

275 280 285 

Leu Ser Ser He Ser Leu Gly Trp His His Ala Asn Phe Ser Leu Pro 

290 295 300 

Lys Gly Tyr Gly Met Leu Phe Ala Asp Glu Leu Pro Leu Leu Gly He 
305 310 315 320 

Val Trp Asn Ser Gin He Phe Pro Gin Val Arg Gin Gly Lys Gin Cys 

325 330 335 

Ser Pro Phe Ser Leu Lys Ala Asn Gly Gly Asn Gin Lys Leu Met Pro 
340 345 350 

Leu Arg 

<210>959 
<211>460 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>959 

Phe Leu Met Phe Asn Val Asn Phe Lys Phe Leu Glu Gly Leu His Gin 

15 10 15 

Pro Ala Pro Arg Tyr Thr Ser Tyr Pro Thr Ala Leu Glu Trp Glu Pro 

20 25 30 

Ser Asp Ala Ala Pro Ala Leu Leu Ala Phe Gin Arg Xaa Arg Xaa Asn 

35 40 45 

Xaa Gin Pro Leu Ser Leu Tyr Phe His He Pro Phe Cys Gin Ser Met 

50 55 60 

Cys Leu Tyr Cys Gly Cys Ser Val Val Leu Asn Arg Arg Glu Asp He 
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65 75 80 

Val Glu Ala Tyr lie Asn Thr Leu lie Gin Glu Met Lys Leu Val Val 

85 90 95 

Glu Thr lie Gly Phe Arg Pro Gin Val Ser Arg He His Phe Gly Gly 

100 105 110 

Gly Thr Pro Ser Arg Leu Ser Arg Glu Leu Phe Thr Leu Leu Phe Asp 

115 120 125 

His He His Lys Leu Phe Asp Leu Ser His Ala Glu Glu He Ala He 

130 135 140 

Glu Val Asp Pro Arg Ser Leu Arg Asn Asp Met Glu Lys Ala Asp Phe 
145 150 155 160 

Phe Gin Asn Val Gly Phe Asn Arg Val Ser Leu Gly Val Gin Asp Thr 

165 170 175 

Gin Ala Asp Val Gin Glu Ala Val Arg Arg Arg Gin Ser His Glu Glu 

180 185 190 

Ser Leu Lys Ala Tyr Glu Lys Phe Lys Glu Leu Ala Phe Gin Ser He 

195 200 205 

Asn He Asp Leu He Tyr Gly Leu Pro Lys Gin Thr Lys Glu Ser Phe 

210 215 220 

Ser Lys Thr He Gin Asp He Leu Ala Met Tyr Pro Asp Arg Leu Ala 
225 230 235 240 

Leu Phe Ser Phe Ala Ser Val Pro Trp He Lys Pro His Gin Lys Ala 

245 250 255 

Met Lys Ala Ser Asp Met Pro Ser Met Glu Glu Lys Phe Ala He Tyr 

260 265 270 

Ser Gin Ser Arg His Leu Leu Thr Lys Ala Gly Tyr Gin Ala He Gly 

275 280 285 

Met Asp His Phe Ser Leu Pro His Asp Pro Leu Thr Leu Ala Phe Lys 

290 295 300 

Asn Lys Thr Leu He Arg Asn Phe Gin Gly Tyr Ser Leu Pro Pro Glu 
305 310 315 320 

Glu Asp Leu Leu Gly Leu Gly Met Thr Ser Thr Ser Phe He Arg Gly 

325 330 335 

He Tyr Leu Gin Asn Ala Lys Thr Leu Glu Glu Tyr His Asn Thr Val 

340 345 350 

Leu Arg Gly Thr Phe Ala Thr Val Lys Ser Lys He Leu Thr Glu Asp 

355 360 365 

Asp Arg He Arg Lys Trp Ala He His Lys Leu Met Cys Thr Phe Thr 

370 375 380 

He Asn Lys Glu Glu Phe Phe Asn Leu Phe Gly Tyr Glu Phe Asp Thr 
385 390 395 400 

Tyr Phe He Glu Ser Arg Asp Arg Leu He Ser Met Glu Thr Thr Gly 

405 410 415 

Leu He His Asn Ser Pro Gly Ser Leu Lys Val Thr Pro Leu Gly Glu 

420 425 430 

Leu Phe Val Arg Val He Ala Thr Ala Phe Asp His Tyr Phe Leu Asn 

435 440 445 

Lys Val Ser Lys Lys Glu Cys Phe Ser Ala Ser He 
450 455 460 

<210>960 
<211>281 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>960 

Ser Tyr Cys Arg Ala Thr Leu Leu Gly Pro Ser Leu Leu His Val Asp 

1 5 . 15 

Ala Ala He Leu Phe Ala Asp He Leu Ser He Leu Asp Gly Phe Ala 

20 25 30 

Val Thr Tyr Asp Phe Ala Pro Gly Pro Arg He Gin Phe Ser Pro Glu 

35 40 45 

Gin Pro Phe Thr Phe Thr Ser Asp Pro Gin Thr He Phe Ser Tyr Leu 

50 55 60 

Leu Asp Ala He Arg Thr Leu Lys Gin Lys Leu Pro Val Pro Leu He 
65 70 75 80 

999 



BNSCXDCID: <WO 9927105A2J_> 



wo 99/27105 PCT/IB98/01890 

Val Phe Ala Ala^^ Pro Phe Thr Leu Ala Cys Tyr ^^Ile Asp Gly 

85 90 95 

Gly Ala Ser Lys Asp Phe Ser Lys Thr Met Ser Phe Leu Tyr Val Tyr 

100 105 110 

Pro Glu Lys Phe Asp Gin Leu lie Ser Thr He He Glu Gly Thr Ala 

115 120 125 

He Tyr Leu Lys Thr Gin Met Asp Ala Gly Ala Ala Ala Val Gin Leu 

130 135 140 

Phe Glu Ser Ser Ser Leu Arg Leu Pro Ser Ala Leu Phe Thr Arg Tyr 
145 150 155 160 

Val Thr Glu Pro Asn Arg Arg Leu He Ala Lys Leu Lys Glu Gin Ala 

165 170 175 

He Pro Val Ser Leu Phe Cys Arg Cys Phe Glu Glu Asn Phe Tyr Thr 

180 185 190 

Leu Gin Ala Thr Gin Ala Asp Thr Leu His Pro Asp Tyr His Val Asp 

195 200 205 

Leu His Arg He Gin Lys Asn Leu Met Leu Ser Leu Gin Gly Asn Leu 

210 215 220 

Asp Pro Ala He Phe Leu Leu Pro Gin Glu Lys Leu Leu His Tyr Val 
225 230 235 240 

Glu Ala Phe Leu Val Pro Leu Arg Thr Tyr Pro Asn Phe He Phe Asn 

245 250 255 

Ser Gly His Gly He Leu Pro Glu Thr Pro Leu Glu Asn Val Gin Leu 

260 265 270 

Val Val Ser Tyr Val Gin Arg Gin Leu 
275 280 

<210>961 

<211>1085 

<212>PRT 

<213>Chlamydia pneumoniae 
<400>961 

Met Ala Met Asp Phe Asn Pro Val Asn Leu Asp Phe Ser He Ser Lys 

15 10 15 

Glu Phe Lys Glu Glu Thr Leu Pro Leu Leu Leu Glu Asn He His Pro 

20 25 30 

Gly Ala Thr Ala Phe Leu Ala Ala Lys Met Phe His Asp Cys Arg Ala 

35 40 45 

Ser Val He Met He Thr Thr Pro Ala Arg Leu Asp Asp Leu Phe Glu 

50 55 60 

Asn Leu Arg Thr Phe Leu Asp Gin Ala Pro Val Glu Phe Pro Ser Ser 
65 70 75 80 

Glu He Asp Leu Ser Pro Lys Leu Val Asn He Asp Ala Val Gly Lys 

85 90 95 

Arg Asp His Leu Leu Tyr Ser Leu Asn Gin His Arg Ala Pro He Phe 

100 105 110 

Cys Val Thr Thr Leu Lys Ala Leu Leu Glu Lys Thr Arg Ser Pro Gin 

115 120 125 

Ala Thr Ser Gin Gin His Leu Asp Leu Ala Val Gly Asp Val Leu Asp 

130 135 140 

Pro Glu Ala Thr Thr Glu Leu Cys Lys Ser Leu Gly Tyr Ser Gin Val 
145 150 155 160 

Met Leu Thr Ser Glu Lys Gly Glu Phe Ser Cys Arg Gly Gly He Val 

165 170 175 

Asp He Phe Pro Leu Ser Ser Pro Glu Pro Phe Arg He Glu Phe Trp 

180 185 190 

Gly Glu Lys He He Ser He Arg Ser Tyr Asn Pro Ser Asp Gin Leu 

195 200 205 

Ser Thr Gly Lys Val Ser Lys He Ser He Ser Pro Ala Tyr Thr Glu 

210 215 220 

Glu Ala Ser Gly Gly Ash Tyr Ser His Ser Leu Leu Asp Tyr Phe Ser 
225 230 235 240 

Thr Pro Pro Leu Tyr Leu Phe Asp Asn Leu Glu He Leu Glu Asp Asp 

245 250 255 

Phe Ala Asp He Ser Gly Thr Leu Ser Ser Leu Pro Asp Arg Phe Phe 
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260 

Ser lie Gly Thr 
275 

Phe Ser Glu Thr 
2 90 

Val lie lie Glu 
305 

lie Pro lie Leu 

Leu Leu Ala Phe 
340 

Lys Pro Leu Lys 
355 

Glu Ala Arg Ala 
370 

Tyr Glu Lys Thr 
385 

Ala Phe Ala Ala 

Arg Arg Gin Lys 
420 

Phe Val Pro lie 
435 

Gly Lys Phe Leu 
450 

Thr Asp Tyr Leu 
465 

Pro Ser Asn Gin 

Lys Ala Ala Asp 
500 

Arg Asp Leu Thr 
515 

Gin Leu Glu Ala 
530 

His Gly Glu Ser 
545 

Thr Pro Asp Gin 

Ser Pro Lys Leu 
580 

Lys Thr Glu Val 
595 

His Arg Gin Val 
610 

His Tyr Glu Thr 
625 

Ala Val Leu Ser 

Glu Gin Val Ala 
660 

Leu lie Asn Lys 
675 

Asp Glu Glu Gin 
690 

Arg Tyr Pro Met 
705 

Arg Thr Leu His 

Ala Met Pro Pro 
740 

His Asn Thr Glu 
755 

Gly Gly Gin Ala 
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Leu Tyr Asp Arg 
280 

Pro Phe Pro Asn 
295 

Ala Phe His Arg 
310 

Tyr Pro Glu Gin 
325 

Leu Gin His Leu 

Leu Ala lie Tyr 
360 

Leu Ala Glu Thr 
375 

Gly Asn Leu Thr 
390 

lie Ser Leu Ser 
405 

Gin Arg Thr His 

Pro Gly Glu Thr 
440 

Gly lie Glu Lys 
455 

Val Leu Glu Tyr 
470 

Ala Tyr Leu lie 
485 

Leu His His Leu 

Glu Lys Ser Leu 
520 

Gin Arg Ser Thr 
535 

Val lie Lys Phe 
550 

Leu Lys Thr lie 
565 

Met Asp Arg Leu 

lie Met Arg Ala 
600 

lie Val Met Val 
615 

Phe Lys Glu Arg 
630 

Arg Phe Ser Gin 
645 

Ser Gly Gin lie 

Ser Leu Glu Phe 
680 

Arg Phe Gly Val 
695 

lie Asp Cys Leu 
710 

Met Ser Leu Ser 
725 

Leu Asp Arg Leu 

Thr Leu Thr Ala 
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Tyr Val lie His 
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Asn Gin Val Tyr 
285 

Lys Glu Asn Arg 

Ser Arg Gin Ala 
320 

Asp Glu Asn Pro 
335 

Pro Pro His Gly 
350 

Lys Ser Leu Lys 
365 

Asp Val Glu He 

Leu Val Asn Glu 
400 

Thr Lys Val Leu 
415 

Thr Glu Glu Val 
430 

His Asn Gly He 
445 

Leu Asn He Glu 

Arg Leu Tyr Val 
480 

Gly Thr Ser Asp 
495 

Trp Lys Arg Ser 
510 

Glu Lys Leu Leu 
525 

Val Tyr Pro Pro 

Pro Tyr Glu Glu 
560 

Asn Asp Met Met 
575 

Ala Gly Phe Gly 
590 

Val Cys Asp Gly 
605 

Leu Ala Thr Gin 

Pro He Glu He 
640 

Lys Leu He Cys 
655 

Gly Thr His Lys 
670 

Leu Leu He He 
685 

Asn Leu Lys Glu 

Thr Pro He Pro 
720 

Leu Ser Val He 
735 

Phe Val Met Glu 
750 

Glu Leu Leu Arg 
765 

Ser He Tyr Thr 
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770 775 780 

Leu Ala Glu Thr He Arg Asn Leu He Pro Glu Ala Arg He Gly Val 
785 790 795 800 

Ala His Gly Gin Met Gly Ala Glu Asp Leu Ser Asn lie Phe Thr Lys 

805 810 815 

Phe Lys Asn Gin Lys Thr Asp He Leu Val Ala Thr Ala Leu He Glu 

820 825 830 

Asn Gly He Asp He Pro Asn Ala Asn Thr He Leu He Asp His Ala 

835 840 845 

Asp Lys Phe Gly Met Ala Asp Leu Tyr Gin Met Lys Gly Arg Val Gly 

850 855 860 

Arg Trp Asn Lys Lys Ala Tyr Cys Tyr Phe Leu Val Pro His Leu Asp 
865 870 875 880 

Arg Leu Ser Gly Pro Ala Ala Lys Arg Leu Ala Ala Leu Asn Lys Gin 

885 890 895 

Glu Tyr Gly Gly Gly Met Lys He Ala Leu His Asp Leu Glu He Arg 

900 905 910 

Gly Ala Gly Asn He Leu Gly Thr Asp Gin Ser Gly His He Gly Thr 

915 920 325 

He Gly Phe Asn Leu Tyr Cys Lys Leu Leu Lys Lys Ala Val Ser Ala 

930 935 940 

Leu Lys Lys His Thr Ser Pro Leu Leu Phe Asn Asp Asp Val Lys He 
945 950 955 960 

Glu Phe Pro Tyr Asn Ser Arg He Pro Asp Thr Tyr He Glu Thr Gly 

965 970 975 

Ser Met Arg He Glu Phe Tyr Gin Lys He Gly Asn Ala Glu Ser Ser 

980 985 990 

Glu Glu Leu Thr Ala He Gin Glu Glu Met Arg Asp Arg Phe Gly Pro 

995 1000 1005 

Leu Pro Gin Glu He Cys Trp Leu Phe Ala Leu Ala Glu He Arg Leu 

1010 1015 1020 

Phe Ala Leu Gin His Gly He Ser Ser He Lys Gly Thr Ala Asn Ala 
1025 1030 1035 1040 

Leu Tyr Val Gin Lys Cys Leu Ser Lys Ser Glu Gin Thr Lys Lys Thr 

1045 1050 1055 

Leu Pro Tyr Ala Leu Ser Pro Thr Pro Glu Leu Leu Val Lys Glu Val 

1060 1065 1070 

He Glu Ser He Glu Arg Gly Phe Leu He Asn Ala Ser 
1075 1080 1085 

<210>962 
<211>182 
<212>PRT 

<2 13>Chlamydia pneumoniae 
<400>962 

Gly Gly His Trp Arg Lys Ser Arg Ser Tyr Ser Thr Pro Thr Lys Arg 

15 10 15 

Ser He Arg Arg Asp Cys Thr Leu Leu Gin Val Pro Arg Asp Gin He 

20 25 30 

Val Ser Arg Leu Thr Ala Thr Leu Asp Glu Arg Lys Gin Gin Asp Lys 

35 40 45 

Arg Leu Asn Glu Leu Glu Asn Ser Leu He Gin Thr Lys Leu Asp Lys 

50 55 60 

Leu He His Asn Cys His Gin Arg Gin Gly He Thr Cys Leu Val His 
65 70 75 80 

His Leu Ala Glu His Glu Asn His Arg Leu Gin Gin Tyr Ala Gin Cys 

85 90 95 

Leu His Gin Arg He Pro Glu Lys Leu He Ser Leu Trp Thr Thr Glu 

100 105 110 

Lys Asn Gly Lys Tyr He Val Leu Ser Arg Val Ser Asp Asp Leu He 

115 120 125 

Thr Gin Gly Val His Ala Gin Asp Leu Leu Lys Ala Val Leu Thr Pro 

130 135 140 

Cys Gly Gly Arg Trp Gly Gly Lys Asp Gin Ser Ala Gin Gly Ser Ala 
145 150 155 160 
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Pro Ala Leu Pro Al^Kr Glu Val Leu Asn Glu Tnr Leu^Rp Gin Trp 

165 170 175 

lie Ser Thr Gin Leu lie 



<210>963 
<211>482 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>963 

Ser Gly Cys Val Ala Arg Leu lie Ala Lys Thr Glu Gin Leu Ser Gly 

15 10 15 

Lys Val Tyr His Pro Asp Asp Ser Gly Ala Ala Phe Arg Val lie Ala 

20 25 30 

Asp His Val Arg Ser Leu Ser Phe Ala lie Ala Asp Gly Leu Leu Pro 

35 40 45 

Gly Asn Thr Glu Arg Gly Tyr Val Leu Arg Lys lie Leu Arg Arg Ser 

50 55 60 

Val Asn Tyr Gly Arg Arg Leu Gly Phe Arg Asn Pro Phe Leu Ala Glu 
65 70 75 80 

lie Val Pro Ser Leu Ala Asp Ala Met Gly Glu Ala Tyr Pro Glu Leu 

85 90 95 

Lys Asn Ser Leu Ser Gin lie Gin Lys Val Leu Thr Leu Glu Glu Glu 

100 105 110 

Ser Phe Phe Lys Thr Leu Asp Arg Gly Gly Asn Leu Leu Gin Gin Val 

115 120 125 

Leu Lys Ser Ser Ser Ser Ser Ser Cys lie Ser Gly Glu Asp Ala Phe 

130 135 140 

Lys Leu Lys Asp Thr Tyr Gly Met Pro lie Asp Glu lie Ser Leu Leu 
145 150 155 160 

Ala Lys Asp Tyr Asp Tyr Ser Val Asp Met Asp Thr Phe His Lys Leu 

165 170 175 

Glu Gin Glu Ala Lys Glu Arg Ser Arg Lys Asn Val Val Gin Ser Gin 

180 185 190 

Gly Thr Ser Glu Ser lie Tyr Asn Glu Leu His Leu Thr Ser Glu Phe 

195 200 205 

lie Gly Tyr Asp His Leu Ser Cys Asp Thr Phe lie Glu Ala lie lie 

210 215 220 

Ser Lys Asp His lie Val Ser Ser Leu Gin Glu Lys Gin Glu Gly Ala 
225 230 235 240 

lie Val Leu Lys Val Ser Pro Phe Tyr Ala Glu Lys Gly Gly Gin Val 

245 250 255 

Gly Asp Ser Gly Glu lie Phe Cys Ser Glu Gly Thr Phe lie Val Thr 

260 265 270 

His Thr Thr Ser Pro Lys Ala Gly Leu lie Val His His Gly Arg lie 

275 280 285 

Ser Gin Gly Ser Leu Thr Val Glu Ala Ala Val Thr Ala Gin Val Asn 

290 295 300 

Arg Tyr Arg Arg Lys Arg lie Ala Asn Asn His Thr Ala Cys His Leu 
305 310 315 320 

Leu His Lys Ala Leu Glu lie Thr Leu Gly Asp His lie Arg Gin Ala 

325 330 335 

Gly Ser Tyr Val Asp Asp Thr Lys lie Arg Leu Asp Phe Thr His Pro 

340 345 350 

Gin Ala lie Ser Pro Glu Asp Leu Leu Cys lie Glu Thr Leu Val Asn 

355 360 365 

Glu Ser lie Arg Glu Asn Glu Pro Val Asp lie Arg Glu Ala Leu Tyr 

370 375 380 

Ser Asp Val Met Asn Ser Ser Glu lie Lys Gin Phe Phe Gly Asp Lys 
385 390 . 395 400 

Tyr Ser Asp Val Val Arg Val Val Ser Ala Gly His Ser His Glu Leu 

405 410 415 

Cys Gly Gly Thr His Ala Glu Ala Thr Gly Asp lie Gly Phe Phe Arg 

420 425 430 

lie Thr Lys Glu His Ala Val Ala Met Gly lie Arg Arg lie Glu Ala 



180 



1003 
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Val Thr Gly Glu Lys Ala 
450 

Leu Glu Glu He Val Arg 
465 470 
Pro Gly 



440 

Glu Ala Thr Val His Gin 
455 460 
Tyr Tyr Lys Ser Leu Gly 
475 
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Gin Ser Glu Val 

He Arg Leu Ser 
480 



<210>964 
<211>129 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>964 
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125 








Met 
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Lys 


Thr 


Met 


Lys 


His 


Leu 


Leu 


Phe 


Gly 


Lys 


His 


He 


Phe 


Leu 




130 










135 
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He 


Val 


Phe 


Ser 


Val 
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Thr 


Lys 


Thr 


Thr 


Ser 


Gly 
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145 
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Thr 
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Ala 


Pro 
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He 


Val 


Pro 
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Ser 
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He 


Val 
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Pro 
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185 










190 






Ser 


Val 


Ser 
































195 





























<210>966 
<211>692 
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<213 >Chlamydia pneunWRae 
<400>966 

Leu Gly lie Ser Tyr Ser Cys Cys Phe Tyr lie Glu Gly Leu Gin Gly 

15 10 15 

Leu Leu Met lie Asn Lys Glu Leu Asp lie Gly lie Leu Gly Lys lie 

20 25 30 

Ala Gly Ala lie Lys Gin lie Ser lie Glu Ser lie Gin Lys Ala Ser 

35 40 45 

Ser Gly His Pro Gly Leu Pro Leu Gly Cys Ala Glu Leu Ala Ala Tyr 

50 55 60 

Leu Tyr Gly Tyr Val Leu Arg Gin Asn Pro Arg Asp Pro His Trp lie 
65 70 75 80 

Asn Arg Asp Arg Phe Val Leu Ser Ala Gly His Gly Ser Ala Leu Leu 

85 90 95 

Tyr Ser Cys Leu His Leu Ala Gly Phe Asp Val Ser Leu Glu Asp Leu 

100 105 110 

Gin Glu Phe Arg Gin Leu His Ser Arg Thr Pro Gly His Pro Glu Tyr 

115 120 125 

Gly Glu Thr Val Gly Val Glu Ala Thr Thr Gly Pro Leu Gly Gin Gly 

130 135 140 

Leu Gly Asn Ala Val Gly Met Ala Leu Ser Met Lys Met Leu Glu Ser 
145 150 155 160 

Arg Phe Asn Arg Pro Gly His Glu lie Phe Asn Gly Lys lie Tyr Cys 

165 170 175 

Leu Ala Gly Asp Gly Cys Phe Met Glu Gly Val Ser His Glu Val Cys 

180 185 190 

Ser Phe Ala Gly Ser Leu Asn Leu Asn Asn Leu Val Val lie Tyr Asp 

195 200 205 

Tyr Asn Asn Val Val Leu Asp Gly Tyr Leu Asn Glu lie Ser Val Glu 

210 215 220 

Asp Thr Lys Lys Arg Phe Glu Ala Tyr Gly Trp Glu Tyr Tyr Glu lie 
225 230 235 240 

Asp Gly Tyr Asp Phe Thr His lie His Glu Thr Phe Ser Ser lie Lys 

245 250 255 

Arg Gly Gin Glu Arg Pro Val Leu Val lie Ala His Thr lie lie Gly 

260 265 270 

His Gly Ser Pro Lys Glu Gly Thr Asn Lys Ala His Gly Ser Pro Leu 

275 280 285 

Gly Val Glu Gly Thr His Glu Thr Lys Gin Phe Trp His Leu Pro Glu 

290 295 300 

Glu Lys Phe Phe Val Pro Pro Ala Val Lys Asn Phe Phe Ala His Lys 
305 310 315 320 

lie Gin Glu Asp Arg Lys Ala Gin Glu Gin Trp Leu Asp Glu Val Arg 

325 330 335 

Val Trp Ser Lys Gin Phe Pro Glu Leu His Glu Glu Phe Val Ala Leu 

340 345 350 

Thr Ser His Lys Leu Pro Lys Asn Leu Glu Ser Leu Val Gin Ser Val 

355 360 365 

Glu Met Pro Asp Ser lie Ala Gly Arg Ala Ala Ser Asn Lys Leu lie 

370 375 380 

Gin Val Leu Val Gin His lie Pro Tyr Leu lie Gly Gly Ser Ala Asp 
385 390 395 400 

Leu Ser Ser Ser Asp Gly Thr Trp lie Ala Asn Glu Lys Val lie His 

405 410 415 

Thr Tyr Asp Phe Ser Gly Arg Asn lie Lys Tyr Gly Val Arg Glu Phe 

420 425 430 

Gly Met Ala Thr lie Met Asn Gly Leu Ala Tyr Ser Gin Val Phe Arg 

435 440 445 

Pro Phe Gly Gly Thr Phe Leu Val Phe Ser Asp Tyr Met Arg Asn Ala 

450 455 460 

lie Arg Leu Ala Ala Leu Ser Lys Leu Pro Val lie Tyr Gin Phe Thr 
465 470 475 480 

His Asp Ser lie Phe Val Gly Glu Asp Gly Pro Thr His Gin Pro Val 



485 



490 



495 
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S^^^eu Arg Ala lie Pro Gly Leu T^^^^c 



. Glu Gin Leu Met Sel^eu Arg Ala lie Pro Gly Leu Ty^Wal lie Arg 
.500 505 510 

Pro Ala Asp Ala Asn Glu Val Arg Gly Ala Trp lie Ala Gly Leu Lys 

515 520 525 

His Thr Gly Pro Thr Val lie Val Leu Ser Arg Gin Ala Leu Pro Thr 

530 535 540 

Leu Pro Ala Ala His Arg Pro Phe Lys Asp Gly Val Gly Arg Gly Ala 
545 550 555 560 

Tyr lie Val Leu Lys Glu Ser Gly Glu Lys Pro Asp Tyr Thr Leu Phe 

565 570 575 

Ala Thr Gly Ser Glu Val Ser Leu Ala Leu Ser Val Ala Lys Glu Leu 

580 585 590 

Glu His Leu Asp Lys Gin Val Arg Val Val Ser Phe Pro Cys Trp Glu 

595 600 605 

Leu Phe Glu Ala Gin Asp Val Asp Tyr Lys Gin Ser lie Val Gly Gly 

610 615 620 

Asp Leu Gly lie Arg Val Ser lie Glu Ala Gly Ser Ala Leu Gly Trp 
625 630 635 640 

Tyr Lys Tyr lie Gly Ser Glu Gly Leu Leu Ser Leu Trp lie Asp Ser 

645 650 655 

Asp Thr Gin Glu Leu Leu Met Met Tyr Gin Lys Asn Val Ala Leu Leu 

660 665 670 

Gin Ser Lys Ser Phe Arg Gly Phe Ser Leu Asn Ser His Cys Arg Lys 

675 680 685 

Phe Gin Ser Arg 

690 
<210>967 
<211>312 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>967 

Pro Arg Asn Asp Lys Asn Ala Lys Asn Leu Arg Arg Lys His Tyr Lys 

15 10 15 

Gly Glu Arg Val Ser Lys His Thr Ser Glu Ser Arg lie Ala Gin Asp 

20 25 30 

Met Leu Glu Arg Tyr Ser Gly Ser Ser Val Lys Gin Phe Cys Pro Tyr 

35 40 45 

Leu Leu Leu Thr Asn Phe Ser Tyr Tyr lie Gin Thr Phe Ala Lys Leu 

50 55 60 

His Gly Val Pro Val Phe Glu Gly Ser Met Phe Ser Ala Ala His Ala 
65 70 75 80 

Pro His Leu Lys Thr Ser lie Leu Asp Phe Lys Leu Gly Ser Pro Gly 

85 90 95 

Ala Ala Leu Thr lie Asp Leu Cys Ser Phe Leu Pro Asp Leu Lys Ala 

100 105 110 

Ala Leu Met Leu Gly Met Cys Gly Gly Leu Arg Ser His Tyr Gin Val 

115 120 125 

Gly Asp Tyr Phe Val Pro Val Ala Ser lie Arg Gly Glu Gly Thr Ser 

130 135 140 

Asp Ala Tyr Phe Pro Pro Glu Val Pro Ala Leu Ala Asn Phe Val Val 
145 150 155 160 

Gin Lys Ala Thr Thr Glu Val Leu Glu Asp Lys Lys Ala Asn Tyr His 

165 170 175 

lie Gly lie Thr His Thr Thr Asn lie Arg Phe Trp Glu Phe Asn Lys 

180 185 190 

Lys Phe Arg Lys Lys Leu Tyr Glu Thr Lys Ala Gin Ser Ala Glu Met 

195 200 205 

Glu Cys Ala Thr Leu Phe Ala Ala Gly Tyr Arg Arg Asn Leu Pro lie 

210 215 220 

Gly Ala Leu Leu Leu lie Ser Asp Leu Pro Leu Arg Lys Glu Gly lie 
225 230 235 240 

Lys Thr Lys Ser Ser Gly Asn Phe lie Phe Asn Thr Tyr Thr Glu Asp 

245 250 255 

His lie Leu Thr Gly Gin Glu Val lie Glu Asn Leu Glu Lys Val Met 
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<210>976 
<211>385 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>976 

Met Lys Trp Phe Val He Ser Cys Leu Leu Gly He Phe Ser Leu Gly 

15 10 15 

Leu He Met Val Phe Glu Thr Ser Ser Ala Glu Val Leu Asp Arg Ser 
20 25 30 
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Leu Glu Cys Ser Thr His Lys Ala Leu lie Arg Gin Va^^hr Tyr Leu 

35 40 45 

He Leu Gly Leu Gly Val Ala Ser Leu Leu Tyr Met Met Glu Trp Arg 

50 55 60 

Asp Phe Leu Lys He Ser Pro Val Leu Leu Ser Gly Ala Ala Leu Ala 
65 70 75 80 

Leu He Cys Val Phe He Pro Gly Leu Gly He Cys Arg Asn Gly Ala 

85 90 9S 

Arg Arg Trp Leu Gly Phe Gly Gin Leu Thr He Gin Pro Ser Glu Phe 

100 105 110 

Val Lys Tyr Leu Val Pro He Val Ala Leu Tyr Phe Leu Thr Phe Ser 

115 120 125 

Ser Leu Tyr Gin Lys Gin Leu Lys Met Phe Leu Lys Leu Thr Ala He 

130 135 140 

Leu Phe He Pro He Leu Leu He Ala He Glu Pro Asp Asn Gly Ser 
145 150 155 160 

Ala Ala val He Ser Ala Ser Leu He Pro Val Phe He Met Thr Ser 

165 170 175 

Val Arg Leu Arg Tyr Trp Leu Leu Pro Leu Leu Cys Val Leu He Ala 

180 185 190 

Gly Gly Ala Leu Ala Tyr Arg Met Pro Tyr Val Arg Tyr Arg Leu Asn 

195 200 205 

Val Tyr Leu His Pro Glu Leu Asp He Lys Gly Arg Gly His Gin Pro 

210 215 220 

Tyr Gin Ala Lys He Ala Ala Gly Ser Gly Lys Leu Leu Gly Lys Gly 
225 230 235 240 

Pro Gly Ala Ser Leu Gin Lys Leu Thr Tyr Leu Pro Glu Ala Gin Asn 

245 250 255 

Asp Tyr He Ala Ala He Tyr Ala Glu Glu Phe Gly Phe Leu Gly Met 

260 265 270 

Leu val Leu He Leu Leu Tyr Met Cys Phe Val Tyr Gly Gly Tyr Ala 

275 280 285 

He Ala He Lys Ala Ser Ser Leu Glu Gly Ala Ala Leu Ala Met Val 

290 295 300 

He Thr Leu He He Ser Met Gin Ala Phe Met Asn Leu Gly Val Val 
305 310 315 320 

Ser Gly Leu Leu Pro Ser Lys Gly Val Asn Leu Pro Phe Phe Ser Gin 

325 330 335 

Gly Gly Ser Ser Leu He Ala Asn Met Cys Gly Val Thr Leu Leu Leu 

340 345 350 

Lys Val Tyr Asp Glu Glu Asn Ser Lys Ser Ser Leu Gly Cys Arg Arg 

355 360 365 

Phe Arg Arg Pro His Cys Pro Ser Ser Leu Gly Lys Gly Ser Phe Phe 
370 375 380 

Ser 
385 

<210>977 
<211>357 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>977 

Met Met Lys Lys He Arg Lys Val Ala Leu Ala Val Gly Gly Ser Gly 

15 10 15 

Gly His He Val Pro Ala Leu Ser Val Lys Glu Ala Phe Ser Arg Glu 

20 25 30 

Gly He Asp Val Leu Leu Leu Gly Lys Gly Leu Lys Asn His Pro Ser 

35 40 ■ 45 

Leu Gin Gin Gly He Ser Tyr Arg Glu He Pro Ser Gly Leu Pro Thr 

50 55 60 

Val Leu Asn Pro He Lys He Met Ser Arg Thr Leu Ser Leu Cys Ser 
65 70 75 80 

Gly Tyr Leu Lys Ala Arg Lys Glu Leu Lys He Phe Asp Pro Asp Leu 

85 90 95 

Val He Gly Phe Gly Ser Tyr His Ser Leu Pro Val Leu Leu Ala Gly 
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<211>812 
<212>PRT 



<213>Chlamydia pneumoniae 
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Thr Asp Leu Asn Lys^Cl Phe Tyr Asn Gly Asp Cys Pro Leu Lys 

210 215 220 

Gly Asn Val Gin Gly lie Ser Tyr Gly Tyr Ser Pro Glu Cys Gin Leu 
225 230 235 240 

His lie Val Ser Tyr Asn Gin Lys Ala Trp Gin Ser His Phe Ser Phe 

245 250 255 

Thr Phe Leu Gly Gin Glu Tyr Gin Asp lie Glu Leu Asn Leu Pro Gly 

260 265 270 

Gin His Asn Ala Ala Asn Ala Ala Ala Ala Cys Gly Val Ala Leu Thr 

275 280 285 

Phe Gly lie Asp lie Asn lie lie Arg Lys Ala Leu Lys Lys Phe Ser 

290 295 300 

Gly Val His Arg Arg Leu Glu Arg Lys Asn lie Ser Glu Ser Phe Leu 
305 310 315 320 

Phe Leu Glu Asp Tyr Ala His His Pro Val Glu Val Ala His Thr Leu 

325 330 335 

Arg Ser Val Arg Asp Ala Val Gly Leu Arg Arg Val lie Ala lie Phe 

340 345 350 

Gin Pro His Arg Phe Ser Arg Leu Glu Glu Cys Leu Gin Thr Phe Pro 

355 360 365 

Lys Ala Phe Gin Glu Ala Asp Glu Val lie Leu Thr Asp Val Tyr Ser 

370 375 380 

Ala Gly Glu Ser Pro Arg Glu Ser lie lie Leu Ser Asp Leu Ala Glu 
385 390 395 400 

Gin lie Arg Lys Ser Ser Tyr Val His Cys Cys Tyr Val Pro His Gly 

405 410 415 

Asp lie Val Asp Tyr Leu Arg Asn Tyr lie Arg lie His Asp Val Cys 

420 425 430 

Val Ser Leu Gly Ala Gly Asn lie Tyr Thr lie Gly Glu Ala Leu Lys 

435 440 445 

Asp Phe Asn Pro Lys Lys Leu Ser lie Gly Leu Val Cys Gly Gly Lys 

450 455 460 

Ser Cys Glu His Asp lie Ser Leu Leu Ser Ala Gin His Val Ser Lys 
465 470 475 480 

Tyr lie Ser Pro Glu Phe Tyr Asp Val Ser Tyr Phe lie lie Asn Arg 

485 490 495 

Gin Gly Leu Trp Arg Thr Gly Lys Asp Phe Pro His Leu lie Glu Glu 

500 505 510 

Thr Gin Gly Asp Ser Pro Leu Ser Ser Glu lie Ala Ser Ala Leu Ala 

515 520 525 

Lys Val Asp Cys Leu Phe Pro Val Leu His Gly Pro Phe Gly Glu Asp 

530 535 540 

Gly Thr lie Gin Gly Phe Phe Glu lie Leu Gly Lys Pro Tyr Ala Gly 
545 550 555 560 

Pro Ser Leu Ser Leu Ala Ala Thr Ala Met Asp Lys Leu Leu Thr Lys 

565 570 575 

Arg lie Ala Ser Ala Val Gly Val Pro Val Val Pro Tyr Gin Pro Leu 

580 585 590 

Asn Leu Cys Phe Trp Lys Arg Asn Pro Glu Leu Cys lie Gin Asn Leu 

595 600 605 

lie Glu Thr Phe Ser Phe Pro Met lie Val Lys Thr Ala His Leu Gly 

610 615 620 

Ser Ser lie Gly lie Phe Leu Val Arg Asp Lys Glu Glu Leu Gin Glu 
625 630 635 640 

Lys lie Ser Glu Ala Phe Leu Tyr Asp Thr Asp Val Phe Val Glu Glu 

645 650 655 

Ser Arg Leu Gly Ser Arg Glu lie Glu Val Ser Cys lie Gly His Ser 

660 665 670 

Ser Ser Trp Tyr Cys Met Ala Gly Pro Asn Glu Arg Cys Gly Ala Ser 

675 680 685 

Gly Phe lie Asp Tyr Gin Glu Lys Tyr Gly Phe Asp Gly lie Asp Cys 

690 695 700 

Ala Lys lie Ser Phe Asp Leu Gin Leu Ser Gin Glu Ser Leu Asp Cys 
705 710 715 720 
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.:^P^lu Arg Val Tyr Arg Aia Met Gl^fc 



Val Arg Glu Leu AllWSlu Arg Val Tyr Arg Aia Met Gli^^y Lys Gly 

725 730 735 

Ser Ala Arg lie Asp Phe Phe Leu Asp Glu Glu Gly Asn Tyr Trp Leu 

740 745 750 

Ser Glu Val Asn Pro lie Pro Gly Met Thr Ala Ala Ser Pro Phe Leu 

755 760 765 

Gin Ala Phe Val His Ala Gly Trp Thr Gin Glu Gin lie Val Asp His 

770 775 780 

Phe lie lie Asp Ala Leu His Lys Phe Asp Lys Gin Gin Thr lie Glu 
785 790 795 800 

Gin Ala Phe Thr Lys Glu Gin Asp Leu Val Lys Arg 
805 810 

<210>979 
<211>192 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>979 

Leu Val Asn Asp Ser Gin Leu Ser Arg Glu Ala Ser Ala Phe Arg Leu 

15 10 15 

Asp lie Asp Phe Phe lie Leu Asn lie Tyr Pro Phe Phe Arg Asn Phe 

20 25 30 

Lys Asn lie Glu Leu Cys Phe Phe Leu Ser lie Ser Gin Phe Asn Leu 

35 40 45 

Asp Phe Met Glu Glu Phe Val Ala Tyr lie Val Lys Asn Leu Val Thr 

50 55 60 

Asn Pro Glu Ala Val Glu lie Arg Ser lie Glu Asp Glu Asp Asn Glu 
65 70 75 80 

Ser lie Lys Leu Glu lie Arg Val Ala Ala Glu Asp lie Gly Lys lie 

85 90 95 

lie Gly Arg Arg Gly Asn Thr lie His Ala Leu Arg Thr lie Leu Arg 

100 105 110 

Arg Val Cys Ser Arg Leu Lys Lys Lys Val Gin lie Asp Leu Val Gin 

115 120 125 

Pro Glu Asn Gly Thr Asp Val lie Ala Asp Gin Asp Tyr lie Cys Asp 

130 135 140 

Asn Asp Ser Ser Asn Ser Thr Glu Asp Thr Phe Gly Glu Ser Asp Thr 
145 150 155 160 

Cys Cys Ser Gly His Cys His Tyr Asp Glu Asp Leu Asn Gin Glu Glu 

165 170 175 

Gin Glu Glu Gly Asn Met His His Ser Cys Glu Cys Ser Asn His His 
180 185 190 

<210>980 
<211>120 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>9BO 

Lys Phe Leu lie lie Lys Ser Ser Met Thr Ala Val Leu He Leu Thr 

15 10 15 

Ser Phe Pro Ser Glu Glu Ser Ala Arg Ser Leu Ala Arg His Leu He 

20 25 30 

Thr Glu Arg Leu Ala Ser Cys Val His Val Phe Pro Lys Gly Thr Ser 

35 40 45 

Thr Tyr Leu Trp Glu Gly Lys Leu Cys Glu Ser Glu Glu His His He 

50 55 60 

Gin He Lys Ser He Asp He Arg Phe Ser Glu He Cys Leu Ala He 
65 70 75 80 

Gin Glu Phe Ser Gly Tyr Glu Val Pro Glu Val Leu Leu Phe Pro He 

85 90 95 

Glu Asn Gly Asp Pro Arg Tyr Leu Asn Trp Leu Thr He Leu Ser Tyr 

100 105 110 

Pro Glu Lys Pro Pro Leu Ser Asp 
115 120 

<210>981 
<211>213 
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<212>PRT 

<213 >Chlamydia pneumoniae 
<400>981 

lie Leu Ala lie Leu Phe Met lie lie lie Lys Asn Asn Glu Leu Met 

1 5 10 15 

lie Arg Arg Phe Phe Lys Thr Leu Phe Pro Pro Gly Pro Gin Tyr Ser 

20 25 30 

Leu Cys Tyr Ala Ser lie Leu lie Val Leu Ser Ser Leu Val Cys Val 

35 40 45 

Pro Thr Phe Cys Trp Leu Phe Leu Pro Glu Leu Ser Leu Ser Lys Phe 

50 55 60 

Asn Pro Ser Pro lie Arg Asn Leu Phe Leu Val Ser Ser Thr Leu Ser 
65 70 75 80 

Lys Val Pro Pro Thr Ala lie Ala Glu His Leu Arg Leu Ser Ala Asp 

85 90 95 

Ala Pro Thr Tyr Leu His Glu Phe Ser lie Lys Glu Ala Glu Ser Ser 

100 105 110 

Leu His Ala Leu Gly lie Phe Ser Ser Leu Val lie Glu Lys Ser Pro 

115 120 125 

Asp Asn Lys Gly lie Thr lie Phe Tyr Thr Leu Gin Thr Pro lie Ala 

130 135 140 

Tyr Val Gly Asn Arg Ser Asn Thr Leu Cys Asn Leu Glu Gly Ser Cys 
145 150 155 160 

Phe Leu Gly Gin Pro Tyr Phe Pro Ser Leu Asn Leu Pro Gin lie Phe 

165 170 175 

Phe Ser Gin Glu Asp Leu Lys Met Gin Lys Leu Pro Lys Glu Lys Met 

180 185 190 

Leu Phe Thr Lys lie Leu Leu Lys Glu Leu Ala Met Glu Ser Pro Lys 

195 200 205 

lie lie Asp Leu Ser 

210 
<210>982 
<211>107 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>982 

Leu Glu Arg Leu Leu Met Asn Leu Ser Ala Lys Glu Tyr Gly Asp lie 

15 10 15 

He Val He Tyr Leu Gin Gly Ser Leu Asp Ala Val Ser Val Pro Ser 

20 25 30 

Val Gin Glu Tyr Leu Glu Gin Phe He Gin Lys Lys His Leu Lys He 

35 40 45 

Ala Leu Asn Phe Thr Asp Val Ser Tyr He Ser Ser Ala Gly He Arg 

50 55 60 

Leu Leu Leu Ser Asn Phe Lys Leu Val Gin Ser Leu Gly Gly Lys Met 
65 70 75 80 

Cys Leu Cys Cys Val Lys Glu Ser Val Thr Glu Val Met Arg He Ala 

85 90 95 

Arg Phe Arg Gin Met He Leu Leu Cys Gin Val 
100 105 

<210>983 
<211>342 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>983 

Met Leu Pro Phe Glu Phe Glu Phe Asn Thr Thr Ser Ser Pro Glu Cys 

1 5 10 15 

Asp Val Cys Leu Asp Pro Gin Lys Leu Phe Val Lys Leu Phe Lys Arg 

20 25 30 

Thr He Val Leu Leu Ser Gly Pro Thr Gly Ser Gly Lys Thr Asp Val 

35 40 45 

Ser Leu Ala Leu Ala Pro Met He Asp Gly Glu He Val Ser Val Asp 

50 55 60 

Ser Met Gin Val Tyr Gin Gly Met Asp He Gly Thr Ala Lys Val Ser 
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<213 >Chlamydia pneumoniae 
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Asp Val Cys Val Leu Thr Glu Lys Asn lie His His Gly Asn lie Leu 

100 105 110 

Leu Gin Ala Arg Pro lie Gly Gly Leu Arg lie lie Asp Ser Gly Glu 

115 120 125 

Ala Asp Asp Lys lie lie Ala Val Leu Glu Asp Asp Leu Val Phe Ala 

130 135 140 

Glu lie Glu Asp lie Ser Asp Cys Pro Gly Thr Val Leu Asp Met lie 
145 150 155 160 

Gin His Tyr Phe Leu Thr Tyr Lys Ala Thr Pro Asn His Leu lie Lys 

165 170 175 

Gly Ser Pro Ala Lys lie Glu He Val Gly He Tyr Gly Lys Lys Glu 

180 185 190 

Ala Gin Lys Val He Gin Leu Ala His Glu Asp Tyr Leu Ser Tyr He 

195 200 205 

Gly Asp Thr Ala Glu Val Asn 
210 215 
<210>991 
<211>351 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>991 

Met Lys Tyr Ser Leu Asn Phe Lys Glu He Lys He Asp Asp Tyr Glu 

1 5 . 10 15 

Arg Val He Glu Val Thr Cys Ser Lys Val Arg Leu His Ala He He 

20 25 30 

Ala He His Gin Thr Ala Val Gly Pro Ala Leu Gly Gly Val Arg Ala 

35 40 45 

Ser Leu Tyr Ser Ser Phe Glu Asp Ala Cys Thr Asp Ala Leu Arg Leu 
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<210>992 



<211>325 
<212>PRT 



<213>Chlamydia pneumoniae 
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Gin Asn Leu Asp 
180 

Gin Phe Cys Glu 
195 

Thr Arg Lys Leu 
210 

Val Glu Ser Gin 
225 

Phe Phe lie Arg 

His Val Pro Gly 
260 

Asp Ala Leu Gly 
275 

Asn Asn His Ala 
290 

Thr Thr Leu Ala 
305 

Lys Leu lie Ala 

<210>993 
<211>246 
<212>PRT 
<2 13 >Chlamydia pneumoniae 
<400>993 
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<210>994 
<211>567 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>994 

He Leu Phe Trp Leu Leu Gly Leu Asn Gin Gly Asp Asp Asn Leu Pro 
15 10 15 
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A^^frg Phe Val Tyr Ala Asp Arg Ly^l^n Thr Lys 

185 190 
Ala Ser Leu Ala Ala Leu Asn Gin Gin His His Ala 

200 205 
Ser Leu Gly Leu Pro Asn Thr Pro Ser Pro Arg Arg 

215 220 
Tyr Lys Tyr Ala Leu Val Ala Glu Gly Ala Val Asp 
230 235 240 

Tyr Pro Phe He Asp Ser Pro Ala Arg Ala Trp Asp 
245 250 255 

Ala Phe Leu Val Glu Glu Ala Gly Gly Arg Val Thr 

265 270 
Ala Pro Leu Glu Tyr Arg Lys Glu Ser Leu Val Leu 

280 285 
Val He Leu Ala Ser Gly Asp Gin Glu Thr His Glu 

295 300 
Ala Leu Gin Asn Gin Leu Asn Val Val Pro Thr Asp 
310 315 320 

Leu 
325 
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He 



Glu Val 



Pro 
20 



Leu^ 
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He 



Thr 



Arg 
25 



Lys 



Leu 



Arg Arg 



His 



Asp 



30 



Gin Arg Asn Arg Gly His Asn Asn His Asn Leu Arg Leu Arg Pro Gly 

35 40 45 

Ser Thr Leu Leu Glu Ala Phe Leu He Leu Cys Ser Glu His Glu Glu 

50 55 60 

Gly He Ala Cys Phe Asp Glu His Leu Gly Ser Leu Ser Tyr Arg Glu 
65 70 75 80 

Leu Arg Asn Ala He He Ala Val Ala He Lys Val Ser Lys Phe Ser 

85 90 95 

Glu Asp Arg Val Gly Val Met Met Pro Ala Ser He Gly Ala Phe He 

100 105 110 

Ala Tyr Phe Gly He Leu Leu Ala Gly Lys Thr Pro Val Met Met Asn 

115 120 125 

Trp Ser Gin Gly Leu Arg Glu Leu Arg Ala Cys Thr Lys Thr Val Glu 

130 135 140 

Val Arg Arg Val Leu Thr Ser Gin Gin Phe He Lys His Leu Thr Glu 
145 150 155 160 

Val Gin Gly Phe Val Glu Tyr Pro Phe Asp Leu Met Tyr Met Glu Asp 

165 170 175 

Val Arg Lys Arg Leu Ser Trp Trp Glu Lys Cys Arg He Gly Leu Tyr 

180 185 190 

Ser Lys Cys Ser Val Pro Trp Leu Leu Arg He Phe Gly Val Ser Gly 

195 200 205 

Val Glu Ser Asp Asp Thr Ala Val He Leu Phe Thr Ser Gly Thr Glu 

210 215 220 

Lys Leu Pro Lys Ala Val Pro Leu Thr His Lys Asn Leu Met Glu Asn 
225 230 235 240 

Gin Glu Ala Cys Leu Lys Phe Phe Asp Pro Asn Thr Gin Asp Val Met 

245 250 255 

Leu Ala Phe Leu Pro Pro Phe His Ala Tyr Gly Phe Asn Ser Cys Gly 

260 265 270 

Leu Phe Pro Leu Leu Met Gly Val His Val Val Phe Ala Ser Asn Pro 

275 280 285 

Leu Asn Pro Lys Lys Leu Val Glu Phe He Asp Asp Lys Lys Val Thr 

290 295 300 

Phe Phe Gly Ser Thr Pro Val Phe Phe Asp Tyr He Leu Lys Thr Ala 
305 310 315 320 

Lys Lys Gin Asn Ser Cys Leu Glu Ser Leu Arg Leu Val Val He Gly 

325 330 335 

Gly Asp Ala Leu Lys Asp Thr Leu Tyr Glu Glu Thr Lys Lys Leu Gin 

340 345 350 

Pro Gin He Ala Leu Tyr Gin Gly Tyr Gly Ala Thr Glu Cys Ser Pro 

355 360 365 

Val He Ser He Thr Thr Lys Glu Ser Pro Arg Lys Ser Glu Cys Val 

370 375 380 

Gly Met Pro He Glu Gly Met Asp Val Leu He He Ser Lys Glu Thr 
385 390 395 400 

His He Pro Val Ser Ser Gly Glu Gin Gly Leu He Val Val Arg Gly 

405 410 415 

Asn Ser Val Phe Ser Gly Tyr Leu Gly Asn His Glu His Gin Ser Phe 

420 425 430 

Val Ser Leu Gly Gly Asp Gin Trp Tyr Leu Thr Gly Asp Leu Gly His 

435 440 445 

He Gly Pro Ser Gly Asp Leu Phe Leu Glu Gly Arg Leu Ser Arg Phe 

450 455 460 

Val Lys He Gly Gly Glu Met Val Ser Leu Glu Ala Leu Glu Ser He 
465 470 475 480 

Leu His Glu His Phe Thr Glu Asn Gin Asn Glu Asp Ala Gly Ser Leu 

485 490 495 

Val Val Cys Gly He Pro Gly Asp Lys Val Arg Leu Cys Leu Phe Thr 

500 505 510 

Thr Leu Ala Thr Thr He His Glu Val Asn Asp He Leu Lys Ser Ala 



515 



520 



525 
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Glu Thr Ser Ser^^e Val Lys He Ser Tyr Val His^^ Val Glu Ser 

530 535 540 

He Pro He Leu Gly He Giy Lys Pro Asp Tyr Val Ser Leu Asn Ala 
545 550 555 560 

Leu Ala val Ser Leu Phe Gly 
565 

<210>995 
<211>376 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>995 

Val Cys Lys Glu Ser Phe Leu Thr Thr Ser Asp Val He Asp Phe Val 

15 10 15 

Thr Asn Asp Phe Leu Gly Phe Ala Arg Ser Pro Thr He Tyr Cys Glu 

20 25 30 

Val Ser Lys Arg Phe Gin He His Cys Gin Gin Phe Pro His Glu Lys 

35 40 45 

Leu Gly He Arg Gly Ser Arg Leu Met Val Gly Pro Ser Ser Val He 

50 55 oO 

Asp Asp Leu Glu Ser Lys He Ala Ser Tyr His Gly Ala Pro Asn Ala 
65 70 75 80 

Phe He Val Asn Ser Gly Tyr Met Ala Asn Leu Gly Leu Cys His His 

85 90 95 

Val Ser Arg Ser Thr Asp Val Leu Leu Trp Asp Glu Glu Val His Met 

100 105 110 

Ser val Val His Ser Leu Ser Ala He Ser Gly Gin His His Thr Phe 

115 120 125 

His His Asn Asn Leu Glu His Leu Glu Ser Leu Leu Gin Cys Tyr Arg 

130 135 140 

He Ser Ser Lys Gly Arg He Phe He Phe Val Ser Ser Val Tyr Ser 
145 150 155 160 

Phe Arg Gly Thr Leu Ala Pro Leu Glu Gin He He Ala Leu Ser Lys 

165 170 175 

Lys Tyr His Ala His Leu He Val Asp Glu Ala His Ala Met Gly He 

180 185 190 

Phe Gly Asp Asp Gly Lys Gly Leu Cys His Ala Leu Gly Tyr Glu Asn 

195 200 205 

Phe Tyr Ala Val Leu Val Thr Tyr Gly Lys Ala Leu Gly Thr Met Gly 

210 215 220 

Ala Ser Leu Leu Thr Ser Ser Glu Val Lys Tyr Asp Leu Met Gin Asn 
225 230 235 240 

Ser Pro Pro Leu Arg Tyr Ser Thr Ser Leu Ser Pro His Thr Leu He 

245 250 255 

Ser He Gly Thr Ala Tyr Asp Phe Leu Ala Ser Glu Gly Glu He Ala 

260 265 270 

Arg Lys Gin Val Phe Lys Leu Lys Glu His Phe His Glu Cys Phe Asp 

275 280 285 

Ser His Ala Pro Gly Cys Val Gin Pro He Phe Leu Pro His Thr Cys 

290 295 300 

Leu Glu Glu Ala He Ser Val Leu Glu Thr Thr Gly He His Val Gly 
305 310 315 320 

Val Val Ala Phe Ala Lys His Pro Phe Leu Arg Val Asn Leu His Ala 

325 330 335 

Tyr Asn Thr Val Asp Glu Val Asn Leu Leu Ala Gin Val Met Lys Pro 

340 345 350 

Tyr Leu Glu Lys Ser Ser His Arg Val His He Asn His Glu Phe His 

355 360 ' 365 

Leu Trp Arg Glu Leu Cys Gin His 

370 375 
<210>996 
<211>758 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>996 
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^^^s Thr Lys Ser Met Gly Tyr Ile^^^ 



. Lys Arg Phe Thr Ala^B^s Thr Lys Ser Met Gly Tyr lie Ser Ser 

1.5 10 15 

Thr Phe Arg Leu Tyr Ala Glu Val lie Val Gly Ser Asn lie Asn Lys 

20 25 30 

Val Leu Asp Tyr Gly Val Pro Glu Asn Leu Glu His lie Thr Lys Gly 

35 40 45 

Thr Ala Val Thr lie Ser Leu Arg Gly Gly Lys Lys Val Gly Val lie 

50 55 60 

Tyr Gin lie Lys Thr Thr Thr Gin Cys Lys Lys lie Leu Pro lie Leu 
65 70 75 80 

Gly Leu Ser Asp Ser Glu lie Val Leu Pro Gin Asp Leu Leu Asp Leu 

85 90 95 

Leu Phe Trp lie Ser Gin Tyr Tyr Phe Ala Pro Leu Gly Lys Thr Leu 

100 105 110 

Lys Leu Phe Leu Pro Ala lie Ser Ser Asn Val lie Gin Pro Lys Gin 

115 120 125 

His Tyr Arg Val Val Leu Lys Gin Ser Lys Ala Lys Thr Lys Glu lie 

130 135 140 

Leu Ala Lys Leu Glu Val Leu His Pro Ser Gin Gly Ala Val Leu Lys 
145 150 155 160 

lie Leu Leu Gin His Ala Ser Pro Pro Gly Leu Ser Ser Leu Met Glu 

165 170 175 

Thr Ala Lys Val Ser Gin Ser Pro lie His Ser Leu Glu Lys Leu Gly 

180 185 190 

lie Leu Asp lie Val Asp Ala Ala Gin Leu Glu Leu Gin Glu Asp Leu 

195 200 205 

Leu Thr Phe Phe Pro Pro Ala Pro Lys Asp Leu His Pro Glu Gin Gin 

210 215 220 

Ser Ala lie Asp Lys lie Phe Ser Ser Leu Lys Thr Ser Gin Phe His 
225 230 235 240 

Thr His Leu Leu Phe Gly He Thr Gly Ser Gly Lys Thr Glu He Tyr 

245 250 255 

Leu Arg Ala Thr Ser Glu Ala Leu Lys Gin Gly Lys Ser Thr He Leu 

260 265 270 

Leu Val Pro Glu He Ala Leu Thr Val Gin Thr Val Ser Leu Phe Lys 

275 280 285 

Ala Arg Phe Gly Lys Asp Val Gly Val Leu His His Lys Leu Ser Asp 

290 295 300 

Ser Asp Gin Lys Ser His Val Ala Pro Ser Phe Arg Arg Ser Leu Arg 
305 310 315 320 

He Leu He Gly Pro Arg Ser Ala Leu Phe Cys Pro Met Lys Asn Leu 

325 330 335 

Gly Leu He He Val Asp Glu Glu His Asp Pro Ala Tyr Lys Gin Thr 

340 345 350 

Glu Ser Pro Pro Cys Tyr His Ala Arg Asp Val Ala Val Met Arg Gly 

355 360 365 

Lys Leu Ala His Ala Thr Val Val Leu Gly Ser Ala Thr Pro Ser Leu 

370 375 380 

Glu Ser Tyr Thr Asn Ala Leu Ser Gly Lys Tyr Val Leu Ser Arg Leu 
385 390 395 400 

Ser Ser Arg Ala Ala Ala Ala His Pro Ala Lys He Ser Leu He Asn 

405 410 415 

Met Asn Leu Glu Arg Glu Lys Ser Lys Thr Lys He Leu Phe Ser Gin 

420 425 430 

Pro Val Leu Lys Lys He Ala Glu Arg Leu Glu Val Gly Glu Gin Val 

435 440 ^ 445 

Leu He Phe Phe Asn Arg Arg Gly Tyr His Thr Asn Val Ser Cys Thr 

450 455 460 

Val Cys Lys His Thr Leu Lys Cys Pro His Cys Asp Met Val Leu Thr 
465 470 475 480 

Phe His Lys Tyr Ala Asn Val Leu Leu Cys His Leu Cys Asn Ser Ser 

485 490 495 

Pro Lys Asp Leu Pro Gin Ser Cys Pro Lys Cys Leu Gly Thr Met Thr 
500 505 510 
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Leu Gin Tyr Arg Gly Ser Gly Thr Glu Lys lie Glu He Leu Gin 

515 520 525 

Gin He Phe Pro Gin He Arg Thr He Arg He Asp Ser Asp Thr Thr 

530 535 540 

Lvs Phe Lys Gly Ser His Glu Thr Leu Leu Arg Gin Phe Ala Thr Gly 
545 550 555 560 

Lvs Ala Asp Val Leu He Gly Thr Gin Met He Ala Lys Gly Met Asn 

^ 565 570 575 

Phe Ser Ala Val Thr Leu Ala Val He Leu Asn Gly Asp Ser Gly Leu 

580 585 590 

Tyr He Pro Asp Phe Arg Ala Ser Glu Gin Val Phe Gin Leu He Thr 

595 600 605 

Gin Val Ala Gly Arg Ser Gly Arg Ser His Leu Pro Gly Glu He Leu 

610 615 620 

He Gin Ser Phe Leu Pro Asp His Pro Thr He His Ser Ala Met Arg 
625 630 635 640 

Gin Asp Tyr Ser Ala Phe Tyr Ser Gin Glu He Thr Gly Arg Glu Leu 

645 650 655 

Cys Glu Tyr Pro Pro Phe He Arg Leu He Arg Cys He Phe Met Gly 

660 665 670 

Lys Cys Pro Lys Gin Thr Trp Glu Glu Ala His Arg Val His Asn He 

675 680 685 

Leu Lys Glu Gin Leu Glu Ser Thr Asn Pro Leu Met Pro Val Thr Pro 

690 695 700 

Cys Glv His Phe Lys He Lys Asp Thr Phe Arg Tyr Gin Phe Leu He 
705 ' 710 715 720 

Lys Ser Ala Tyr Val He Pro Val Asn Lys Lys Leu His His Ala Leu 

725 730 735 

Met Leu Ala Lys Leu Ser Pro Lys Val Lys Phe Met He Asp Val Asp 

740 745 750 

Pro Met Thr Thr Phe Phe 
755 

<210>997 
<211>230 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>997 

Lys His Trp Leu Phe Met Glu Asn Ser Gin Asn Phe His Asp Thr Leu 

15 10 15 

Cys Gin Leu Leu Asp Arg Tyr Ser Glu Glu Leu Tyr Pro Thr Leu Ala 

20 25 30 

Ser Leu Leu Asn Val Thr Leu Pro Asn Thr Ala He Ser Ala Ser Val 

35 40 45 

Ser Ser He Pro Glu Lys Ala Val Glu Val Pro Asn Ala Glu Pro Gin 

50 55 60 

Pro He Thr Pro Pro Pro Pro Thr Asn Leu Ser Gin Glu Lys Thr Lys 
65 70 75 80 

Pro Ser Asp Trp Lys Cys Val Pro Leu His Pro Asp Leu Ser Gin Asn 

85 90 95 

Ala He Leu Lys Glu Lys Tyr Pro Ala Leu Lys Asp Cys Ser Leu Pro 

100 105 110 

Ala Pro Lys He Pro Cys Ser He Phe Val Tyr Glu Glu Asn Asn Glu 

115 120 125 

Glu Val Leu Phe Phe Asn Arg Leu Ala Lys He Leu Thr Gin Gin Leu 

130 135 140 

Phe Pro Thr Lys Leu Thr Leu He His Ala Lys Thr Asn He Phe Val 
145 150 155 160 

Asn Asn Pro Asn Phe Phe Leu Ala Leu Ala Pro Leu Asn Val He Arg 

165 170 175 

Tyr Lys He Pro Thr Thr Asp Tyr His Gin Ser Leu Thr Gin Asn Gly 

180 185 190 

Cys He Phe Leu Pro Leu Tyr Ser Ser Leu Glu Tyr Glu Lys Asp Ser 

195 200 205 

Gin Leu Lys Arg Asn Leu Trp Ala He Leu Asn Arg Leu Pro Phe Ala 
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210 215 220 

Tyr Thr Pro Lys Ser Ser 
225 230 
<210>998 
<211>166 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>998 
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225 ^^30 235 240 

Arg Glu Val .Thr Asp Gly Ser Asp Gly Thr Ser Trp lie Val Val Lys 

245 250 255 

Asp Arg Gly Pro Arg Ser Leu Ala Asp Val Ala Asn Gin lie Cys Lys 

260 265 270 

Pro lie Ala Ser Ala lie lie Lys Leu Val Gly Trp Asn lie Asp Ser 

275 280 285 

Val Lys Pro Ser Glu Arg Leu Arg Cys Pro Glu lie Phe lie Tyr Asn 

290 295 300 

Ser Asn His Asp Gin Glu Leu lie Ser Asp Gly Leu Phe Glu Arg Glu 
305 310 315 320 

Asn Cys Val Xaa Thr Pro Phe Leu Glu Leu Pro Glu Val Lys Thr Ser 

325 330 335 

Gly Thr Lys lie Pro lie Pro Glu Arg Asp Leu Leu His Leu Asn Pro 

340 345 350 

Leu Ser Pro Asn Val Val Asp Arg Leu Ala Ala Val lie Ser Asn Tyr 

355 360 365 

Leu Asp Ser Glu Asn Arg Lys Ser Gin Gin Pro Asp 
370 375 3S0 

<210>1000 
<211>377 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>1000 

Phe Thr Leu Leu Asn Leu Ser Asn Arg Ser Asp lie Leu Ser Gly lie 

15 10 15 

Phe Ser Asn Pro His Pro Val Ser Tyr Phe Ser Ser Thr His Ala Lys 

20 25 30 

Gin Leu Ser Asp Phe Ser Lys Lys His Pro lie Leu Thr Lys He Val 

35 40 45 

Thr He He Val Lys He Phe Lys Leu Leu He Gly Leu He He Pro 

50 55 60 

Pro Leu Gly He Tyr Trp Leu Cys Gin Leu Val Cys Ser Leu Ala Leu 
65 70 75 80 

Phe Pro Arg Ser Ser Met Leu Tyr Ser Val Leu Lys Thr Cys Phe Lys 

85 90 95 

Lys Tyr Arg Leu Glu Gin Glu He Gin Asp Tyr Phe Val Lys Asn Leu 

100 105 110 

Asp Pro Ser Phe Lys Asp Pro Ala Val Ser Glu Ser Lys Arg He Thr 

115 120 125 

He Gin Gin Asp His Leu Thr He Asp Thr Leu Ala He His Phe Ser 

130 ' 135 140 

Thr Ala Arg Pro Lys Arg Trp Leu Leu He Ser Leu Gly Ser Gly Asp 
145 150 155 160 

Phe Leu Glu Asp Met He Gly Leu Lys Asp Ser Leu Phe Leu Ser Trp 

165 170 175 

Lys Glu Leu Ala Lys Leu Leu Gly Ala Asn He Leu He Tyr Asn Tyr 

180 185 190 

Pro Gly Val Lys Ser Ser Thr Gly Lys Leu Asn Leu Glu Asn Leu Ala 

195 200 205 

Thr Val He He Tyr Val Gin Ser Thr Tyr Lys He Lys Phe Arg Ala 

210 215 220 

Leu Gly Leu Thr Lys Ser Ser Pro Arg He Phe Leu Arg Arg Gly Ser 
225 230 235 240 

Pro Val Cys Ser Phe Ala Lys Asn Pro Phe Thr Asn Ser Glu Thr Ser 

245 .250 255 

Trp Val Ala Val Lys Asp Arg Ala Pro His Ser Leu Pro Ala Ala Ala 

260 265 270 

Asn Ser Phe Phe Gly Pro He Gly Lys Leu He Ala Val Leu Ala Arg 

275 280 285 

Trp Lys Met Asp Ala Glu Lys Asn Ser Arg Glu Leu Pro Cys Pro Glu 

290 295 300 

He Leu Val Tyr Ser Ala Asp Arg Phe Arg Pro Ser Glu Val Gly Asp 
305 310 315 320 
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Asp Thr Ala Leu Leu Pro Glu Phe Thr Leu Ala His Al^^le Lys Arg 

325 330 335 

Thr Pro Phe Ala Arg Ser Lys Lys Phe He Gly Glu Val Asn Leu Leu 

340 345 350 

His Ser Ser Pro Leu Lys His Pro Thr He Gin Lys Leu Ala Glu Ala 

355 360 365 

He Leu Glu Ser Leu Ser Arg Lys Asn 

370 375 
<210>1001 
<211>369 
<212>PRT 

<213>Chlamydia pneumoniae 
<400>1001 

Met Ala Pro He His Gly Ser Asn Ala Phe Val Glu Asp He Leu His 

1 5 10 15 

Ser His Pro Ser Pro Gin Ala Thr Tyr Phe Ser Ser Thr Arg Ala Gin 

20 25 30 

Lys Leu His Glu Phe Lys Asp Arg His Pro Val Leu Thr Arg He Ala 

35 40 45 

Ser Val He He Lys He Phe Lys Val Leu He Gly Leu He He Leu 

50 55 60 

Pro Leu Gly He Tyr Trp Leu Cys Gin Thr Leu Cys Thr Asn Ser He 
65 70 75 80 

Leu Pro Ser Lys Asn Leu Leu Lys He Phe Lys Lys Gin Pro Asn Thr 

85 90 95 

Lys Thr Leu Lvs Thr Asn Tyr Leu Arg Ala Leu Gin Asp Tyr Ser Ser 

100 105 110 

Lys Asn Arg Val Ala Ser Met Arg Arg Val Pro He Leu Gin Asp Asn 

115 120 125 

Val Leu He Asp Thr Leu Glu He Cys Leu Ser Gin Ala Pro Thr Asn 

130 135 140 

Arg Trp Met Leu He Ser Leu Gly Ser Asp Cys Ser Leu Glu Glu He 
145 150 155 ISO 

Ala Cys Lys Glu He Phe Asp Ser Trp Gin Arg Phe Ala Lys Leu He 

165 170 175 

Gly Ala Asn He Leu Val Tyr Asn Tyr Pro Gly Val Met Ser Ser Thr 

180 185 190 

Gly Ser Ser Ser Leu Lys Asp Leu Ala Ser Ala His Asn He Cys Thr 

195 200 205 

Arg Tyr Leu Lys Asp Lys Glu Gin Gly Pro Gly Ala Lys Glu He He 

210 ' 215 220 

Thr Tyr Gly Tyr Ser Leu Gly Gly Leu He Gin Ala Glu Ala Leu Arg 
225 230 235 240 

Asp Gin Lys He Val Ala Asn Asp Asp Thr Thr Trp He Ala Val Lys 

245 250 255 

Asp Arg Cys Pro Leu Phe He Ser Pro Glu Gly Phe His Ser Cys Arg 

260 265 270 

Arg He Gly Lys Leu Val Ala Arg Leu Phe Gly Trp Gly Thr Lys Ala 

275 280 285 

Val Glu Arg Ser Gin Asp Leu Pro Cys Leu Glu He Phe Leu Tyr Pro 

290 295 300 

Thr Asp Ser Leu Arg Arg Ser Thr Val Arg Gin Asn Lys Leu Leu Ala 
305 310 315 320 

Pro Glu Leu Thr Leu Ala His Ala He Lys Asn Ser Pro Tyr Val Gin 

325 330 335 

Asn Lys Glu Phe He Glu Val Arg Leu Ser Ser Asp He Asp Pro He 

340 '345 350 

Asp Ser Lys Thr Arg Val Ala Leu Ala Thr Pro He Leu Lys Lys Leu 
355 360 365 

Ser 

<210>1002 

<211>160 

<212>PRT 
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<2 13 >Chlamydia pn^Poniae 
<400>1002 

Asn Lys Met Ser Glu Leu Ala Pro Cys Ser Thr Gly Leu Gin Met Val 

15 10 15 

Pro His Thr Gin Val His His Ala Leu Asp Thr Arg Arg Val lie Leu 

20 25 30 

Thr lie Ala Ala Cys Leu Ser Leu lie Ala Gly lie Val Leu Val Gly 

35 40 45 

Leu Gly Ala Ala Ala lie Leu Pro Ser Leu Phe Gly Val lie Gly Gly 

50 55 60 

Met lie Leu lie Leu Phe Ser Ser lie Ala Leu lie Tyr Leu Tyr Lys 
65 70 75 80 

Lys Thr Arg Glu Val Asp Gin lie Ala Leu Glu Pro Leu Pro Glu Met 

85 90 95 

lie Ser Lys Asp Gin Ser lie lie Asp Phe Val Lys Thr Arg Asp Tyr 

100 105 110 

Ala Ser Leu Glu Lys Lys Ala Thr Phe Ala Tyr Thr His Thr His Tyr 

115 120 125 

Tyr Asp Gly Ser Met Val Phe Tyr Arg Glu lie Pro Arg Phe Met Leu 

130 135 140 

Gly Ser Tyr Leu Ala Leu Arg Lys Asp Met Asp Arg Gin Ala Leu Phe 
145 150 155 160 

<210>1003 
<211>542 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>1003 

Leu Gly Trp Lys Ser Asp lie Tyr Thr Asn lie Leu Glu Glu Arg Met 

15 10 15 

Thr Ala Arg Ala Glu Tyr Leu Asp His Glu Asp Phe Leu Tyr Arg Ser 

20 25 30 

His Lys Leu Gin Glu Leu Ser Glu Leu Gly Val Val Leu Tyr Pro Tyr 

35 40 45 

Glu Phe Pro Gly Val Phe Ser Cys Glu Asp lie Lys Lys Thr Phe Ala 

50 55 60 

Ser Gin Glu Leu Gly Asn Ser Glu Ala Ala Met Ser Arg Ser Thr Pro 
65 70 75 80 

Arg Val Arg Phe Ala Gly Arg Leu Val Leu Phe Arg Ala Met Gly Lys 

85 90 95 

Asn Ala Phe Gly Gin lie Leu Asp His Asn Gin Thr lie Gin Val Met 

100 105 110 

Phe Asn Arg Glu Phe Thr Ser Val His Gly Leu Ser Glu Asp Ala Glu 

115 120 125 

lie Thr Pro lie Lys Phe lie Glu Lys Lys Leu Asp Leu Gly Asp lie 

130 135 140 

Leu Gly lie Asp Gly Tyr Leu Phe Phe Thr His Ser Gly Glu Leu Thr 
145 150 155 160 

Val Leu Val Glu Thr Val Thr Leu Leu Cys Lys Ser Leu Leu Ser Leu 

165 170 175 

Pro Asp Lys His Ala Gly Leu Ser Asp Lys Glu Val Arg Tyr Arg Lys 

180 185 190 

Arg Trp Leu Asp Leu He Ser Ser Arg Glu Val Ser Asp Thr Phe Val 

195 200 205 

Lys Arg Ser Tyr He He Lys Leu He Arg Asn Tyr Met Asp Ala His 

210 215 220 

Gly Phe Leu Glu Val Glu Thr Pro He Leu Gin Asn He Tyr Gly Gly 
225 230 235 240 

Ala Glu Ala Lys Pro Phe Thr Thr Thr Met Glu Ala Leu His Ser Glu 

245 250 255 

Met Phe Leu Arg He Ser Leu Glu He Ala Leu Lys Lys He Leu Val 

260 265 270 

Gly Gly Ala Pro Arg He Tyr Glu Leu Gly Lys Val Phe Arg Asn Glu 

275 280 285 

Gly He Asp Arg Thr His Asn Pro Glu Phe Thr Met He Glu Ala Tyr 

1032 

BNSDOCID: <WO 9927l05A2_l_> 



wo 99/27105 ^ PCrr/lB98/01890 



290 295 300 

Ala Ala Tyr Met Asp Tyr Lys Glu Val Met Val Phe Val Glu Asn Leu 
305 310 315 320 

Val Glu His Leu Val Arg Ala Val Asn His Asp Asn Thr Ser Leu Val 

325 330 335 

Tyr Ser Tyr Trp Lys His Gly Pro Gin Glu Val Asp Phe Lys Ala Pro 

340 345 350 

Trp He Arg Met Thr Met Lys Glu Ser He Ala Thr Tyr Ala Gly He 

355 360 365 

Asp Val Asp Val His Ser Asp Gin Lys Leu Lys Glu He Leu Lys Lys 

370 375 380 

Lys Thr Thr Phe Pro Glu Thr Ala Phe Ala Thr Ala Ser Arg Gly Met 
385 390 395 400 

Leu He Ala Ala Leu Phe Asp Glu Leu Val Ser Asp Asn Leu He Ala 

405 410 415 

Pro His His He Thr Asp His Pro Val Glu Thr Thr Pro Leu Cys Lys 

420 425 430 

Thr Leu Arg Ser Gly Asp Thr Ala Phe Val Glu Arg Phe Glu Ser Phe 

435 440 445 

Cys Leu Gly Lys Glu Leu Cys Asn Ala Tyr Ser Glu Leu Asn Asp Pro 

450 455 460 

He Arg Gin Arg Glu Leu Leu Glu Gin Gin His Thr Lys Lys Glu Leu 
465 470 475 480 

Leu Pro Asp Ser Glu Cys His Pro He Asp Glu Glu Phe Leu Glu Ala 

485 490 495 

Leu Cys Gin Gly Met Pro Pro Ala Gly Gly Phe Gly He Gly Val Asp 

500 505 510 

Arg Leu Val Met He Leu Thr Asn Ala Ala Ser He Arg Asp Val Leu 

515 520 525 

Tyr Phe Pro Val Met Arg Arg Phe Asp Ala Glu Lys Thr Asn 

530 535 540 

<210>1004 
<211>308 
<212>PRT 

< 2 13 > Chlamydia pneumoniae 
<400>1004 

Val Ala Tyr Ala Ala Ala Pro Glu Phe Leu Leu Met Ser Met Thr Lys 

15 10 15 

Lys Thr Gin Val He Leu Tyr Cys Gly Lys His Thr He Gin Asn Val 

20 25 30 

Met Ala Ser Phe He Gly Lys Val Leu Ser Gly He Gly Arg Pro Gly 

35 40 45 - 

Trp His Leu Glu Cys Ser He Met Ala Met Glu Leu Leu Gly Asp Ser 

50 55 60 

Leu Asp He His Ala Gly Gly Val Asp Asn He Phe Pro His His Glu 
65 70 75 80 

Asn Glu He Ala Gin Ser Glu Ala Leu Ser Gly Lys Pro Phe Ala Arg 

85 90 95 

Tyr Trp Leu His Ser Glu His Leu Leu He Asp Gly Lys Lys Met Ser 

100 105 110 

Lys Ser Leu Gly Asn Phe Leu Thr Leu Arg Asp Leu Leu His Gin Glu 

115 120 125 

Phe Thr Gly Gin Glu Val Arg Tyr Met Leu Leu Gin Ser His Tyr Arg 

130 135 140 

Thr Gin Leu Asn Phe Thr Glu Glu Ala Leu Leu Ala Cys Arg His Ala 
145 150 155 160 

Leu Arg Arg Leu Lys Asp Phe Val Ser Arg Leu Glu Gly Val Asp Leu 

165 170 175 

Pro Gly Glu Ser Pro Leu Pro Arg Thr Leu Asp Ser Ser Ser Gin Phe 

180 185 190 

He Glu Ala Phe Ser Arg Ala Leu Ala Asn Asp Leu Asn Val Ser Thr 

195 200 205 

Gly Phe Ala Ser Leu Phe Asp Phe Val His Glu He Asn Thr Leu He 
210 215 220 
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305 

<210>1005 

<211>232 

<212>PRT 

<2 13 >Chlamydia pneumoniae 
<400>1005 

Gly Leu Tyr Phe Tyr Asn Thr Ala Ser Gin Lys Lys Glu Leu Phe Phe 

15 10 15 

Pro Asn His Thr Pro Val Arg Leu Tyr Thr Cys Gly Pro Thr Val Tyr 

20 25 30 

Asp Tyr Ala His He Gly Asn Phe Arg Thr Tyr Val Phe Glu Asp He 

35 40 45 

Leu Lys Arg Thr Leu Val Phe Phe Gly Tyr Ser Val Thr His Val Met 

50 55 60 

Asn He Thr Asp Val Glu Asp Lys Thr He Ala Gly Ala Ser Lys Lys 
65 70 75 80 

Asn He Pro Leu Gin Glu Tyr Thr Gin Pro Tyr Thr Glu Ala Phe Phe 

85 90 95 

Glu Asp Leu Asp Thr Leu Asn He Ala Arg Ala Asp Phe Tyr Pro His 

100 105 110 

Ala Thr His Tyr He Pro Gin Met He Gin Ala He Thr Lys Leu Leu 

115 120 125 

Glu Gin Gly He Ala Tyr He Gly Gin Asp Ala Ser Val Tyr Phe Ser 

130 135 140 

Leu Asn Arg Phe Pro Asn Tyr Gly Lys Leu Ser His Leu Asp Leu Ser 
145 150 155 160 

Ser Leu Arg Cys Cys Ser Arg He Ser Ala Asp Glu Tyr Asp Lys Glu 

165 170 175 

Asn Pro Ser Asp Phe Val Leu Trp Lys Ala Tyr Asn Pro Glu Arg Asp 

180 185 190 

Gly Val He Tyr Trp Glu Ser Pro Phe Gly Asn Arg Lys Thr Trp Met 

195 200 205 

Ala Phe Arg Met Phe Asp Tyr Gly Asp Gly Thr Ser Trp Arg Phe Phe 

210 215 220 

Gly Tyr Pro Cys Gly Arg Cys Arg 
225 230 
<210>1006 
<211>242 
<212>PRT 

<213 >Chlamydia pneumoniae 
<400>1006 

Thr Ala Val Glu Asn He Arg Gin Gin Asn Leu Ala Leu Lys Ser Lys 

15 10 15 

Phe Lys He Asn Glu Leu Pro Cys Met He Leu Leu Ser His Glu Glu 

20 25, 30 

Arg Glu He Tyr Arg He Gly Ser Phe Gly Asn Glu Thr Gly Ser Asn 

35 40 45 

Leu Gly Asp Ser Leu Cys His He Val Glu Ser Asp Ser Leu Leu Arg 

50 55 60 

Arg Ala Phe Pro Met Met Thr Ser Leu Ser Leu Ser Glu Leu Gin Arg 
65 70 75 80 

Tyr Tyr Arg Leu Ala Glu Glu Leu Ser His Lys Glu Phe Leu Lys His 



85 



90 



95 
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<213 >Chlamydia pneumoniae 
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Met 


Ala 


Ser 


Met 


Gly 


Glu 


He 


Pro 


Gly 


Val 






85 










90 










95 




He 


Lys 


Ala 


Ser 
100 


Trp 
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<212>PRT 

<2 13 >Chlamydia pneumoniae 
<400>1009 



Gin 


Thr 


He 


Asn 


Leu 


Ser 


Glv 


Thr 


Leu 


Ara 


Thr 


Met 


Leu 


Pro 


He 


Ser 


1 








5 










10 










15 




lie 


Leu 


Leu 


Phe 


Tvr 


Val 


He 


Leu 


Glv 


Cvs 


Leu 


Ser 


Ala 


Tvr 


He 


Ala 








20 










25 










30 






ASD 


Lvs 


Lvs 


Lvs 


Ara 


Asn 


Val 


He 


Glv 


Trp 


Phe 


Phe 


Ala 


Gly 


Ala 


Phe 






35 










40 










45 








Phe 


Glv 


Phe 


He 


Glv 


Leu 


Val 


Val 


Leu 


Leu 


Leu 


Leu 


Pro 


Ser 


Arq 


Arg 




50 










55 










60 










Asn 


Ala 


Leu 


Glu 


Lvs 


Pro 


Gin 


Asn 


Asp 


Pro 


Phe 


Asp 


Asn 


Ser 


Asp 


Leu 


65 










70 










75 










80 


Phe 


Asp 


Asp 


Leu 


Lvs 


Lvs 


Ser 


Leu 


Ala 


Gly 


Asn 


Asp 


Glu 


He 


Pro 


Ser 










85 










90 










95 




Ser 


Glv 


Asp 


Leu 


Gin 


Glu 


He 


Val 


He 


Aso 


Thr 


Glu 


Lvs 


Trp 


Phe 


Tvr 








100 










105 










110 






Leu 


Asn 


Lys 


Asp 


Arg 


Glu 


Asn 


Val 


Glv 


Pro 


He 


Ser 


Phe 


Glu 


Glu 


Leu 






115 










12 0 










125 








Val 


Val 


Leu 


Leu 


Lys 


Glv 


Lys 


Thr 


Tvr 


Pro 


Glu 


Glu 


He 


Trp 


Val 


Trp 




130 










135 










140 










Lys 


Lys 


Gly 


Met 


Lys 


Asp 


Trp 


Gin 


Arg 


Val 


Lys 


Asp 


Val 


Pro 


Ser 


Leu 


145 










150 










155 










160 


Gin 


Gin 


Ala 


Leu 


Lys 


Glu 


Ala 


Ser 


Lys 
























165 
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<211>189 




























<212>PRT 




























<213>Chlamydia pneumoniae 




















<400>1010 




























His 


He 


Asn 


Arg 


Trp 


Thr 


He 


Ara 


Leu 


Ser 


Leu 


Thr 


Leu 


He 


He 


Ser 


1 








5 










10 










15 




Thr 


Val 


Leu 


Tyr 


Phe 


Phe 


Ser 


Glu 


Glu 


He 


Glu 


Leu 


He 


Gly 


Gly 


Gly 








20 










25 










30 






Lys 


Met 


Glu 


Lys 


Gin 


Asn 


Leu 


Lvs 


Leu 


Asp 


Val 


Lvs 


Glu 


He 


Glu 


Phe 






35 










4 0 










45 








Pro 


Glu 


Thr 


Val 


Phe 


Ser 


Arg 


Asp 


He 


Glu 


Thr 


Arq 


Val 


He 


Gin 


Val 




50 










55 










60 










lie 


He 


Leu 


His 


Cys 


Leu 


Ala 


Lys 


He 


Asn 


Glv 


Val 


Ser 


Leu 


Leu 


Glv 


65 










70 










75 










80 


Gly 


Asn 


Leu 


He 


Asp 


Ala 


Leu 


Phe 


Glv 


Ara 


Asp 


He 


Glu 


Ara 


Met 


Lvs 










85 










90 










95 




Gly 


He 


Tyr 


Val 


Glu 


Gin 


Asp 


Ser 


Lvs 


Asn 


His 


Leu 


Val 


Lvs 


Val 


Arq 








100 










105 










110 






Val 


Glu 


Val 


Asn 


Val 


Asp 


Tyr 


Glv 


Val 


Ser 


He 


Pro 


Glu 


Lvs 


Thr 


Glu 






115 










12 0 










12 5 








Glu 


He 


Gin 


Gly 


Cys 


He 


Val 


Ser 


Glu 


He 


Ser 


Glu 


Tyr 


Thr 


Gly 


Leu 




130 










135 










140 










His 


Val 


Ala 


Ala 


Val 


His 


Val 


He 


He 


Lys 


Gly 


Leu 


Thr 


Gin 


Pro 


Lys 


145 










150 










155 










160 


Asp 


Arg 


He 


Asp 


Glu 


Glu 


He 


Glu 


Glu 


Glu 


Val 


Ser 


Val 


Gin 


Asp 


Leu 










165 










170 










175 




Pro 


Ser 


Pro 


Glu 


Asp 


Phe 


Leu 


Leu 


Glu 


Asn 


Ser 


Glu 


Gly 














180 










185 
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<212>PRT 

<213 >Chlamydia pneumoniae 
<400>1011 

Met Arg He Glu Asp Phe Ser Leu Lys Leu He Pro Ser Ser Pro Gly 

15 10 15 

Val Tyr Leu Met Lys Asp Val His Asp Gin Val Leu Tyr He Gly Lys 

20 25 30 

Ala Lys Asn Leu Lys Asn Arg Leu Ala Ser Tyr Phe His Glu Lys Gly 
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